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TTTTTAAAAC ACACCAACTG GAAAATTCAC AGCGAAATGG CGGGAGCAAT TTCTATTGCG 1437540 
GAGGAATCTA CCTCTTTTGC AGGCGTAACC CACCCAAGCG AAAACGGCGG CTTGGGCTTC 143 7600 
AATTTCAAAT GGAATATGGG CTGGATGAAC GATACACTGG CTTATATGAA GCTTGACCCC 143 7660 
ATTTACCGCC AATATCATCA CAACAAAATG ACCTTTGGAA TGGTGTATCA ATATAGCGAA 1437720 
AATTTTGTGC TACCACTTTC TCACGATGAA GTGGTTCACG GTAAATATTC ACTTCTTGGC 1437780 
AAGATGCCAG GTGATACGTG GCAAAAATTC GCTAACTTGC GTGCATATTA CGGTTATATG 1437840 
TGGGGCTACC CAGGCAAAAA ATTACTCTTT ATGGGGAATG AATTTGCTCA AGGCAGAGAA 1437900 
TGGAATTACG AAGAAAGTTT GGACTGGTTC TTGCTTGATG AAAATATTGG CGGAGGCTGG 1437960 
CATAAAGGCG TATTGAAGCT GGTTAAAGAC CTCAATCAAA TTTATCAAAA AAATCGACCG 1438020 
CTCTTTGAGC TCGACAACTC CCCAGAGGGT TTCGATTGGC TTGTCGTTGA TGATGCGGCA 1438 080 
AATTCTGTGC TCGCCTTTGA ACGTCGCAGT TCAAACGGAG AACGTATTAT TGTCGTCAGT 143814 0 
AACTTTACCC CTGTGCCTCG CCACAATTAC CGCATCGGCG TGAATGTTGC AGGAAAATAC 1438200 
GAAGAAATTT TAAATACCGA TTCGATGTAT TACGAAGGTT CAAACGTGGG CAATTTTGGT 1438260 
TGTGTCGCAA GTGAACAAAT CGAAAGCCAC GGACGAGrAA ATTCGATTTC AGTGTCCATT 1438320 
CCGCCGTTAG CAACAGTTTA TTTGAGATTG AAGACGAAAT AATCCGAATA GATAAATTGT 1438380 
AGGGGCGAAT TACATTCGCC TGATAAACCA CCGATGTTTT TGGGCAAATG TAATTTGCCT 1438440 
ACAAAATCGA TAAAAATATG TTCAAAATCT ACAACAACGG CAATCCTATT CCAATGGGAT 1433500 
ACTCACAAGC GGTCGAAAAC AACGTGCAAA TTACCAATTT CGCCCTGTTT TCCGCTGCGG 1438560 
CAATAGGCGT AGAACTTTGC CTTTTTGACG AACAAAATCA AGAAACACGC TTGCCGATGG 143862 0 
TGCGTACTGA AAATGTGTGG CATTTGGCGG TAACTGGCGT GAAAACTGGT ACGGAATATG 1438680 
CTTTTCGTAT TCACGGCGAA TTTGCCAATC CGCAGAAATT GATACTCGAT CCCTATGCGA 1438740 
AAGCCGTGAA TGGTAAACCT GATTTAAGTA GCGAAGAAAG TCGTTCTTGG TTCTTGCTTT 1438800 
CGGATAATCG CGACAACGCG CATCTTGCCC CAAGAGCGGT TGTAATTTCA GAGGAATTTG 1438860 
ATTGGGAAAA TGACACTTCA CCCAATACGC CTTGGGCTGA AACCATTGTG TATGAATTAC 1438920 
ATGTTAAAGG GTTTAGCCAG TTAAACGAGA AAATCCCTGC GGCGTTGCGT GGTACTTATA 1438980 
CTGGATTAGC ACATCCTGTG AATTTGG CGT ATTTGAAAGA ATTAGGCGTA ACTG CGGTGG 1439040 
AGTTGCTGCC TGTAAATTTC CATATAAATG AACCGCACTT ACAGGCACGA GGCTTACAAA 1439100 
ATTATTGGGG ATACAATCCC TTAGCGATGT TTGCGGTAGA ACCTAAATAT GCGGCAACAA 143 9160 
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ATAATCCATT GGCTGAATTT AAAACGATGG TAAAGGCATT TCACAAAGCA GGCATTGAAG 14 3 9220 
TTATTTTAGA CGTGGTATTT AACCATTCCG CAGAATCAGA GCAAACTTAC CCAACATTCA 14 3 9280 
GCCAGCGTGG TATTGATGAT CAAACTTACT ATTGGCGCAA CGATCAAGGG CGTTATATCA 14 3 9340 
ATTGGACAGG CTGCGGCAAT ATGCTCAATT TATCCTCTGA TGTAGGGCGA AAATGGGTGG 14 3 9400 
TGGATTGCCT GCGTTATTGG GTGGAGCAAT GCCATATTGA TGGATTCCGT TTTGATTTAG 14 3 9460 
CCACTGTTTT AGGGCGTGAT ACACCTGATT TCAACTCGTC AGCTCAGCTT TTTACTGACA 14 3 952 0 
TAAAAAATGA GCCAAGTTTA CAAAATATTA AATTGATTGC CGAGCCGTGG GATATTGGAC 143 9580 
ATTACGGTTA TCAAGTCGGC AATTTCCCAA GTTATTTTGC CGAATGGAAC GACCGATTCC 14 3 9640 
GTGATGATCT CTGCCGTTTC TGGCTATGGA AAAGTGGCGA AATTGGTGCA TTTGCAGAAC 14 3 9700 
GTTTTGCAGG TTCTAGCGAT TTATTTAAGA AAAATGACCG CTTGCCACAT ACTACACTTA 143 9760 
ATTTTATTAC CGCTCACGAT GGTTTTACGC TTAAAGATTT AGTGAGTTAT AACCAAAAAC 14 3 982 0 
ATAACGAAAC GAATGGCGAA GAAAATCGTG ATGGTCGCAA TGAAAATTAC AGTTATAACC 143 9880 
ATGGAGTAGA AGGTTCTACA GAATCCCTTT CTGAACCGCA AAAAAGTGCG GTGGAAAATA 14 3 9 940 
ACCGCACTTT TGCACAAAGT GGATTATTAA TGAGTTTATT GCTGGCGAAT GGTACACCTA 14 4 0000 
TGTTGTTAGC TGGCGATGAG TTCGGCAACA CTCAATATGG TAACAATAAT GCTTATTGCC 14 4 0060 
AAGATAACGA GATTACTTGG CTGAAATGGG CAAATTTTAA CGAAGAATTA TTTGAACTGA 1440120 
CCAAACAAAC GATTGCACTT CGTAAGCAAA TTGGCAGTTT AAATAAAGAT CAATGGTGGT 14 4 0180 
CGGATGAGAA TGTGCAATGG CTTAACATTG TAGGCGAACC GATGACAGTT GAAGATTGGC 1440240 
AAAATCAACA AACCAAAGCA TTACAGGTGG TTTTAGACAA TCGTTGGCTT TTGTTGATTA 14 403 00 
ATGCCAAAGC CGAAGGTCAA ATGTTTCACT TGCCTAATAG GAAATGGAAG CCCCAAATCG 14403 6 0 
GCACACATAA TGTAACCCTT GAAGCACAAC AAGCCGAACT TAGTTCAATG GGCTTTTGTA 144 0420 
TGCTGAATGA CGAATAACAA TAAGACTATG GAGATCCTTA TGAAATCTGG CGACCTTAAC 144 04 80 
AAATATGATT TAGTTAAAAA CGCTTTGGTA CTTGTTCTCG CAGGTGGACG TGGTTCACGT 144 0 54 0 
TTACACGAAT TGACAGATAA ACGTGCAAAA CCAGCGCTTT ATTTTGGTGG TAATCGTCGC 1440600 
ATTATTGATT TTGCACTTTC TAATTGTATT AATTCAGATT TAAACCGAAT TGGGGTCGTG 144066 0 
ACTCAATATG CGGCACACTC CTTGCTTCTT CATTTGCAAA CAGGCTGGTC TTTCTTACCG 144 072 0 
CAAGAGCGTG GCGAATTTGT CGATATGTTG CCAGCTCGTC AGCAAATTGA CGATTCTACT 144 07 8 0 
TGGTATCGTG GCACGGCGGA TGCGGTATAT CAAAATATGG CTATTATTAA AAATCACTAT 1440840 
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CGCCCGAAAT ATATTTTGAT CTTAGCGGGC GACCATATTT ACAAACAAGA TTACAGCGTG 1440900 
ATGTTAATGG ATCACGTCAA TAGTGGGGCA AAATGTACTG TTGGTTGCAT TGAAGTGCCC 1440960 
CGTTCTGAAG CACACGAATT TGGCGTAATG GCTGTAAACG AAAACTTGAA AGTAAAAGCT 1441020 
TTCGTGGAAA AACCAAAAGA TCCGCCAGCA ATGGTGGGTA AACCTGATGT TTCGCTTGCC 1441080 
TCAATGGGGA TTTATGTATT TGATGCGGAT TATCTTTATA AAATGCTTGA GCAGGAAGTT 1441140 
AATACCCCGC AAACTAGCCA TGATTTCGGT AAAGATGTAT TGCCAAAATG TTTAGAAGAA 14412 00 
GGTGCGCTTT ATGCTCACCC ATTTAGCCGT TCTTGCATGG GACGCAACAC CGAGGGCGAA 1441260 
ATTTACTGGC GTGATGTAGG GACACTTGAT AGCTTCTGGC AATCTAATAT CGACTTAGTC 1441320 
TCTGAAAATC CACAATTAGA TATTTACGAC CAAAGCTGGC CAATTCGTGG TAATCCTATT 1441380 
CAGGCTTATC CATCAAAATT TTTCTACAAA CACTCTAATG TGCACCCTGT AGATAACTCA 1441440 
CTTATCGGCG GCGGTTGTGT GATTACCGAT GCGTCGATCA GCAATTCTGT ATTATTCGAC 14415 00 
CACATTAAAA TTGATGCATT TTCAAAAGTG GATCACTGCG TGGTGCTACC ACAAGTTAAA 1441560 
ATCGGTAAAA ATTGCGTGTT GAAAAATTGT ATTATCGACC GCGAATGTGA AATTCCTGAT 1441620 
GGTATGCAAA TTGGTGTAGA TATGGAAGAA GATAAAAAAC GCTTCCGTAT TAGCTCTACA 1441680 
GGTAAAGTGA TTCTTGTGAC CTCGAAAATG TTAAAGATAC TTGAGGGACA CGAGATTGGC 1441740 
GAAGAAGGAC ATTTAGATTA GTTAGGAAAA GTGCGGTCAA AATTAACCGC ACTTTCTGAA 1441800 
CCTCCTCTTT AGCAAAGAGA GGAGTTGATC GAGCATTATT TATATTTATA GGGAAAATAA 1441860 
AAAACTCAAT GAAAATACTA CACGTTTGTT CGGAACTCTA TCCGCTCTTA AAAACAGGCG 1441920 
GGCTTGCCGA TGTTTTAGGG GCATTACCCC AAGCACAGAA CCAAATTGGG CTAGATGCCC 1441980 
GCTTTTTATT GCCTGCTTAT CCTGCAATTA CAACAGGTAT TCCGAATACT CAAGTGGTTG 1442040 
CTGAATTTGA CAACTTCGCT GGGCACGTGG TGTTGCGTTA TGGAGAATAT AATGGTGTCG 1442100 
GGATCTATTT GATTGACGCT CCGCACTTAT ACGGTCGCGA AGGCAATCCT TATCATGATG 1442160 
CCTATTACAA TGACTACGGC GACAACTACA AACGTTTTGC CTTGCTCGGT TGGGTGGGGG 144222 0 
CAGAATTAGC CACAGGTTTA GATAGCTGGT GGCGTGCAGA AGTGGTACAC GCCCACGATT 1442280 
GGCACGCAGG TTTGTGTGTA GCATATCTGT TCAACAAAGG CAAGCCAGCA AAATCGGTGT 1442340 
TCACTATTCA TAACTTGGCG TATCAAGGTC AGTTTTCTTA TCATCATTTG TATGAAATCG 1442400 
GCTTGCCAAC AGGAATGTTC CACGTAGAAG GCTTGGAATT ATTTGGGCAG ATTTCTTACT 1442460 
TGAAATCAGG CTTGTTCTAT TCCGATGCAA GTACGGCGGT AAGTCCAACT TATGCCCAAG 144252 0 

-77.860- 

SUBSTITUTE SHEET (RULE 26) 



WO 9633276 PCT/US96/05320 

AAATCACGAC ACCAGAATTT GCCTACGGTT TGCAAGGCTT GCTTTCTGGC TTAAAAGCTC 144258 0 
AAGGTCGTTT GGTGGGGATA TTAAACGGCG TGGACGAAAA TATTTGGCAT CCGAACGTGG 144 264 0 
ATCAATACAT CCCACACCAT TACAAGCTGA AATATATGGC AGGTAAAAAG AAAAACAAAG 1442 70 0 
CTGAACTGCA AGCCTATTTC AATTTGCCAC AAGATGAATC TGCTTTGGCA TTTGTGATGG 1442 76 0 
TTACCCGTTT AACCGAGCAA AAAGGTGTTG ATTTATTAAT CGAAAGTGCA GACGAAATCG 14 4 2 820 
TCAAACAAGG CGGGCAGTTG ATGATTTTAG GTTCAGGTGC ACCGCACTTG GAACAAGGTA 1442 880 
TTCGTGAGCT TGCTGAACGT TATCCACAAA ATATTGCGGT AAAAATCGGC TATGATGAAG 1442 94 0 
CCCTTTCGCA TTTAATGGTG GCAGGTGGTG ATGTGATTTT AGTGCCAAGC CGTTTCGAGC 1443 000 
CTTGTGGCTT AACCCAACTT TATGGTTTGC AATATGGCAC ACTGCCACTT GTTCGTAAAA 1443060 
CAGGTGGTTT GGCAGATACG GTGGTGGATA GCACTTCAGA AAGCATCAAA GCTCGCACCG 144312 0 
CAACAGGTTT TGTGTTTGAA AGTGCAACGC CTGAAGCTCT CCGCCATTGC TTGCAACGTG 144 318 0 
CCTTTGCCTT ATGGCAAAAA CCGCGTGCGT GGGCGATGGT TCGCACCGAT GCAATGGAAC 1443240 
AAGACTTCAG CTGGCGTAAG GCTGCAGAGC AATATAGAAC ACTTTATGAA CGCTTGTAGT 14433 00 
TTTATTCGTA AACTTTCTTA ACAATCCACC GCTTGTGAAA GAATATTTTG CAAGCGGTGT 1443360 
GATTGGGCTT GTTTTTTGCA AAGATAAGCA TAAAATTCGA ACTACTTTTG TAGGCTGTGT 144 3420 
AAACAACATT CACGTACTCA AAGAGCGGTC AAATTTTGAT TGATTTTTGC AAACGTGCGT 14 4 3480 
AAATTTTGAA AATTCACACA CCCTACGTTA ATTATTTCTT AGCATTCTAA TAGAGGTTTT 14 43 540 
ACCTATGATA ATGGATAACT TTGATTCTCC ATTCCAATAT AATCGTCCTG AAATGACCGT 144 36 00 
TGAAGCGATT AAAAAATCAA TCGTTTACAA ACTTATTTTC TTAATCGGTC GCTCTCCACG 144366 0 
TGAAGCCAGC CAACGCGATT GGCTAAATGC AACACTCCAT GCTGTGCGTG ATTTAGTAAC 144372 0 
AGAGGGTTGG ATCACCACTG CACGTCAAAC TCGAGCAGAA GATTCTCGCC GTGTTTACTA 144378 0 
CCTTTCAATG GAATTTTTAA TCGGACGTAC CCTTTCTAAT GCGATGATTG CAGAAGGCAT 1443 84 0 
TTATGGATTA GCACAAGAAG CTCTTTCTGA ATTAAATGTG GATTTAGAAG AAGTTTTAGA 144 3 900 
AAAAGAAGTA GATCCTGGCT TGGGCAATGG TGGTTTAGGT CGTTTAGCCG CTTGTTTTAT 144 3 96 0 
GG ATT CT ATT GCGACTCTTG GTTTACCAGG TATGGGTTAC GGTATTCGTT ATGAATATGG 1444C2 0 
TATGTTCCGC CAAAAAATTG AAAACGGTCA GCAAGTAGAA CGTCCTGATG CATGGCTTGA 144408 0 
AAAAGGGGCA CCTTGGGAGT TTATTCGCCC ATCTAAACGC TTTACCGTAG AATTTGGTGG 144414 0 
AAACATTCAT TTCGAGGGTA AAAAATGTAT TTGGCAAGAT ACCGAAAAAG TGACCGCACT 1444200 
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TGCTTACGAC CAAATGATCC CAGGTTATCA AAATAATTCT GCTGCGACAT TACGTTTATG 1444 26 0 
GTCGGCACAC GCAGGCGAAG TGTTTAACCT TGCCGACTTC AACCGTGGCG AACATTTAGC 1444320 
CGCATTAGAA GAGCACTCCG CAAATAAAAA TTTATCACGT GTACTTTACC CTGATGATTC 1444380 
TACTTGGAAT GGTCGCGAAT TACGTTTACG TCAAGAGTAT TTCTTAGTCT CTGCATCACT 1444440 
TCAAGATATT TTACGCCGTC ACAAACGCAC CCACAATAGC CTTGAAAACT TGGCGGATAA 1444500 
AGTGGCGATC CACTTAAACG ATACCCACCC AGCTTTAGCG ATTCCTGAGT TAATG CGAAT 1444 560 
TTTAGTGGAT GATGAAGGTT TTGAATGGAA AAAAGCGTGG GAGATGACGC GTAACATTTT 144 4620 
CTCTTACACC TGCCATACTT TAATGTCCGA AGCGTTAGAA ACTTGGCCTG TGGAAATGAT 1444680 
GGCGAAAATC TTACCGCGTC ATTTACAGAT GATTTTTGAA ATCAATGATC ATTTCTTAGA 1444 740 
ATATGTCCGC ACTTATGTGA CAACTGACAA CGATTTTATC CGCCGTGTTT CTCTTATCGA 14448 00 
AGAAGGCTAC CAACGCAAAG TGCGTATGGG CTGGTTGTCT GTTGTAGGTT CACACAAAAT 1444860 
CAACGGGGTT GCCGAAATCC ATTCCGATTT AATGGTAACA TCCACTTTCG CAGATTTTGC 1444 92 0 
TCGCATTTTC CCAGAACGCT TTACCAACGT AACAAACGGT ATTACGCCGC GTCGTTGGTT 1444 98 0 
AGCCGTGGCG AATCCACAAT TAGCCGCATT GTTTGATAAA TATATCGGCT CAGAATGGCG 1445040 
TTGCGATTTA AGCCAAATCG AAAAACTCAA ACCGTTCGCA CAAGnAAAAG CATTTAAAGA 1445100 
GGCTGTCGCT GATATTAAAT TTGCCAACAA AGTGAAATTG GCGGAATACG TGAAATCTGA 144 516 0 
ATTAGGTGTT GAACTTGATC CACATGCGTT ATTTGATGTT CAAGTCAAAC GTATTCACGA 1445220 
ATACAAACGC CAAATGTTGA ACGTATTACA TATTATCGCT CGCTACAATG AAATGCTTAC 14452 8 0 
CAACCCTGAA AAAGATTGGC AACCTCGCGT ATTTATTTTA GCAGGTAAAG CGGCTTCGGC 144534 0 
TTATTATGCT GCGAAACAAA CCATTCACTT AATCAATGAT GTAGnAAATG TAATCAACAA 14 45400 
CGATGAACGT TTGAAAGGTC GCTTGAAAGT AGTGTTTATC CCGAACTACA GTGTAAGCCT 144 54 60 
TGCACAGCTT ATCATCCCAG CAGCAGATAT TTCTGAGCAA ATATCCCTTG CAGGCACAGA 1445520 
GGCTTCTGGA ACTAGTAATA TGAAATTTGC CCTTAACGGT GCATTGACAC TTGGTACGCT 1445580 
TGATGGTGCA AACGTGGAGA TTTTGGAAAA CGTGGGAGAA GATAACATCT TTATTTTCGG 144 564 0 
TAACACAGTG GAACAAGTTG AACAACTTCG TCGAGAAGGG TATCGATCAT TTGAATACTA 144 5700 
TCAAAACGAT GCTCAATTAC GCACAGTCGT GGATCAAATT ATTGAGGGTA AATTCTCACC 14 4 5760 
AGAAGATCCT CAACGTTATC AT C AACT ATT ACAAGGCTTG CAATACCACG ATTATTATCA 144 5820 
AGCTTTTGCT GATTTCCGTA GTTATGTAGA AACCCAAAAA GCCGTAGATG AAAAATACAA 1445880 
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ACAACGCGAC CAATGGATTG AAAGCACTAT TCAAAATATC GTGAATATGG GCTTCTTCTC 144 5 94 0 
GTCTGACCGC ACAATTAAAG AGTATGCGGA GAGAATTTGG AAAGTTG AG C CTGTTCAATT 1446 000 
AGGTGATTAA TAATAAAATT AAAAGCACCA CAAGTTTTTT ACTTGCGGTG TTTTTTTATG 144 6 06 0 
GAAAGTGCGG TAAATTTTTG AGATGTTTTT TATGTGGGAT TTTTCGTGAT CCCTATCACA 144 612 0 
ATATCTTGTA AAACCACTTA AAAACGTTAC CTATTTTCAT TCAATTAATG ATACATTTGC 144618 0 
ATCCGTTTGA CTTTTTGTCA TTTTAACGAT GAATAGACGA AGGTTTGTTC ATTAATCTCA 144 6240 
TCAACCCAAT CATCAATCAG AGGGAAACAG TATGTTAATT GGTGTACCTA GAGAGCTGCT 14463 0 0 
TGAGAATGAG AGCCGTGTGG CGGCAACGCC GAAAACGGTT CAGCAAATAT TGAAATTGGG 14463 6 0 
CTTTGACGTG ATCGTGGAAC ACGATGCAGG TTTTAAAGCT AGTTTTGAAG ATCAAGCATT 144642 0 
TTTAGAAGCG GGCGCGAAGA TCGGTACGTC GGCTGAAATT TGGCAATCGG ATATTATCTT 14464 8 0 
CAAAGTAAAT GCACCGACAG ATGAAGAAAT TGCTCAAATG AAGGAAGGGG CAGCTCTCGT 144 6540 
GAGCTTTATT TGGCGCATGC AAAATCCTGA GTTAATGAAA AAACTCACCG CGAAGAAAAT 14466 00 
TAATGTGTTA GCAATGGATG CGGTGCCTCG TATTTCTCGT GCGCAAGCAT TGGATGCGCT 144666 0 
TTCTTcTATG GCGAATATTT CTGGTTATCG TGCTGTCATT GAAGCTGCGC ATGAATTCGG 1446 720 
TAGCTTCTTT ACTGGGCAAA TTACTGCAGC AGGTAAAGTT CCACCAGCAA AAGTGTTGGT 144678 0 
TATTGGTGCG GGTGTGGCTG GTTTGGCGGC AATTGGTGCA GCAAATAGCC TTGGGGCGAT 144 684 0 
TGTTCGTGCT TTTGACTCTC GTCCTGAAGT GAAAGAGCAA GTTCAGAGTA TGGGCGCGAG 144 6 900 
CTTCTTAGAA ATTGATTTCA AAGAAGAAGG TGGCAGTGGC GATGGTTATG CGAAAGTAAT 144 6 960 
GTCGGAAGAA TTTAACCGTC GTGCGATGGA GCTTTACGCA GAACAAGCTA AAGAAGTCGA 14 4 7020 
TATTATTATT ACTACGGCAG CCATTCCGGG TAAACCAGCT CCTCGTTTAA TCACCAAAGA 1447080 
AATGGTGGAT TCAATGAAAC CAGGTTCGGT GATTGTGGAT TTAGCGGCTG CAACT GGCGG 1447140 
TAACTGTGAA TATACGCAAG CAGGGAAAGT TGTTACAACT GAAAACCAAG TGAAAGTGAT 144 720 0 
TGGTTATACA GATTTCCCAA GCCGTTTACC AACGCAATCT TCTCAACTTT ATGGCACAAA 144 726 0 
CTTAGTCAAT TTATTAAAAC TTTTGTGCAA AGAGAAAGAT GGCAATATTA ATATTGATTT 144 7 32 0 
TGAAGATGTG GTTCTTCGTG GTGTAACCGT TGTTCGTGAT GGGGAAGAAA TTCCACCAGC 14 4 7 380 
ACAAATTCAA GTGTCTGCAC AACCAAAACA AGAAaCCAAA GCTGCACCAG TGGCAGAGAA 144 744 0 
AAaAGAATCT AAACCAACAG ATCCTCGTGT gAAATACGGT GTGATGGCTG GTGTTGgCGT 144 7 5 00 
GTTATtCCTT TGGTTAGCTT CTGTGGCGCC CGCTGCATTT TTATCACATT TCACCGTATT 14 4 7 560 
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TGTTTTAGCT TGTGTGGTGG GTTATTACGT GGTTTGGAAT GTTAGCCATG CACtTCACAC 144 762 0 
ACCATTAATG GCAGTAACAA ATGCAATTTC AGGCATTATT ATTGTAGGTG CATTATTACA 144 768 0 
AATTCGTCAG CCaACAGGCA ATCTATTTAT CGATGCGTTA GcTTTTGTGG CGATTTTGGT 144 7 74 0 
GGCAAGCATC AATATTTTTG GTGGTTTCCG TGTCACACaA CGTATGTTAG CAATGTTTAG 144 78 00 
AAAAGGTTAA GGAGCGCACA ATGTCTGAAG GTTTAGTACA GGCTGCGTAC ATTTTAGCAG 144 786 0 
CATTACTTTT CATTATGAGC TTGGCAGGAC TTTCTAAACA TGAAACTGCT AAAGCGGGTT 144 7920 
GTTGGTTCGG TATTGTTGGT ATGACAATTG CCCTTATTGC AACCATTTTT GGCCCTCATT 144 7980 
CTGAAGGAAC ATTTTGGATC ATTATTGCGA TGATCATTGG TGGAGCAATC GGTGTTCAAC 144 8 04 0 
G TG C ATT AAA AGTAGAAATG ACTGAAATGC CAGAaCTTGT GGCGATTCTT CACAGTTTTG 144 8100 
TTGGTTTAGC GGCTGTACTC GTTGGCTTTA ATAGCTATGG TTTACACCAC GAGGCGTTAA 1448160 
TGCCAGAAGG ATTAGATGCA GCAGCACAAG CCGCATTTGT AGCTGAACAA GCGGTATTAA 144 8220 
CGAATATTCA TAATGTCGAA GTCTTTTTAG GTATTTTTAT CGGTGCGGTA ACTTTCACTG 144 8280 
GTTCTGTTGT TGCATTTGGT AAATTAAGCG GAAAAATTAA TTCAAAAGCA TTAATGTTAC 144 8340 
CGCATCGCCA TAAATTAAAT TTAGCCGCAC TTGTGGTATC TGCATTATTG ATGGTTGCAT 14484 00 
TCTTGAATAA TCCAGAAAGC ATTTTCCCTG TGTTATTAAT GACAGCGATT GCGCTTGCAT 144 8460 
TTGGATGGCA CTTAGTGGCA TCAATCGGTG GGGCAGATAT GCCAGTTGTA GTATCAATGC 144 852 0 
TTAACTCATA TTCTGGTTGG GCAGCAGCTG CAGCAGGTTT TATATTGAAT AATGATTTGC 1448580 
TCATCGTTAC TGGTGCGCTT GTTGGTTCTT CTGGTGCAAT TCTTTCTTAC ATTATGTGTA 1448640 
AAGCGATGAA CCGTTCATTT GTGAGCGTCA TTGCTGGTGG TTTTGGTAAC GATGTTCAAG 14487 00 
TTTCTTCAAG CGAAGAACAA GGCGAACACC GTGAAACTAC AGCGGAAGAA GTGGCTGAAT 1448760 
TGTTGAAAAA TGCAAGTTCT GTGATTATCA CGCCGGGATA TGGTATGGCT GTTGCACAAG 144882 0 
CACAATATCC AGTCGCTGAT ATTACGGCAA AATTGCGTGA ACGTGGTGTG AACGTTCGTT 14488 80 
TTGGTATTCA CCCTGTTGCA GGACGTTTAC CGGGCCACAT GAACGTGCTT TTAGCTGAAG 1448940 
CGAAAGTACC TTACGATGTC GTACTTGAAA TGGATGAAAT CAATGATGAT TTCGCTGATA 1449000 
CCGATGTGGT ATTGGTTATA GGTGCGAACG ATACGGTAAA CCCAGCGGCG ATGGAAGATC 1449060 
CAAATAGCCC AATCG CGGG A ATGCCTGTGT TAGAAGTATG GAAAGCACAA AATGTGATTG 144 9120 
TGTTCAAACG TTCAATGGCA GTGGGTTACG CTGGCGTACA AAACCCATTA TTCTTCAAAG 144 9180 
AGAATACGCA AATGCTCTTT GGTGATGCAA AAGATCGCGT TGAAGATATC TTAAAAGCAT 14 4 924 0 
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TATAAAAAAC ACGCATAAAA ATAACCGCAC TTTGGGTTGC TTAAGTGCGG TATTTTTATT 14 4 9300 
TATAGCATTT AAATATTATC TTCATGATTT TCCAAAATTT CTGAACACAA GCCCAATCCA 144 9360 
GATTAAAAAT TCAATGAAAT GCCCGTTACT TTTATTGGTA AATGTCTTCT GTTTGGATAG 14 4 9420 
AC C ACATGAA TTTCTAATTT TTGTTGTTTA TATTCTGGCA ATATTTCAAT AAGCTCGCCT 14 4 9480 
TTTTCAAAGG CTCTACCTAA AATAAATTTT GGTAAATTAG CAATACCTAG TCCCGCTTTT 144 9540 
GCCATATTTA ATAAGGCAAA AC CGCTATT A CTTACTACTT TGGATTGGAT TTTGAAACGT 144 96 00 
TGGGTTTGAT TTATACGTGA ACCAACCCAA TTTACCTGAT TCATTGCATT TTTATAAAGT 144 9660 
AAGCCATTGT GATGTTCTAA ATCATCAGGC GTTTGTGGAA TACCATTCGT TTCAAGATAA 144 9720 
TTAGGCGACG CTGCAAAATG AACAGTAGTA GTTCCTATTT TACGTGAAAC CAACGAGCTA 144 978 0 
TCTTCCATAT AACCAATACG AAGAGCAAGA TCATAGCCTT CGGATAATAA ATCGATTTTC 144 984 0 
TTATCATTAA ATTCAACTTC AATATGCAAA TGAGGATGCT TAGCCATAAA AGTGGGTAAA 144 9900 
TTTGGTGCAA TAAAAAGTAA ACCAAAATCA CGAGGAACGG AAATCAGTAA ATTTCCTTGT 144 9960 
AATGAACTGG TAAGCTGAGT AATGCTGGAA TCTGCTTCAT CTAAATCAAG CAAAATGCCT 14 50020 
TGACAGCGTT GATAATACAT CATTCCAGCT TCGGTAGGCA TAATTTTTCT GGTGGTACGT 14 50080 
TGTAACAATC GTGTTTTTAA ATGTTCTTCT AATTGTGAAA CTAATTTGCT TGCCATCGCC 14 5014 0 
ACAGAAATAT TTTGTTGCTT TGCTGCCAAA GTAAAACTTT GGGTTTCAAT GACTTTGCAG 14 5 0200 
AAAATAGAAA TCGCGTTGAG TTTATCCATT TAT AG AC CTT TTTTGAAAAA ATGCTTGATT 1450260 
TTGCCAACAT AACTTTGCAC TATACCGCCA ATTTTACAAA ATTCTAGTAA TATTAGGTAA 14 503 20 
TCAAATGAGT AAATCCTTGG TGATTGTGGA GTCGCCAGCA AAAGCAAAAA CTATTAATAA 14 50380 
GTATTTAGGT AGCCAATATG TCGTGAAATC GAGCGTGGGA CATATTCGTG ATTTGCCGAC 14 50440 
GGTTGGTTCT AGTACAGGTG AAAAAGCTAA ACCAATTTCA ACCAAAGGTA TGGATGCCGA 145 0500 
AGAAAAAGCA AAAATTAAGG CAGAAAAGGA ACGTAACGCC TTAGTTAAAC GTATGGGGAT 14 5056 0 
TGATC CTT AT CACGATTGGA AAGCAAATTA TCAGATTTTG CCTGGTAAAG AAAAAGTGGT 14 50620 
TTC CGAGTTA AAGTCGCTTG CTAAAAAAGC AGATCACATT TATCTCGCAA CCGACTTGGA 14 506 80 
TAGAGAAGGG GAAGCGATTG CgTGGCATTT ACGTGAAGTG ATTGGTGGTA ACGATGATCG 14 5074 0 
TTTTAGTCGC GTGGTGTTTA ACGAAATCAC TAAAAATGCC ATTAAACAGG CTTTTGAAAA 14 508 00 
GCCTGAACAA TTAAATATGG wTCGTGTTAA TGCTCAACAA ACTCGTCGTT TTTTAGATAG 14 5 0860 
AGTGGTGGGC TTTATGGTGT CGCCATTACT TTGGAAAAAA GTAGCTCGCG GGCTTTCTGC 14 50 920 
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TGGTCGAGTT CAATCAGTTG CGGTTAAATT ATTAGTCGAA CGCGAGCGTG AAATTAAAGC 14 5098 0 
GTTCCAGCCT GAAGAATATT GGGAAGTTGC CGtCCTTACG AATAATCAAA ATAAACAAGC 145104 0 
TATACGTTTA GATGTTACGG ATTATAAAGG CAAGAAATTT GATCCAAAAA ATCAAAAAGA 1451100 
AG c ACAAAGT GCGGTAGATT TTCTGAATGT TTCAGATTAC GTTGTCACAG ATTTGGAAAC 14 5116 0 
TAAGCCAACA AGTTCTCGCC CTCGAGCACC ATTTATTACA TCAACACTTC AACAAACGGC 145122 0 
AAGTACTCGC TTGGGATTTG GCGTTAAGAA GACAATGATG TTAGCCCAAC GTTTATATGA 1451280 
AGCGGGTTAC ATTACTTATA TGCGTACGGA TTCAACCAAT TTGAGTCAAG ATGCGCTTAA 1451340 
TATGGCGCGT AGCTATATTG AAAATCATTT TGGTGCACAA TATTTACCAG AAAAACCAAA 1451400 
TTTCTATTCT AGTAAAGAAA ATGCGCAAGA GGCACATGAG GCTATTCGTC CATCAGATAT 1451460 
TCGAGCATTG CCTGAATCTT TAGAGGGAAT GGAAAAAGAT GCGGTACGCC TTTATGATTT 1451520 
AATTTGGTGT CAATTCTTAG CATGTCAAAT GCCACCTGCA CAATATGATA GTAGCACGCT 1451580 
GACCGTTACC GCTGGCGATT ATACCTTGAA AGCAAAGGGC AGAATTTTAC GTTTTGATGG 1451640 
TTGGACAAAA GTATTGCCAC AGATAGGCAA AAATCCTGAA GATCAAGAAT TGCCTTCAGT 1451700 
TACTGTGTCA GAAAAACTTG CTTTAAAAGA AGTGCAACCA ACTCAACATT TTACTAAACC 1451760 
ACCTGCTCGT TTTACTGAAG CGGCTTTAGT AAAAGAaTTG GAAAAACGTG GTATTGGCAG 1451820 
ACCTTCCACT TATGCGGCAA TTATTTCCAC CATTCAAGAA CGAGGTTATG TTCGTACTGA 1451880 
AAATCGTCGT TTCTATGCAG AAAAGATGGG CGAAATTGTG ACTGATCGCC TCAATGAGTC 1451940 
TTTTGGTGAA TTAATGAATT ACGATTTCAC CGCGAATATG GAAGATACCT TAGATAAAAT 1452000 
TGCCTCTGGT TCAGTAAATT GGAAAACTGA ATTGAATCAA TTCTTTAAGG ATTTTtCTAG 1452060 
CCAGCTTTCT AAAGCTGAAT TAGATGAACT TGAAGGTGGT ATGCGCCCGA ATAGCCTTGT 1452120 
GGAAACAGAT ATTAAATGC C CAACCTGTGG CAGAAATATG GCAATTCGTA CGGCGAGTAC 1452180 
GGGGGTGTTT TTAGGATGTA CAGGTTATGC ATTACCACCA AAAGAGCGGT GTAAAACGAC 1452240 
GATTAATTTA ATTCCTGAAG CGGAATTATT GAATGTTTTA GATGAATCTT CAGAAACCAA 1452300 
AGCATTAATG GATCGTAAAC GTTGTACAAA ATGTGGAACG GCAATGGACA GCTATGTAAT 14 52360 
CGATGCCCAT CGTAAAATCC ATATTTGCGG TAATAATCCA AATTGTGATG GATATTTAAT 14 5242 0 
TGAAGAAGGC TCATTCAAAA TTAAAGGTTA TGATGGCCCT GTTGTTGAGT GTGATAAATG 1452480 
CGGTGCGGAT ATGCATCTAA AACTTGGTCG TTTTGGCAAG TATATGGGAT GTACAAATTG 14 5254 0 
TGATAACACA CGCAAAATTT TGAAAAATGG CGAGGTCGCA CCACCGAAAG AAGAGCCAGT 14 52600 
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ACATTTCCCT GAGTTAAAAT GCGAAAAATC TGATGCATAT TTTGTATTAC GTGATGGTGC 14 5266 0 
GAGTGGTGTA TTTATGTCAG CCCATAACTT CCCTAAATCm CGCGAAACAC GCCCAGTTAA 14 52 72 0 
AATCGCTGAA CTAGTGCAAT ATCGCGAGCG TTTACCTGAA AAATTAGCTT ATTTAGCCGA 14 5278 0 
TGCTCCACAA AAAGACC CAG AAGAGAATGA AGCGATTGTn CGTTTTAGTC GTAAAGAGAA 14 52840 
GAAACAATAT GTGACTTCTG AAAAAGAGGG AAAAGCGACG AAATGGATTG TTGATTTCAC 14 52900 
CAATGGAAAA TGGGTTGAAC GAAAGAAATA AGAAAAAAAG TGCGGTAAAA TCACCGCACT 14 52 96 0 
TTTTGTTTGT AATAAATTTT ATTATGTTTT GTAGATTATC TGAGGATTAA AGGGCTGCTA 14 53 020 
CAATTTCATT AATTTTATTT TTTGCGGACG CTTGGGCTTT TTCAATCGCC TCTGGCCCGA 14 53 08 0 
ATCCAATGCC TTGTGCATAA ACAAATTGCA CGTCTGTGAT ACCGATAAAA CCTAAAATTG 14 5314 0 
ATTTCATATA TTGTGTCACT AGATTTTCTT CATCATACAA TCCACCAAAT GCACATAACA 14 532 0 0 
AAATGGCTTT TTTGCCTTTT AATAAACCCT CAGAGCCGTT TGCTGTATAT TGGAAAGTAA 14 53 26 0 
CGCGCGGACG TGCGATAAAA TCAAAATAGC TTTTTAATTG TGTTGGAACG TTTAAATTAT 14 5 3320 
ACATCGGCGC ACCAATTATC AATGTTTGTG CGTTTTTTAA TTCTTCGATT AGTTTATCAG 14533 8 0 
ACAACGCCAG AAGTTGTTTT TCTTCCGTTG TTTTTGGTTC TCCACGCACA GCAATTGCAG 14 5344 0 
CTGCGGTATC AAAATATGGA AGAGGTTGTT GGGATAAATC GCGTACTACA ATGTTATTAC 14 5 35 00 
CTTGTAATTT TTCGATAACA TAATCAGCTA ATTGATTAGT TTGCGAGTTA TTTCCTGAAA 14 53560 
TGCTAGATTT TAATACTAAT ACGTTGCTCA TTTTTATTCC TTAACTGGGT ATTTAAAAGT 14 53620 
GCGGTTATTC TAGCCTTTAT TTTTAAGAGA TAAAGCCTTT AGTCAGAAAA ACATTATTTC 1453680 
CTTTTTGTAA AATATGGGCA TTTATTTAAC AATACTTCAA GAAAGTGATA GAATTCGCCA 14 5 3 740 
CGCATTTTTT GCCTAATTTC GCTCGTTCAA TGGTAGGAAT GAAGCCAAGT AGGGCAAAAG 14 53 800 
TGCGGTTAAT TTTTATAGAA TTTTAAATGA ACACGTCACC TTTCGTATGG GTGACCACTG 14 5 3 860 
TATAAGGAAA AAACAATGCC AATTATTACT TTACCTGACG GTTCCCAACG TCAATTCGAT 14 53 920 
CGTCCTGTTT CTGTTCTCGA AGTCGCACAA GATATTGGTG CGGGTCTTGC TAAAGCCACT 14 5 3 980 
ATCGCAGGCC GTGTAAACGG AGAACGTCGC GATGCGTGCT ATGTTATCGA GCAAGATGCA 14 54 040 
ACGTTAGAAA TTATTACTGC AAAAGATGAA GACGGTTTAG AGATTATCCG CCATTCTTGC 14 54100 
GCTCACTTGC TCGGACACGC TATTAAACAA TTATTCCCAG ATGTAAAAAT GGCAATTGGT 14 5416 0 
CCAACTATTG AAAACGGCTT CTATTATGAT GTAGATTTAG ATCGCTCTTT AACCCAAGAA 14 54 22 0 
GATATTGATG CAATCGAAAA ACGTATGTtG GAATTGGCAA AAACAAATTA TGACGTCGTG 14 54280 
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AAAAAACGTG TTACTTGGCA AGAAGCGCGT GAT AC CTTTG AAAAACGCGG CGAGCCATAC 1454340 
AAAATGGCAA TTTTAGATGA AAACATTGAA CGTACTGCAA CGCCTGCGTT ATATCATCAC 14 544 00 
TTAGAATATA TTGATATGTG CCGTGGACCA CACGTGCCAA ATATG CGTTT CTGTCAGCAT 14 54460 
TTCAAATTAC AAAAAGTTGC TGGTGCGTAC TGGCGTGGCG ACAGTAAAAA CAAAATGTTA 1454520 
CAACGTATCT ATGGTACAGC TTGGGCGGAT AAAAAACAAC TTGCTGAATA TTTAACACGC 14545B0 
TTAGAAGAAG CGGCAAAACG TGACCACCGT AAAATTGGTA AAGCATTAGA TTTATATCAT 1454640 
ATGCAAGAAG AAGCACCAGG TATGGTGTTC TGGCACAATG ATGGCTGGAC AATTTTCCGT 1454700 
GAGC TTGAAA CGTTCGTGCG TACTAAATTA AAACAATACG ATTATCAAGA AGTGAAAGGC 1454760 
CCATTTATGA TGGATCGCGT ATTGTGGGAA AAAACAGGTC ACTGGCAAAA TTACGCAGAT 1454820 
TTAATGTTTA CCACTCAATC TGAAAACCGT GAATACGCAA TTAAACCGAT GAACTGCCCA 1454880 
GGCCACGTTC AAATTTTTAA TCAAGGTTTA AAATCTTACC GTGACTTACC AATCCGTATG 14 54940 
GCGGAATTTG GTTCTTGCCA TCGTAATGAA CCATCAGGTT CTTTACACGG TTTAATGCGT 1455000 
GTTCGTGGCT TTACTCAAGA TGATGCTCAC ATTTTCTGTA CTGAAGATCA AATTGAGAGC 1455060 
GAAGTAACTA GCTGTATCAA AATGGTGTAC GACATTTATA GCACCTTTGG TTTCACTAAT 14 5512 0 
ATCGCAGTAA AACTTTCTAC TCGCCCTGAA AATCGTATCG GTTCAGATGA AATGTGGGAT 1455180 
CGTGCGGAAG CAGGTCTTGC TGCAGCCTTA GCACACAACG GTCTTGAATA TGAAATTCAA 1455240 
GAAGGTGAAG GTGCATTCTA TGGTCCAAAA ATTGAGTTTG CACTACGAGA TTGTTTAGGT 1455300 
CGTGAATGGC AATGTGGTAC CGTGCAATTA GACTTCGCAT TACCAGGTCG TTTAGATGCA 1455360 
ACTTATGTAG CAGAAGATAA TAGCCGTAAA ACCCCTGTTA TGATTCAC CG TGCGATTTTA 1455420 
GGTTCTATTG AGCGTTTCAT TGGTATTATT ACTGAAGAAT ATGCAGGTTT CTTCCCTGCA 1455480 
TGGTTAGCAC CAACCCAAGC AGTTGTAATG AATATCACTG ATAGCCAAGC AGACTATGTA 1455540 
CAGAAAGTCG CAAAACAGCT TTCTGATGTA GGTTTACGCG TGAAAACTGA TTTACGTAAC 1455600 
GAAAAAGTGG G CTTCAAAAT TCGTGAACAT ACTTTACGCC GTGTGCCTTA TATGCTCGTT 1455660 
TGTGGCGATA AAGAAATCGC AGAAGGCAAA GTGGCTGTAC GTACCCGTAA AGGTGCTGAT 1455720 
TTAGGCACAT TTACTGTGGA AGAATTTGCG GAAATCTTAA AAAATCAAGT AAGAAGCCGT 1455780 
GAATTAAAGT TATTGAATGA AGAATAATAC TTCTAGAAAA TAACCAATAT AATTTACTGT 145 5840 
TTAAATAGTG AGtTCAAACG GTGATCGTTT AAGCGATCAC CGccCTTTTT ATCTATTTCA 1455900 
TATCTATTGA GATTTAATTT ATTTTCTAAT AAGAAGCTGC TTTTAATATG CTGACAAATC 1455960 
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TGCCTGATTT TTTTAGAGCT TTTTGCGCCA ACGCATCTAT TGTGGCTTTT GTCGCTAACT 14 56 02 0 
GATCTAAATG TTGATAGGTA TAAATGGCAT CTGGATTATC TTGTTGCCAG TAACTTTCTT 14 56 08 0 
CAATAATTGA AGCAATTGAA ACTAAAGAAT CAAATTCACG TCGAATCTGA GTATGTTGTT 14 5614 0 
CCGCTAGTTT TTTACGTAAT AAGTTTTCAT CAATGCCATT TTTTATAATG TCATCTAGTA 14 562 00 
CCTGATTTGT AAGATACGTA AGTTCCTCCA CGCGCTTAGG GTCGCAACTA AATTCAATTT 14 5626 0 
TCCCCTCAAT TTGTGGTGCA TAAACATCTT GCATAAACCA ACTATTTACA GAATAAATAC 14 56320 
CAGAAACTTT TTCACGTAGA ATTAAGCGTA ATTTTTCTTG CACAATATCC GCAAGAATAT 14 563 8 0 
TGAATAAATA TTTTTGTTCT GTTCGCCAAG TATTATCTGC GGTAAGGTAT ATTTCTACAT 14 56440 
CAGCTCTCGG TTCTTTCAAA CCATTCATAA TAAATGATTG AGTTGGTGTA TGAATAATAG 14 56 500 
TCGGGACAAA ATGGCGGATC TGAGTTTTTG ATTCAATAGA AGCTAAATAA CGTTCTGCCA 14 56560 
ATTTCTTTAC TTGATTAAGT TCAATATCGC CAATAATaAA ATAGGTAAAA TCTGTTTTAT 14 5662 0 
CTAAAATATA ATGTTGATAA GCGTTATTTA ATTGGTTTTT ATCAAATGAT AATTGTTGTG 145668 0 
CTTGTTTTTG AGTATAGACG GTTTCAATAT TTGGAAAACG TAGtTTTGAA ACGGCTTGCA 14 5674 0 
TAAATTGTGT TTCTAAATCA ATCTGTTTGA AATAATCACG GGTTTCACGT CGATATTTTT 145680 0 
CTAAGGCAAG ATCGGATATA GGAGAAGAAC GTAATTTTAA GCGGAACAAT GTCAGTAAAT 1456 860 
TTTCCAAATC CTTAGGTTTA GATACACCAG TAAAACCTTG TTTATCATCA TCAATCACAG 14 56920 
TTGCAATCAC CAATGGATCG CGCGAAAAAA TTTGATTAAC CGCAGAAAGA GAAAGTTCTC 14 56 980 
CAACACCTGT TTCATCAACT ACACTAACGG CAGCACGTAA TAAGTGATAG TCCTTATTTG 14 57040 
GGATAGAACG TAAACCACCT TGAGTAACAG CACGAAAATG TACTTGATTT GGAGTTTTGT 14 57100 
CACTATAGTG GTAGATCAAT TTACTTCCAT TACTTAAACg AAATTCATAA ATATCGCCGC 14 57160 
GATCCCAGTA TTTTTCTTGA GAAAGTGAGC CTGTGTTAAA TGTTAAGTGC GGTAATTTTt 14572 20 
CGATTTGTTT TTTTTCATCC CATTGGTGTT GTTGCATTTC CATTACATTG TTCCAACGAG 1457280 
TTTCTATTTC TGCAACATCA AAAGGCAAGG CTTTTTGTGG CAAAGGTTGA GTGATTAATA 14 5 7 340 
ATAATTTTnC TTTTAATGCT AAGGTTTGAT TTAACGTGCG TnGTAAATCA GCTAATGTAA 14 57400 
TTTGAGATAA AAAACGTTTA TTGAGTTCAT AACGATCATT TACGCTCAAT ACCACTTGCT 1457460 
TATTTGCCAC AGAAGTAATG AGATCATCGG CAATTTTTAA ACTACCAGAA CGAATATTTA 14 5752 0 
ATTGTTTTTC ATTGAGTTGA GTTAAGCGTT TAATCTCACC GCTTAATTCA TTTTGAGTAA 14 57580 
AACCTTGTTG TTTTATACTG GCAATAAAGG CAAATAATTT ATCTATCGTT TTTGAATATT 1457640 
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GTGTATCTAT AAGCTGGAGA GAAAAAATGC TTTGTAGTGT TTCTTTACCT AAaTGAGTGC 145770 0 
GATAAAAATT TGCAGAATCT ACGCCATTTt CTGTTTCCTT TTCCCATTGC TGTAAACGTA 14 57760 
AGTnAAGCAA TCGAGTGGTA ATTTGCTGAA TTAATTCCTG TTTATAACTC GCTAATGTAT 14 5 7e2 0 
TGGTTTCAAT TGTATTTtCA AAAAAACTTA ATTCAATACT CGGAATTGTT GTGCCTTGTT 14 57B80 
CAGAAATAGA ATCTAATCGC CATTTGTTGA TAAGAGGAAT ATTAAAATCA ATTTTTTCCA 14 5 7940 
ATGTTGTTTT AGTAATTGGG TTTTCTTGAG ATAGATTTTG TTTTAATAGT TTTACTACTT 14 58 000 
GTTTTGTATC AATATCGCCT ACAATAATTA CTGACATATT ATCTGGTCGA TACCATTTGT 14 58060 
GGTAAAAATC AGCGACGCGT TTAGCTGAAA TTGTTTTAAT AATATCCATA TCTCCAATAG 14 5812 0 
GATCACGCAA CACATAACGA GAACCCGCCA TTTCAATAGC ACTTTTCTTA TTGCCAATAC 14 5818 0 
GTAGCATTGG GCTTAAACGT CTCCGCCATT CTTCTTGTAC TACGCCACGT TCGCCATCCA 14 58240 
CATCTTTAGG CAAAAAAGTA ATATTATTCA TCCATTCATT GATGACATCA AAAGCCAATT 14583 00 
CTAATTTTTG CTGATTGTTG CTATCTAAAT TTAAAGTATA GACTGTATTT TCAAAATCGG 14 58 360 
TGAAAGCATT AATATCTCGT GCAAACTTCA TTCCAAGTTT TTCTAACGCA TTAATAATTT 14 58420 
GATTTTCTGG ATATTTCTTT GAGCCATTAA ATGCCATATG TTCAACTAAA TGAGCAATGC 14 58480 
CTTTTTGATC GTCATCTTCG TGCATAGATC CAGCATTGAT CACTAATCGA ATATAAACGC 1458 540 
GTTCTTTGGG TTCAGTATTT TTTAATACAA AATATTGCAG ACCATTTGAT AGTTTACCGT 14 586 00 
GCTGAATATT TGGATCAAAA GGTAAATTAT TATTGGGCGA TAGTTCCAAT GATTGACAAG 1458660 
CAATTAGTGA AAAGATAAGT AAAAAAAGTG CGGTTGTTTT TTTCATTATT TTAC CTAGAA 14 58 720 
AAAAGAAAAC TCTACGCTAA GTAAAAATAA GCGTAGAGTA GGGCTAGTGG ATGTTTCAAA 14 5878 0 
AGCCCACAAG CCCTATACAT TGAAGAATAT TAGAATTGAT AGCCAACTTC TAGCCAAAAT 1458 840 
TCACGCCCAG GCGTATAAAC ACCGTATTCA TCGCTAGTGG AAATAGTAGT GACTTTATTT 1458900 
TTACGTGTTT TATTGAGCAC ATTTAAAATA TCTACTTGCA TATAAACGCT ATGTTTACCG 14 58960 
CGAATGGTGG GTTGCCAACG GATACTACTG TCCCATTGTG TATGTCTGCC ATAGTGATAG 145902 0 
CTACGGAAGC GTGAAATGCC ATCACCGTTA TCGCCATCAA GTTCCTCATA GCTACGAATT 1459080 
GGGGCTTTCA TATACACTTT ATTAGACCAA GTGATATTGT AATCTGGTAT CGTCATATCA 14 5914 0 
ATACCTAAAC GAGCAATCCA ATCTTCTGTA CTGCTATTAA CTTGTTGTAG CATTTGACTA 14 59200 
CGAGTCATTA ATTTTCCATC TAAATAGACG GGTTCATTTG GATTAAATTC ATTACTTACA 14 59260 
TCGGCTCGTT TTGTATTTAA CCAATCAAAA CCAAGTGACG TAGTCCAATA AGTTTTACCT 14 59320 
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AGTTTCCAAG GTTCAATATT ATTAAGTTGG AAAGTATAAA TATCAACACC AAACGGATGT 14 59380 
CCATTGATAT AACTAGTTTT TCTTTCACCC TGTATAGGCT CTCGTTTCAA TATGATACGA 14 5 944 0 
TTCTTATTAT CACGATGAAT ATAACCAAGT TTTAGTGCGA AATTACCCAT ATTTTGATCA 14 59500 
AAACTTAAAC TTAATTCATC TGCATAAGGG CTTTTTAGGG ATGAAAAATT TTGATGCTGA 14 5 9560 
CGTGTTGAAT CATTATTGAG CTTTAAAATA CCATTCGCTA ATTTTAACGA AGCAAAAGAA 14 59620 
CGACCGTAAT AACGATTTAA ACCTAGTGTA AATCCTGTAT TATCCCAAGG GTGATAACGT 14 59680 
GCAACAAAAC GCGGAGCAAT ATTATTGTTT TTTAAATAAT CATCACGTTC AATACGAATG 14 5974 0 
CCAGGACGCA ATTCAAATTT ATTCCATTTT ATTAAATCTT CAGCATAAAT AGCGATATTT 14 598 00 
TGATAACTGG TTTTAACACG ACCTTTTGAT GTTGTATTTT CTGTAGAAGT TGGAGGTTCT 14 5 9860 
TCCATACTTC CATCACTTTT TAAAGTAGAT AATATTATTT TTGAATGAAC ATCTTGTGGA 14 59920 
CGATAGAATT GATATTTAGT TGCCTGATAA ATTCCACCAA CAGAAATAGA ATGCTCCGTA 14 5 9980 
GAAGCTAAAT AAAAAGGATC CATTACATAT TCAGTTGAAA AATGCAAATT ATCCTGAATT 146 0040 
AATTGACTAT TGCCATACCC GCCTTTTTCG AAATTATAAA GTGGCTCATA ATATTCATCT 14 6 010 0 
AACACCGATG TTATTTCAAC ACTATTCGAG GATGATTTAC GCTTATCCTG AAAACGATCG 146016 0 
TATGCTAAGG TATTTGTCCA GACGCCAGAG TTGAATGAAT GTACCCAAGC AAGCGTTGCT 14 6 0220 
CCTAATGCTT GATGATAATC GCTTACGTTG TTATTTATAT TTnCCTTGAA ATATTTCAAT 146 0280 
TCCTTATAAT TTGAATAACG TAAACCAAAT TCAATTCGTT CTTTTTCTTG CGGTGTCCAA 14 60340 
TTGAAATTTA ATAAAAGATT ATCGGAAAGC CGTTGATGAT TTTGTTTGTC TAACTGTGCT 146 0400 
TTATTATTGG CATCTTTATC AAAGCCAATT AAACGATTTT GTTCAATAGA TGATGTTCTA 146 04 6 0 
CGGCTATAGC CAAAAACCAT TCCTAAATTA TCATTTAGCC TTTTTTCAGC CAAAATATTG 146 052 0 
AATGTTTGTT TATTGTATTT AGGTTGTAAC TCTGCCACTC CGACATCATC TGGACGTACC 146 058 0 
AACTTCAGTA TTTTTTGTAC TGAGTCTCCA GCTTCCATTT TTGCCCAAGA GGAATTTGTC 146 064 0 
GTGCGATATT TAAGTTTTAT GCTATCAGTG CCACTATATT GTTTCGTTTT AGCGATAACT 14 6 0700 
GCCCCTCCCA TAAATCCCCC TAAGCTAGCA GAAATATTAC TATCTTGTAC TTCCACTTTA 14 6 076 0 
GAAAGCATAG TCGCATCAAA AAAATAAGCT TGAGTGTGAC TAATTCCTGG CACAACTTGC 14 6 0820 
ATAGCACCGT CAAAAATACT GCTATCAATA GCAAGATCAT TATTTATATT GACATTATCA 1460880 
ACAAAGTAGG CGCTTTGATT TGGATCGGCG CCGTTAATTG AAATATTTTC AGGCTTGATT 146 0 94 0 
TCACCACGTT GAAAACCATT TTGGTCGCTA TTTTCATAAC GAATATGGGG ATTGGAACGA 1461000 
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AGATAATCAG TGATGTTACC GTTTGATGTT GGTGTTTTAC TTATCTCATC AGAAGAAAGA 1461060 
GTTTTAACAG AAGAAAGCGA TTTATTATTG TCACCATACA CAACAATTTC GGGCAATATA 1461120 
TTTTTATTGG TTGTTTCAAT AGTTTTCCCC ATAACAAATG GACTGACAAA TGTTGAGCAG 1461180 
AATAACAACA TTAATGGCTT TTTTTGATAC ATAGTAT AG T TCCCTAAAAT AAAAATACAA 1461240 
ATAAGAATGA TTATCATTAT ATTTTTAAGA TTTATGAATG CAAGGGGAAT TCGACTTAAA 14613 00 
ATAGGTATCA AATAAATAAA AAACCGCACT TTAAAAGTGC GGTTATATTC AATTCTGTTT 146136 0 
GTATGGAAGA AATTATTCTA CGCCAACCAT TACAGAAGTT GCTTTGATGA TTGCGTATGC 146142 0 
TTCTTTACCA ACTTCTAAGT TTAATTCTTT AACTGCTGCT AAAGACACAG TAGAAGAAAG 14614 80 
TACGTTACCG CCACCGATAT CGATGTGAAC GATTGCATTT ACTGAACCGT TTTCGATTGA 1461540 
AACAACTTTA CCCTTTAATT GGTTTCTAGC ACTAATTTTC ATAACATTTC CTTGTTAGTT 14616 00 
AGGGTTTAAA AGAG CCTGT A TTTTATCTTA CAAAAAACAA GTCGTAAATA AACCCAGAGT 1461660 
TTAAAACTTT CAGAAAATTG ACCGCACTTT TATAGGCATT TTGCAGGTTT CGGCAAGCCT 1461720 
GCTAATTTTG TGGCTTGTTT TGCTGGGCCT TCAGGAAATA AGTGTTGCAA ATAACGGCTA 1461780 
TTACCTTTAT CCGCACCAAG CTTTTCAGCC ATGGCTTTTA CCAACATACG GATGGCTGGG 1461840 
GAGGTGTTAT ATTCTTGATA AAAGTCTCGC ACAAAGTAAA TCACTTCCCA ATGGGCATCT 1461900 
GTTAATTCAA TACTTTCTAA CTGTGCAATA GCACGAGCGG CATCTTCGTT CCATTGTTGG 1461960 
CTATGGAGCA AATAACCGTC TTTGTCAGTT TCAACTTCAA TTCCATTGAT ATTCAACATA 1462 02 0 
TTAATTTACT TCTTTAAAGT TAATCATTTC CTTGTTTGAA AAATCAGTTT GATCTTCGTC 1462080 
CTCAAATTGC ATTGGCGTGA TTCGTTCTTC ATCAAATGCG GTATCGCCTT CAATGCCATC 146214 0 
AATTAGTTGC CCATGTTTGA TGCCTTTGAA ATCAAATAAT TTCGGATCAC ACATATGTGA 1462200 
CAATGTAATG TTTTGCATTG CGCTAAACAT AGTTTCTAAG CGTCCAGGAT ATTGACGATC 1462260 
C CAAGT ATT A AGCATTTCTT TTACGACTTG GCGTTGAAGA TTTGGTTGTG AGCCACATAG 1462320 
GTTACAAGGA ATAATCGGAA ATTCCTTCGC GATGGCATAT TTCTCAATAT CTTTTTCTTT 1462380 
GCAATAAGCA AGCGGACGAA TCACAATTTG TTTGCCATCA TCAGAAATCA ATTTAGGTGG 146244 0 
CATGGATTTT ATTTTGCCGC CATAAAACAT ATTTAAAAAT AGTGTCGCTA ACATATCGTC 1462500 
TCGGTGGTGC CCTAAAGCGA TTTTGGTTGC ACCAAGTTCT GTGGCGGTAC GATATAAAAT 1462560 
TCCACGGCGT AGGCGAGAGC AGAGTGAACA AGTAGTTTTT CCTTCTGGAA TTTTTTCTTT 146262 0 
CACAATTCCG TAAGTATTTT CTTGTACGAT TTTGTAATCG ACGCCAATGC TTTCTAAATA 146268 0 
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TTCAGGTAAT ACGTGTTCTG GAAACCCTGG TTGTTTTTGA TCGAGGTTTA CTGCCACGAT 14 62 740 
ATCAAATTTA ATCGGTGCAC TTTGCTGTAA ATTCAACAAA ATATCGAGAA GCGTATAACT 1462 8 00 
GTCTTTGCCT CCGGATAAAC ACACCATGAC TTTATCGCCA TCTTCGATCA T AC C AAAATC 146 2 86 0 
TGCAATGGCG TTGCCTACAT TACGGCGAAG ACGTTTTTGT AATTTATTGA AATTATAGGT 14 62 920 
TTGTTTTTTT TCTTGTTGGG CTAACTGGGT TAATTCGCTC ATTCTGTTAT CTTTAGTTAT 14 62 980 
TCATGAAAGG CGCACATTAT ACGTGAAAAA TAGGAAAAGT GCGGTCAATT CAAAAGAAGA 14 6 3 040 
TTTTTAAGAT CCGCAAAAAA TCCTGTATAA TCTTTCCAAT TTTTTGTTCA ATTTTAACGC 146 3100 
TTTGCAATTC AATGATTGAA ACATCCCAAA CTATTCCTGA ACTCGTCTCt TGGGCAAAAG 14 6 316 0 
ATCGCGAGTT TTCTTTGAAT TTACCTACCG AGCGCTTGGT TTTCCTGCTG GCGATTGCAA 146322 0 
TTTATAACAA CGAACGTTTA GACGGCGAAA TGTTAGAAGC TGATCTTGTG GATATTTTCC 14 63280 
GCCACACGAT GAATGCTTTT GAGCAATCCA CGGATGCCAT TGCAACACGA GCGAATAATG 146 J 34 0 
CAATTAATGA ATTAGTGAAA CAACGTTTGT TAAATCGTTT TAGTAGCGAA TTTACTGAGG 1463400 
GTTTGGCGAT TTATCGTTTA ACGCCATTAG GTGTTGGCGT GTCTGATTAT TACATTCGTC 146346 0 
AGCGTGAATT TTCCGCATTG CGTCTTTCTG TACAGCTTTC CATTGTGGCA GATGAAATTC 1463520 
AACGTGCTTC TGATTCAGCA GAAGAGGGCG TGGAGAATAA CGAAAACGAA CATTATTGGC 1463580 
GTCGTAATGT GTTTGCGCCA TTAAAATATT CCGTGGCAGA AATTTTTGAT AGCATCGATC 1463640 
TTTCACAACG TATCATGGAT GAAAACCAGC AAAGCATTAA AGATGAAATT GCAGAGCTTC 14 63 700 
TTACTAAAGA TTGGCAAGCG GCAATTTCAA GCTGTGAACG TTTATTAGAT GAAACATCTG 1463760 
GGAATTTGCG CGAATTGCAA GATACATTAA ACGCCGCAGG CGaTAAATTG CAAGCACAAT 14 63 82 0 
TATTACGTAT TCAAGATTGT GTGATTGGGC GTGATGACTT GTACTTTATC GATCAATTAA 146 3 8 80 
TTACAGATTT ACAATCTAAA CTTGAC CGAA TTATTAGCTG GGgACAACAA GCCATAGACT 1463 940 
TATGGATTGG TTATGACCGC CATGTGCATA AATTTATCCG aACAGCCATT GATATGGATA 1464 000 
AAAATCGCGT GTTTTCACAA CGTTTACGTA ATTCTATTCA TCATTATTTT GATCATCCTT 1464 06 0 
GGTTCTTATG GACAGCGCAA GCTGAGCGTT TAGTCGATCT GCGCGATGAA GAAATGGTGT 146412 0 
TGCGTGAAGA TGATGCTTTA GGTGAATTAC CAGAAGAaTT GCAATACGAA TCCCTTTCTG 14 6 418 0 
ATTTACACGA TCAAATTGTA GAGCATATGC AAGGCTTACT GATTGCTTAT CGTGAAAATA 146424 0 
ACCGTCCGAT TGATTTGAGT TTAGTGTTAA AAGAACAACT GGAAAATTAT CCACTTTCTC 14 64 3 00 
GTCATTTTGA TGTGGCTCGA ATCATTGTTG ATCAAGCAGT ACGCCTTGGT ATGGCGAATG 1464360 
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ATGATTTATC CGGTATTTAT CCAGATTGGC AAGCAATTAA TAAACGTGGC GCAGAAGTGC 14 6442 0 
AAGCGCATGT GATTGATAAG TATTGATTTC GTGGCTTATT AAAAAACGAA TTTATAAAAT 14 6448 0 
GAGAAATTAA C CATG AC AG A TATTCAAGAT GTAATTnCCC CAAAACTCGC TGTGGCGATT 146454 0 
GCAAATCCAA TATTTCCAGC GGTGGATAGT TTATTGCGCT CGGGTCGCCA TATCAGCACG 14 646 00 
GAACATTTAG ATAATCACGC ATTTTTAATG GATTTCCAAA ATGAATTGGA CGGTTTTTAT 1464660 
CGTCGCTATA ACGTGGAACT AATTCGTGCG CCAGAAGGAT TCTTCTATCT TCGCCCGAAA 14 64 720 
GCAACGACAT TAATTGCGCG TTCAGTACTT TCTGAGTTGG AAATGCTTGT TGGTAAAGTG 14 64780 
CTTTGTTATC TTTATTTAAG CCCAGAACGT TTAGCCCAAC AGGGCATTTT TAGTACGCAA 14 64 840 
GAAGTGTATG ATGAATTATT AAATCTTGCC GATGAAGGAA AATTATTAAA AGCAGTTAAT 1464 900 
CAGCGTTCAA GTGGTTCTGA CTTAGATAAA CAAAAATTGG CAGAAAAAGT GCGGGCTGCA 1464 960 
ATTGGTCGTT TACGTCGTCT AGGTATGATT CAAACTGTTG GTGAACAAAA TAGTGGGAAA 146 5020 
TTTACGATTT CTGAATCTGT ATTTCGTTTT GGTGCGGAAG TACGTAGCGG AGATGATCCA 146 5080 
TTAGAGTCCC AAGCTAGACT CATTCGTGAT GGGGAAGCCG CAACACCTGA TTCCTTAGCG 1465140 
TTGGAAAAAC AAGCGCAATT AATGGAAAAC GATACGAAAA GTGCGGATGA AATTGACGAA 146 5200 
GAATTTGACG GAGAACAAGA ATAATGTCTG ATGTTTTTGA ATTAGAAAAT GAAATCGAAT 14 6 5260 
TAGAGAGCGA TGAAGTCATT CTGGAAAATG AAAACGTCGA AGAAATCGTT GATGCACCTA 1465320 
TACCTTTTAG CATGACGACA AATAATGGTA TAGAGCGTGG TAAATTTCGT TCTTTAACCT 146 53 80 
TAATTAACTG GAATGGTTTT TTTGCCCGTa CTTTTGATTT AGACGAGTTA GTTACCACGC 146 5440 
TTTCTGGTGG TAACGGTGCG GGGAAATCAA CCACAATGGC TGGATTTGTG ACCGCATTAA 1465500 
TTCCCGATTT AACCCTTTTA CATTTCCGTA ATACAACAGA GGCTGGTTCT ACAGGCGGTT 1465560 
CTCGCGATAA AGGTTTACAT GGTAAATTGC GTCCAGGTGT TTGTTACGCA GTATTAGATA 1465620 
CCATTAATTC ACGTCATCAA CGTATTCTTG TTGGTGTGCG TCTGCAACAA ATTGCAGGTC 1465680 
GTGATAAAAA GGTTGATTTA AAAACGTTCT CAATTCAAGG TGTTGAATTA TCTCAAAATC 1465740 
CAACCGCACT TTTCACTGAA ACAGTGGGCG AACATCAAGC ACGCGTCCTT AATTTAAACG 1465800 
AACTCAAAGA TAAAATTGAA AATATCGGTG CGCAATTTAA ACAATATCAT TCCATTACCG 1465860 
ATTATCACGG CATGATGTTC GATCTCGGTA TTATTCCGAA ACGTTTACGT TCAGCATCAG 1465 920 
ACCGAAGCAA ATTCTATAAA CTTATCGAAG CGTCTTTATA CGGTGGTATT TCCAGTGCAA 14 6 5980 
TCACACGTTC TTTACGTGAC TATTTATTGC CAGAAAATTT AGGTGTACGT AAAGCTTTCC 1466040 
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AAGATATGGA AAGTGCATTG CGTGAGAACC GTATGACTTT AGAAGCGATT AAGGTCACGC 14 66100 
AATCAGATCG TGATTTATTC AAACATTTAA TTACTGAAAC CACCAACTAT GTTGCTTCGG 14 6616 0 
ATTATATGCG TAATGCGAAT GAACGCCGTG GCAATATTGA GGCTGCATTA GAATCTCGTC 14 662 2 0 
GTGAGTGGTA TAAAGCAAAA GCAGAGCAGA ATTTATCTCA ACATCGTTTA GTTGATTTAA 14662 8 0 
GTCGAGAAGT GGCTGAATTG GCAGAAAGTG AACGTACTTT AGAAGTTGAT CACCAAAGTG 146634 0 
CGGTTGATCA TCTTAATTTA GTGTTAAATG CTTTACGTCA TCAAGAAAAA ATCACGCGCT 14 66400 
ATCAAGAAGA TATTGCAGAA CTTACCGAGC GTTTAGAAGA ACAAAAAATG GTGGTTGAAG 14 6646 0 
ATGCGAATGA TGCGTTAGAA GAAAGCCAAG CCCAATTTGA GCAAACTGAA ATTGAAATTG 1466520 
ACGCTGTACG ATCCCAATTA GCTGACTATC AACAAGCATT AGATGCCCAA CAAACTCGCG 14 6 6580 
CACTTCAATA TCAACAAGCC ATTGCAGCCC TTGAAAAAGC GAAAACATTA TGCGGTTTAG 146664 0 
CGGATTTAAG TGTTAAAAAT GTAGAAGATT ATCACGCAGA ATTTGATGCG CATGCAGAAA 146 6700 
GTTTGACTGA AACCGTACTT GAGCTTGAGC ACAAAATGTC TATTTCTGAA GCAGCGAAAT 1466 760 
CTCAGTTCGA TAAAGCGTAC CAATTGGTAT GCAAAATTGC GGGTGAAATG CCTCGTTCTA 1466820 
CGGCGTGGGA AAGTG CTAAA GAATTATTAC GTGAATATCC AAGCCAAAAA TTGCAGGCAC 1466880 
AACAAACGCC ACAACTTCGC ACAAAATTAC ATGAACTTGA GCAACGTTAT GCACAACAAC 14 66 940 
AAAGTGCGGT CAAATTACTT AATGATTTTA ATCAACGTGC TAATTTAAGT TTACAAACGG 146 7000 
CAGAAGAATT AGAGGATTAT CACGCCGAGC AAGAAGCGTT AATTGAAGAC ATTTCAGCAA 14 6 7 060 
GACTTTCAGA ACAAGTGGAA AACCGTTCTA CGCTTCGTCA AAAACGTGAA AATTTAACCG 146712 0 
CACTTTATGA TGAAAATGCG CGTAAAGCAC CAGCATGGCT GACGGCTCAA GCTGCATTGG 146718 0 
AACGTCTAGA ACAACAAAGT GGCGAGAGGT TTGAACATAG CCAAGATGTG ATGAATTTTA 146 724 0 
TGCAATCACA ACTTGTGAAA GAACGTGAAC TCACGATGCA GCGTGATCAA CTTGAACAAA 146 7300 
AACGTTTGCA TTTAGATGAA CAAATTTCTC GTTTAAGTCA GCCAGATGGT TCAGAAGATC 146 7360 
CACGCTTAAA TATGCTGGCA GAACGTTTTG GTGGAGTACT GCTTTCAGAG CTTTACGATG 1467420 
ATGTAACAAT TGAAGATGCA CCTTATTTCT CCGCACTTTA CGGGCCTTCG CGTCATGCTA 14 67480 
TTGTTGTGCG TGATCTCAAT GCTGTGCGTG AACAACTTGC GCAATTAGAA GATTGCCCCG 14 6 7 540 
ATGATTTGTA TTTAATTGAA GGCGATCCTA CCGCATTTGA CGACAGCGTA TTATCCGCAC 14 6 76 00 
AAGAACTTGA GCTAGGTGTT GTCGTGCAAG TTTCAGATCG TGAATTACGC TATTCAAGAT 14 6 7660 
TCCCTGAAAT CCCATTATTT GGGTGTGCAG CACGTGAAAA ACGTTTAGAA GAATTACAAA 14 6772 0 
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TTGAACGTGA TGAAGTGGCA GAACAACATG CCCAAATTGC GTTTGATGTA CAAAAATGCC 1467780 
AACGTTTACA CGAACATTTC AGCCAATTTG TTGGGTTGCA TTTGGCGTTG GCGTTCCAGC 1467840 
CAAATCCAGA AGCGTTAATG TCTGAAATTA ATCGCGAACG CAATGAAATT GATCGTGAAT 146 7900 
TAAACCAATT TAATAGCGGC GAACAACAAT TACGCATTCA ATTAGATAAT GCAAAAGAAA 1467960 
GACTGCAGTT ACTCAATAAG TTAATTC CAC AACTCAATGT ATTAGCTGAT GAAGATTTAA 1468020 
TTGATCGTAT TGAAGAATGT CGTGAGCAAT TAGATATTGC AGAGCAAGAT GAATATTTTA 1468080 
TTCGTCAGCA TGGCGTAACG TTGTCACAAT TAGAGCCGAT TGCAAATAGT TTACAAAGTG 1468140 
ATCCAGAAAA TTACGAAGGC TTAAAAAATG AATTAACTCA AGCGATTGAG CGTCAAAAAC 14682 00 
AAGTTCAACA ACGTGTATTT GCGTTAGCTG ATGTTGTACA ACGTAAACCG CATTTTGGTT 1468260 
ATGAAGATGC AGGGCAGGCT GAAACTTCTG AACTCAATGA AAAACTTCGC CAACGTTTAG 1468320 
AACAAATGCA AGCACAGCGA GATACGCAAC GTGAGCAAGT TCGTCAAAAA CAAAGTCAAT 1468380 
TTGCTGAATA TAATCGCGTA TTGATTCAGT TACAAAGTTC TTACGATAGT AAATATCAGC 1468440 
TCTTAAATGA GTTGATTGGT GAAATTAGCG ATCTTGGCGT GAGAGCTGAT GATGGTGCTG 1468500 
AAGAACGTGC ACGTATCCGT CGTGATGAAT TACATCAACA ACTTTCAACG AGCCGTCAGC 1468560 
GTCGGTCTTA TGTAGAAAAA CAACTCACAT TAATTGAAAG TGAAGCTGAC AACTTAAATC 1468620 
GTCTTATCCG TAAAACTGAA CGTGATTATA AAACTCAACG TGAATTAGTT GTGGCGGCTA 1468680 
AAGTGAGTTG GTGTGTGGTT TTACGCTTAT CACGTAACTC TGATATGGAA AAACGCCTTA 1468740 
ATCGCCGAGA GCTCGCTTAT TTATCTGCAG ATGAGTTACG TTCAATGTCG GATAAAGCAT 1468 800 
TAGGTGCGTT GCGTACAGCA GTGGCGGATA ATGAATATTT ACGTGATAGC CTAAGAGTGT 146886 0 
CTGAAGATAG TCGCAAACCT GAAAATAAAG TGCGGTTCTT TATTGCGGTG TATCAGCACC 1468920 
TACGTGAACG TATTCGCCAA GATATTATTA AAACGGATGA TCCAATTGAT GCCATTGAAC 1468980 
AAATGGAAAT TGAGCTTTCT CGTTTAACGG CTGAATTAAC TGGCCGTGAG AAAAAATTGG 146904 0 
CGATCAGTTC TGAAAGTGTT GCAAATATTA TGCGTAAAAC GATTCAGCGT GAACAAAATC 1469100 
GCATTCGTAT GCTCAACCAA GGTTTACAAA ACATTGCGTT TGGTCAGGTG AAATCTGTTC 146916 0 
GTTTGGTAGT GAATATTCGT GATACCCATG CCATGTTGTT GGACGCACTT TCTGGTCAGC 1469220 
AAGATGAATA TCAAGATTTA TTCAACGACA ACCGCATCAC CTTCTCTGAA GCTATGGCGA 1463280 
AGcTCTATCA ACGCATCAAT CCACATATTG ATATGGGGCA ACGCACAGCG CAAACAATTG 1469340 
GTGAAGAATT GTTAGATTAC CGTAATTATC TTGAGCTTGA AGTGGAAGTA TTCCGTGGTG 1469400 
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CTGATGGTTG GTTACGTGCA GAAAGTGGCG CGCTTTCTAC GGGTGAAGCT ATTGGTACAG 14 6 9460 
GTATGTCAAT TCTCTTAATG GTTGTTCAAA GTTGGGAAGA AGAAAGCCGT CGAATTCGTG 146 9 520 
GTAAAGATAT TGTGCCTTGT CGCTTGTTGT TCTTAGATGA AGCGGCGCGT TTAGACGGTA 146 958 0 
AAT CTATTTC TACCTTATTC GAACTTTGCG AACGTTTAGA TATGCAGTTA CTTATCGCTG 14 6 9640 
CGCCAGAAAA TATTAGCCCG GAAAAAGGTA CAACCTATAA ACTCGTACGT AAAATCGCAG 14 6 970 0 
GCAAC CAAGA GTACGTACAC GTTGTTGGTT TACGCGGATT CGGTGCGACA GAATaAAAAA 14 6 9760 
TAGAAGGGAA GTGCGGTTGA AAACTTCGGT GTTTTTGACC GnACTTAAGC CTTTAAGGAA 146 9820 
GGAATAATGA AAATCTTTAC ATCAAAAAAA GGACAATTAT CACAGCTGAA GCAGCAAAAA 146 9880 
TTTAAGCTGG AAAAGGATAT TCAGCGTTTA TTTGAAGAAA ATCTTACCTT ATTAAGTGGC 14 6 994 0 
TATATTTTTA TTCGTTCGGA ATTTTCTATT AAAAATTCAC GTATTGATAC CTTAGCTTTT 14 7 0000 
GATCCTGAAA CTCAAGCCTT TGTCATTATT GAATATAAAA GACAACAAAA TTCTAGTGTG 14 70060 
GTTGATCAAG GGATTTCTTA TCTTAATTTG ATGCTTGAAT ATAAAGCTGA TTTTATTGTG 14 7012 0 
GAATATAATG AAAAGCAAAA AGTCCCACTT AAAAGAAATG ATGTGGATTG GTCACAATCT 1470180 
AAGGTGATTT TTGTTTCACC TGCTTTTAAT GATTTCCAAA TTCAAGCCAC GAATTTTAAA 1470240 
GATTTACCTA TTGAATTATG GGAAGTTAAT CGCTTTGATA ATGATATTAT TACGCTCAAT 14 7 0300 
ATTATTAATA AATCAAAATC AGCACCGAAT ATTAAAGCTG TTTCTAATGA AAAGAGAGAA 147 0360 
GAATTCTCAA TATTAAAAGA AATAAAAGTT TATCAAGAAT CTGATCACTT AGCTGATAAA 14 7 0420 
ACTGATTTTA TTCAAGAACT ATACGAAGAT TTTAAACAAG GCATTTTAAA TTTAGAtCCT 147 0480 
GATATCGAAA TTAATACCAG AAAACTTTAC ATTGCATTCA AAAAAGATCG AAATATTGCA 14 7 0540 
GATATTCGTA TCCAACAAAA GAATTTAAAA ATTTGGATTA ATCTTCCTTA TGGAGAGTTA 147 06 0 0 
GACGATCCTA AAAATTTAGC AAAAAATGTA TCTAATACTG GTCACTGGGG GAATGGAGAT 147 0660 
TATGAAATCA CCATTGAAAG CACCCAATAT CTTGAATACA TTATGAGTTT AATTAAACAA 147 072 0 
GCCATTAAGG ATTAAAAATG CACAATCTTA TTTTTGCCAT TCTTTGCAGC GTAGCAGTTT 14 707 80 
CAGTTTTACT GAAAATTGCC CGTAAAAAAA ATATCATTAT TGAACAAGCT ATCGCATTCA 147 084 0 
ACTACATTAC AGCCATCACT TTCAGTTATT TCTTACTTAA ACCTGATTTT AAAGGTTTAG 147 0900 
AATTTACTGA TTACATTGCA CAAAGCGAAA ATTCACCCAT TTTTTTAGCA CTAGGTTTAT 14 7 0 960 
TGCTACCTAG CGTATTTATT ATTATGTCAA AAGCAGTGGA GTTTGCTGGA ATTGTACGTT 1471020 
CAGATGCAGC GCAACGTCTT TCGTTATTTC TTCCCATTTT AGCAGCGTTT TTAATTTTTC 14 7108 0 
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ATGAAACACT AAGCCAATCT AAAATCATTG GCGTTGTATT AGCCTTTATT GGTTTGTTTT 14 7114 0 
GTTTATTAAC TAAGCCAACT CAAGGGCAAA GTGCGGTGAA TTTTAAAGGT GTTTTAGGAT 1471200 
TAATCGGCGT CTGGTTTGGT TACGGCATCA TTGATATTTT ATTCAAGCAA GTGGCGAAAA 1471260 
GCGGCGGTGC ATTTCCTGCA ACATTGTTTA TTTCCTTCTC GCTGGCAGCC TGCGTTATGT 1471320 
TTATCTATTT ATTCTTAAAA CGTGTGCAAT GGACATCATC AAGTGTAATT GGCGGTATCG 1471360 
TTTTAGGTGT ATTGAATTTC TTTAATATTT TATTCTATAT AAAAGCACAT CAAAGTTTTn 1471440 
CTGGAAATCC AACGCTTGTT TTCGCTGGAA TGAACATTGG CGTGATTTGT TTAGGCACGA 1471500 
TAACTGGTGC ATTAGTTTTT AAAGAAAGAA TTAGCAAGCT AAATTGGCTA GGTATTATTT 1471560 
TCAGTTTGTC GGCTATTTTC TGCCTATATT ATTTAGATAA AATTATCGCG TAAAAGAGAG 1471620 
TAGTCATGGT AAAAGATTTC AGCTTTTTTA TTTACGATTA TGAAAGTTTT GGTGTAAATC 1471680 
CAGCAACAGA TCGCCCTGCG CAATTTGCGG GTATTCGTAC AGATGCTGAT TTTAATATCA 1471740 
TTGGCGAACC AATAATGTTT TATTGTAAAC AAACCAACGA TTATTTACCG GCTCCTGAAG 1471800 
CCGTAATGGT AACAGGAATT ACACCACAAG AATGTAATGA AAAGGGGCTT TCAGAGCCTG 1471860 
AATTCGCCGC AAATATCTTA GCAGAATTTT CCCAACCCAA TACTTGTGTC ATGGGTTATA 1471920 
ACAATATTCG CTACGATGAT GAAATGACGC GTTATACGTT TTATCGTAAT TTCATTGAAC 1471980 
CTTATGAATA CAGCTGGAAA AACGGAAATT CACGCTGGGA TTTGTTAGAT TTAGTACGGG 14 72040 
CCTGTTATGC CTTGCGTCCA GAAGGAATTA ATTGGGCTTA TGACGATGAT GGAATGCCAA 1472100 
GTTTCCGCTT AGAAAAACTC ACTAAAGCAA ATAGTATTGA GCATGAAAAT GCTCACGATG 1472160 
CCATGGCGGA TGTATATGCA ACTATTGCTA TGGCGAAATT AATTAAAGAA AAACAGCCTA 1472220 
AATTATTCCA ATATTTCTTT GAAAATCGCG GTAAAAAAGA AATCGAAAAA TTAGTTGATA 14 72280 
CAGGCGCAAT GACAC CTTTA GTGCATGTTT CTGGAATGCT AGGGAATTAT CGAGGAAATT 147234 0 
GCACTTGGGT TGCACCTTTA GCTTGGCATC CGACAAACCA AAACGCATTA ATTGTGTGTG 1472400 
ATTTAACTGG TGATATCGAT AATTTATTAG CCAAAAGTGC GGATGAATTA CGAGCAGATT 1472460 
TATATACAAA AAAATTGGAA TTAGAAGAAA GGGGAGTTTC ATCCGTTCCG TTAAAACTTG 14 7252 0 
TGCATATCAA TAAATGTCCT ATTTTAGCAC CAGCTAAAAC TTTGTTACCA GAAACAGCAA 1472580 
ATCGATTGGG TATTGATCGT CAATTATGCT TGGATAATCT TGCAAAATTA CGAGCATCTT 1472640 
TTGATATTCG TGAAAAAGTG GCGGATATTT TTAATGAAGA ACGTCAATTT GCATCGAATG 1472700 
ATAATGTAGA AACTGAGTTA TACAATGGCT TTTTTAGCAA TGCTGATAAA AATAATATGG 147276 0 

-77.878- 

SUBSTITUTE SHEET (RULE 261 



WO 96/33276 PCT/CS96/05320 

CTATTTTACG TAGTTTACCT GCAGnAAAAT TATCTGAACA TGGTTTAGCT TTTGAAGATA 14 7282 0 
AACGTATCCT TGAATTATTG TTCCATTATC GCGCTCGTCA TTTTTATAAA ACCCTCACAC 14 7 7880 
GCGCTGAACA AATTAAATGG AAAAAATACC GACAGAATAA ACTTGAAAAA AGTGCGGTAG 14 72 940 
AGTTTGAAGC AAGTTTACAA CGTTTAGTAG AGGrACATTC AGATAATTCT GAAAAACTAT 14 73 000 
CTTTGCTACA ACAAGTATAT GAATATGGTA TAAAATTACT AGGTTAGTCG ATACGTTGTC 14 73 060 
ACATTTTGTC AAAAAGCACG TTTTAATAAA AACGTGCTTT TTTTGTTGTT TTTCTGGGAA 14 7 312 0 
GAAAATATCC AAGAAGTTTT CCAGATTTTA CGTAGCGTAA TCACATAGAT TTAAGCTTAT 14 7318 0 
TTCACTTTAC ATTTCCTTTA CATTTAAACT CATCCGnTCA ATAACTCTAT AAAATGACGC 14 7 3 240 
GTTACAACGT GTTATCTAGC CTTATTTTGT CTTGTTTTGC TAGTACTTGT AACTTGTGTA 14 73 3 00 
TAAGTGTGTG ATTTATTTAG TCCGTAGTTT CCGCTAACCC GATAACTAAT TTCGCATAAT 14 7336 0 
ATAAATTATG TTAAATTGCA AAAATGCAAA GTAACTTTAA TTATAGGCTA TAAAGAGATT 14 734 2 0 
ATTTCTCCTC TCTTAATTAG TTATACTTAA TCAAATAAGA TGAACGAGTA AATTAATTTA 14 7 3480 
GAGCCATACT ATGACGTTTA TTTACAGTGT TCGATTCATG GGTGTGAAAG TACTGCAGCA 147 3 540 
TTTAAAGATT TATGCTTGAT TGATAAAGAT TTAGGTGATT TAGCAACTGC TACATAATCT 14736 00 
AAATAATATA AGTTTAGATG GGTGAAAAAC TACCAAGCTG TGTTTTTTAT GTATCTAAGC 1473660 
TCTCCACTAG CCCACCATTT TTGATTTTCT GATGTGTTAT TTACTACCGT GTCAGCTAAT 14 7 3 720 
ACTTGCAACA TGTATTATCA TTGAATTTCT TTATTATTTT TTGATATGAC AAAGCGTTTA 14 7 3 780 
GGTATGATAA ACGAAAAACT ACTACCCTTC GTTTCAGTAC TTTCAATATT TAAATGAGAA 147 3 840 
TGATATTGTA ATAAAGTATG CTTCACAATA GCTAGTCCTA AACCACTTCC ACCAGTTAAA 147 3 900 
TGGCTACGAG ATTCATCACA ACTCTATAAA AACGTTCTGT TAAATGTGGA ATATGCTGTG 14 73 96 0 
GTGATATGCC AACCCCATTA TCTATCACGT TAAATTTAAT ACCCTGTTCA CAAGTTTCCC 1474020 
ATTGAATTTG AATATGACAC TGTTTACCAG AATGCTTAAT AGCATTATAA ATTAAATTTG 14 74 080 
AAACGGCACT TCTTAATTGA GATTCATTTC CAAAAATAAT GATATTAGGT TGAATAATAA 14 74140 
ATTCAATGTG ATGATTATAA GTATTTAATA TATCTGTATC TTTTCTTAAA GAATTTATCA 14 74 2 00 
TGGCTGACAT ATCAAATTTA CGAAAATCCT TATCTGAAGT TGTTTCTATT TkTGCTAAAA 14 74260 
AATTAAATTG TTGTAATAGA TGTTCCATTC GTTGGCTTTG CTCTTGCATT GCmAAAATAG 14 74320 
CCTTTTTTTG TAGAGGGTTC TGAATATTAT TATCTGCAAG AATTTCTAAG TAACCTTGTA 14 743 8 0 
ATACGGTTAA TGGAGTACGT AGCTCGTGAT TAATATTACT CAAGAATTTT TGGCGTGAAT 14 74440 
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TAAGTAAATG AATCATATCT GTAATATCTC GAGCGATAAC TAAAATCATA TGAgAATTAT 1474500 
AAGCGTGCGA CTGCACCTCA ATATAACGTT GATTATAAGT TAATAGTACT AACGGTCGTC 14 74560 
TTTTTTTTGG ACTGAAAAAA TAATGTTTAA ATTGTyCATA AAAAATAACA TCAAAAATAT 14 74620 
TTTCCTGGAC TTTTTTATCC CAACAAAAAT CAAACATCTG TGGCGCAATT GAmTTACACC 1474680 
AAGAAATATT ACCATTATGC TGACAGATAA TAATTGCATC TGGTAAATAC TTAATATTTy 14 74740 
TATTTATTkG AGATAACAAA CGTAAACTkG CACATTTTyC TTkgTAAATT kGATGACGAT 14 74800 
GGTAGGCTyC AGTTkGAGAG AATGTyCCTA ATTGTAATAA aGAGAATTTA TTATCTTGCT 14 74 860 
TTAAATTGAG ATATTTGAGT AAACGATATT CATTAATATG ATGCCAAGCT AAAATTAATA 1474 92 0 
AAAGTATTAT TGCAAACCAA AGAATAAAAT CAGAAGTAAA TAAGGAAATA ATGATTGCCA 1474 98 0 
AATTTATTTC AACAATAAAA TTCAATATTT TTTTCATTGT TTATCTCGTA AATAACTAGA 1475040 
AAATCGATAA CCAGATCCTC GAACTGTTTG GATGTAATGT TCACATTGAA AAGGGGCTAA 14 7510 0 
ATTACGGCGT AAACGGCGAA TATAGCTATC AACAGTGCGA TATTCAACTT CTAGATCATT 147516 0 
ATGCCAAATA CGATTTAACA ATTGTTCTCT AGAATAAACT TTTTCAGGGT GCCTCATAAA 147522 0 
AAAATGTAAC AATTTAAATT CTGTrCTACT TAAATTAATT TCCTGCTGTT GGAAAAACAC 1475280 
TCTCTGAGCA TTTTCATCAA TGGAAAGTTC ATCGATTTGT ATAAATTGAC TTTGTTGTTC 14 7534 0 
ATAAATTCTC CTCCATACTG CCTCAATGCG AGCTAATAAA ATTTGAGGTG AAAAGGGTTT 14754 00 
AGTGATGTAG TCATCAGCCC CTGCATTTAA ACAGGCAATA CAATCTTCTT CTGTACTTTT 14 75460 
AG CTGTGAG C ATAATAATGG GAATCGCAGC ATAGCTTTCT TGCTTTTTAA TATACTGTAT 14 75520 
AAATgGTATA CCTGAACGAC CAGGTAGCAT CCAATCCAAT AATATTAGTT TAGGATTTTC 14 75580 
TTTTATCTTG TTTATCGCTG TTTTGAAATC GCTCGCTTCA ATCACATCAT AGTATTTTTG 1475640 
AGATAAAAAC AGTGCGATCA TTTCACGGAT TGCACATTCA TCTTCAACTA TCAGAATTTT 1475700 
TCTCGTCATA ATACTCCTTC ATTTGATTTA TGGCATAAAA GTGAAGTGAG AAATAATACA 147 5760 
TTCTCACCAA ACTTTTACTT TTTAATAAGA GAACTCAAAA TAACTACCCC ATTTTACCGC 1475820 
GAATATAATC TTCTGTACGT TGTATCTTGG GTCTATCAAA AATTTGTTGT GTTTGACCAA 1475880 
ATTCAACTAA TTCACCCAAA TACATAAATG CCGTATAGTC GGaGCAACGT GTAGCTTGTn 1475940 
GCATATTATG AGTTACTATA ACCACAGTAT AATCnnGTnT TAACTCCCGT AATGAGTTCT 14 76000 
TCAATTTTCA TAGTCGAAAT AGGATCTAAT GCCGAACAAG GTTCATCTAA CAACAACACA 14 76060 
CTAGGTTTAA TAGCAATCCC TCGAGCAATG CACAAGCGTT GCTGTTGTCC GCCAGATAAA 14 76120 
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CTATCTCCGC TTTTATGTAA TTTATCTTTC ACTTCATTCC AAAGAGCGGC CTTAGTCAAT 14 76180 
GCCCATTCTA CTCGTTCATT CATCTTTTCT TTTGATAATT TTTCAAACAA ACGAACACCG 14 7624 0 
AATGCAATAT TATCATAAAT CGACATTGGA AATGGCGTTG GTTTTTGGAA AACCATACCA 14 76 3 00 
ACCTTAGCAC GAATCAGAGA AATATCCATC TTTGTTGTGA GTAAATTTTC ACCGTCTAAA 14 763 6 0 
TTAATTTCAC CAGTAGCTTT TTGATTTGGA TATAGTTCAA ACATCCGATT AAAACTCCGC 14 76420 
AATAAAGTAG ATTTACCGCA ACCTGAAGGA CCAATAAAGG CGGTCACTTT ATTCTTAGCG 14 764 8 0 
ATACGTAAAT TAATGTTTTT TAATGCATGA AAATCCTCAT AGTAGAAATT TAGATTTTGC 14 7654 0 
ACAGCTATTT TGGTTTCTTG TAGACTAATC ATATTGCCTC ATTATTTTTT ATGTTGAAAG 14 766 00 
AAGAGTCGAG TGAAAATGTT TAAGCAAAGC ACAAATAATG TTATTAGAGC TGCACCTGCC 14 7666 0 
CAAGCTAGAT TATTCCAATC TGTAAAAGGA CTTGCTGCAT ATTGATAAAT AACTACAGGT 14 76720 
AAATTTGCGA TAGGTTCATT CATATTCCAA GATAGAAATT GATTAGACAG AGCGGTAAAT 14 76780 
AATAGCGGTG CAGTTTCTCC TGAAATTCGG GCAACTGCTA ATAGCACGCC AGTTAAAATC 14 7684 0 
CCTGATTTAG CTGCTCGATA ACAAATCATC ATAATAACTT GCCATTGAGA GCAACCAAGA 14 76 900 
GCTGCCGCTG CTTCACGTAA ATTATTTGGT ACAAGTAATA ACATATTGTC CGTAGTGCGT 147696 0 
ACCACGATAG GaATAAGCAA TAAAGCTAAT GCGAATGCTC CAGCCCACCC TGAAAAATGC 147 702 0 
TCGATTTTTG ATACATATAA GCTGTAAACA AACAAACCAA TAATAATAGA rGGGGCAGAA 14 7708 0 
AGAAGAATAT CATTArGAAA ACGGGTAATT TGTGCGAAAC GGCTATAACG ACCATATTCT 14 7 714 0 
GCCAAATACG TTCCTGCCAA TACCCCTATA GGCGTGCCTA TCAATGTACC CGCACCGACA 14 772 00 
ATAAAAAACG AACCAATCAG TGCATTTAAC AACCCCCCTT TTTCATTAGG GGCAGGGGTA 14 7 726 0 
GATTGTGTGA ATAAATCAAT TGATAAAGCT GGAATGCCTT TGGTAATTAG AGTGAATAAT 147732 0 
ATCCAACACA AC C AAAATAA GCCGATAATG ACTGAAATAT AGGAAAGCCC TAACATTAAT 14 773 8 0 
TTATTGTGTG TTTTACGCCA ATAAAAACGC AAGTTTTGAT TAGTTTTCAT CTTATTTCCC 147 744 0 
TTTTGTTTGT TGCATTTTTG TAATCATTAA TCTTGATAAA ATCAAT AC C A TAGTTGTGAT 14 77 500 
AACAAAGAGA AGTAATCCTA ATTCCATCAA TGCAGATTTT TGTAATCCAC CTGCTTCATT 14 7 7 560 
AAATTCGTTA GCAATAGCAG ATGCGATTGA GGTAGAAGGT GAAAATAAGG AATTAGGCAA 14 7 7 620 
TTGAAACGAA TTACCTATAA TAAAAGTGAT AGCCATTGTT TCGCCCAATG CTCTTCCCAA 14 77680 
TCCTAGCATC ACACTCCCAA CAAGCCCTAT TCTAGTGTGT GGTACAATCA CTTGTCGAAC 14 7 7 740 
CACTTCCCAA GTGGTTGCAC CTAATCCATA AGCACCTTCT TTTAACATTG GTGGTACTAT 14 77 8 00 
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ACTAAAGACA TCCCGCATTA CGGATGCAAT AAAAGGAATG ATCATTATGG CAAG C ACT AA 1477860 
TCCTGCCGTA AATAAACCAA CACCAAAAGG TACGCCAGAA AAAAATAATT CTAATCCAGG 14 77920 
TAAATTCCCC AAATTGTCAA TTAGTACTGG CTGAATATGT TCTTGAAATA ATGGAACGAA 147 7980 
AACAAACAAC CCCCACATTC CGTAAATAAT AGAAGGAATT GCAGCTAGCA TTTCAATTGC 1478040 
AATGCTTATA GGACGTTTTA GCCAATTGGG AGCTAGCTCC GTTAAAAAAA TAGCAATACC 1478100 
AAATGAAATG GGTACTGCGA TAAATAATGC GATACCCGCC GTAATAAGCG TACCTAAAAT 1478160 
AGGAATAATT GCCCCATATT GTTCTTGTAC AGGATCCCAA TATGTTTCTA ATAGAAAACT 1478220 
CCCACCAAAA CGTTTAATAC TTTCCCAGCT TCCTATGACT AAAGAAATTA AAATAGCAGC 1478280 
AAGTAAAATA AACACAAGCA AAGCAAACAA TGCCGTAGTC TGTTTGAATA ATGATTCAAT 147834 0 
CCATGTTTGA TTAAAATATT TCCGACTTTT TGTGAGCATA AGTATTTTCC AAAATTATTT 1478400 
AAGATAACCG CACTTTATTA ATGTTAAGTG CTAGGTTTTG TATAAAGTGC GGTATAAAAT 1478460 
AAAGAGATTT TATTGTTTTA GCTCTGTTTT CCATTGACTT TTAATGGTAG ATACCACATC 1478520 
AGCTGGAATT GGCACATAAT CTAATTCAGT TGCCGCATCT TGC CCTCTTG AGAATGCCCA 1478580 
ATCAAAAAAG GCTAATACAT TTTTAGTTGT TTCAGGATTG TCAGAATATT TATTTAATAA 1478640 
AATAAAACTC GCTGCCGTAA TTGGCCAAGA TTTTTCCCCC GTTTCATTGG TTAATATAAC 1478700 
ACCCATTCCC GCCTTTTCGT GCCATTTTGC GTGACTTGCA GCTGCCATGA AACTTTCATT 14 78760 
AGAAGGCTGT ACAAATTGCC CTGCTTGATT TTGTAATGAA ATCCAAGCAA GCTGATTTTG 14 78 820 
TTTGGCATAG GCATACTCTA CATAACCAAT GCTGTATTTC ATTTGGCGAA CATAAGAAGC 1478880 
AACTCCCTCA TTCCCCTTTC CACCTTGACC TGTTAACCAC TTCACTGATT TACCTTCACC 14 78 940 
AACTTGATTT TTCCAATCGT TCGAAATTTT AGATAGATAA TTAGTGAAGC CAAATGTTGT 1479000 
TCCAGAGCCG TCTGAACGAT GAATCACAAT AATGTTTTTA TTTGGTAAAG GAAGCGTTGG 14 79060 
ATTTAATGCA ACTAAGTCAG GATCGTTCCA TTTTTTAATC TTACCAAGGA AGATTTCTGC 1479120 
TAACAGCTTA CCTGATAACT TTAATTTACC AGGTTTAATT TCAGGCAAAT TAACAACAGG 14 79180 
CACTATACCA CCGATAACCG CAGGGAATTG GACTAGTTGG TGTTGTTGTA ATAATTCGGA 1479240 
TTTCATTGGA TCGTCAGAGG CACCAAAATC AACCGTTTTT GCAATAATTT GCTGTTGTCC 1479300 
GCCGCCCGAA CCGATGGATT GATAATTAAC TTTATTCCCA GTTTCTTTCT CATATAAAGA 147936 0 
TGCCCACTTC GCATAAATTG GATAAGGGAA AGACGCTCCA GCACCAGTGA TGCTATTAGC 1479420 
TTGAGCAAAA GGTAACGTAC CTAAGGTTAA AACGTAATAA GATTTTTTTT CATTTTATGC 1479480 
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ATAAACATAA CAAATTCTCC TTGAGTGTTA TTTAGATTGC GTAGCGAAGT GTAGAAAATA 14 7 9540 
ATTGTGACAG TTTGATGACA ATATGAAAAA TTTTAAATGG ATAATCAAAA GAAAGTAGTT 14 7 9600 
ATAAGAAAAG TACAGGTAAA TTTGACCGTG TTTTTCTAGC AGAAGGATAT TACATTTGTC 14 7 9660 
AATTAATTGA TAACGATCTT TAGGTTTAAT AAAAGTTGGT AAGTTTTCAT GTTTACTCGA 14 79720 
TAATCTAAAT TTTATCCAAA TCTAAGGAGG AAAATAAAGA CATATCTAAT ACTAATTTAA 14 7 9780 
AATTTGTTAG TTTTATTGTG ACAACGTCAT ATTTAATTTA TAGAATTATG TAAATGATAA 14 7 984 0 
TAATTGTTTT TTATTTTTCT TTTTAAAATT AATTAGTTAT ATCAAAATTT TTGATAAAAA 14 7 9900 
AACTTGCAAT TATCATTTGT GAATTTAAAA TGATTGCCGC AAATTATGCT TTATTGCATT 14 7996 0 
TTATCAATCA AAATGGAAAG GAATTAGTTA TGCTTAATCA AATAATCATA AACAAGCTGA 14 8 002 0 
ACGACCAAAT TAACTTAGAG TTCTACTCTT CTAATGTTTA TTTACAAATG AGTGCATGGT 14 8 0 080 
GTTCAAAACA CGGTTATGAG GGGGCTGCTA CCTTCTTACT TCGTCATGCT GATGAAGAAT 14 8014 0 
TAGAACATAT GCAAAAACTG TTTAATTATG TAAGTGAAAC TAGTGGTATG CCTATTTTAG 148 0200 
GAAAAATTGA TGCACCTAAA CATGATTATT CTTCATTAAG AGAAGTTTTT GAAATAACTT 14 80260 
TAGAACATGA AAAATTAGTC ACGTCAAAAA TCAATGAATT AGTTGAAGTT ACTTTTGAAA 14 8 0320 
G CAAAG ACT A CTCTACTTTT AACTTCCTGC AGTGGTATGT AGCAGAACAG CATGAAGAAG 14 80380 
AAAAATTATT TAGTGGAATT ATTGATAGAT TTAATCTTGT TGGCGAAGAT GGTAAAGGAT 148 0440 
TATTCTTTAT TGATCGTGAA CTCGCAACTT TGGAATAGAT AGGAGAAAAT AGTATGTTAT 14 8 0 500 
CAGAAAATGT AGTAAAACTA TTAAACGATC AAATGAATTT AGAGTTTTAT TCTTCTAATT 14 80560 
TATATTTACA AATGAGTGCT TGGTGCGATC AGCAAGGCTT TGAAGGCACT GCAAAATTTT 14 8 0620 
TATCAGTTCA TGCTGCTGAA GAAATGCAAC ATATGCGTAA ATTATTTACT TATTTAAATG 14 80680 
AAACTGGCTC ACTTGCTGTA ATTTCTGCAA TTGAAGCACC TGCACATGAA TATAAATCAT 14 8 0740 
TAAAAGAAGT AATTGAAACG ACCTATGAGC ATGAAAAATT AATTACCAGT AAAATCAATG 14 8 0800 
AATTAGTAGG TAAAACCTTT GAAGAAAAAG ACTACTCTGC ATTTAATTTC TTACAATGGT 1480860 
ATGTGGAAGA ACAACATGAA GAAGAAAAAT TATTTAGTAG TATTTTAGAT AAATTAAATT 1480 920 
TTCTTGGAGA AGATGGCAAA GGCTTGTTCC TAATTGATAA GGATTTAGGT AATCTCTCTA 1480980 
CTAAAGCCTA ATTATAGATT ATCAAATCTG GCAGATCTTT TATTTAAAAT AATGTGTCTG 1481040 
CCAGATTATT TTATTCCAAA TTTTCCAAAA ATATTTTCTA TTGCATAATT ACATCTCGTA 14 81100 
ATCTTATTTC TAATCTTATC AAAACATATT TTGCCTTATA TTAAGTATAT TTTGAGTTAA 148116 0 
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TCAAGGTATT ATAAAAATGA AAAGGATCTA TACTGATGAA CCAACCAACC AACCAACCAA 14 8122 0 
CCAACCAACC AACCAACCAA CCAACCAACC AACCAACCAA CCAAAATAAT AAAACCGTTG 14812 80 
CGGTAGTGAC TTCAACAATT GGTCGTCCAG AATTATCTTT GGCTATTAAA AGCGTACAAA 148134 0 
ATCAAACTTA TCCATGTAAG CATTATGTAT TTATTGATGG CAATATTTTC TGGGATAAAG 14 814 00 
CCAAATCTAT ATTGGAATAC AAAAAGCGAT ATTTTCGTAG ATGTTAAAAT AGAAGATATT 1481460 
CAACAACAAC TCCATTTTAC TTTTAATGAA GTTAATGGAC ATATTGATAC TAATTGTTAC 14 8152 0 
GCCGTACCTC GTGAGATTGC ACAAAAAACT TCATATAGTT GGAACACGTC ATTAATTGGT 14 81580 
GATCGCAGCT TTTTATCTGC CTTAAAAAGT TTGGGGTTAA TAGGTCAAAC TTCAGGnAAA 14 8164 0 
TATACCGTTA AATATAGGGC AGATTTCAAT AAACTAATTG CTGTTCGTCG TGTTTTTCCT 1481700 
CAATTATCCT TGTCAGATGA AGATAACAAT AATATTTCTG CAAAAATATT AGAAGTGATA 1481760 
AATCAGCAAA ATATAGAATA TTATGGAGGT CGCCCTTGGG CAAAGGAATA AAAAATACAA 1481820 
TTTTTAATCA AAAAGTATAA AAAATAAAAA TCAGGCTTGA CTTATTCCTT TTGCACTAGT 148188 0 
TTAATAGTAC AAAATTTTCC AAAAGGATAA ATAAATATGA ACATTCAAAC TCAAGCCTTT 14 81940 
ATTGCGGTGA CAGCTCAACC CATTCCCTAT TATGCTGACA CCACCGCTAT TTTTAATACA 1482000 
CTTTGTCAAT CCAATTCAAA TTCTCTTCTA CTCGACTCTG CCGAAATCGG TAGTAAAAAC 1482060 
AGTTTACAAA GCCTTATCTT AGTCAATGCT GCGGTTAAAA TAACGTGCTT AGGTCACAAC 1482120 
GTCACATTTA AAGCTTTAAA TAATAATGGA AAACAAGTTT TAAAAGAAAT TCATCCAAAA 14 82180 
TTAACCGCAC TTGGAAAAGT AAGTGCGGTC AATTTTGAAG ACGAATTTTC TGTACAATTT 1482240 
TTGCCACTTG ATAATCAACT TGATGAAGAT AGTAAATTAC AGTCTGCCAC TATTTTTGAT 1482300 
GGGTTGCGTG TTATTTCTAG TCTTTATCAA CATAGCCAAA CGCCTATTTT CTTAGGCGGA 1482 36 0 
TTATTTGCTT ACGATCTCGT CGCAAATTTT ATTCCAATGG ATGGCATTAC ATTAAAAAAT 1482420 
GATGGTATCA ACTGCCCTGA TTACAGTTTC TATCTTGCCG AACACCTCAT TACTATCGAC 14 82480 
CATCAAAATC AACAAGCAAC ACTGAAAAGT TTCTGTTTTG CTCAAGAAGA ACAAGTTAAT 1482540 
ATTGCGAAAA CCTCCCTTTC CATCGCACAA AAACTAAAAA ATATTGATCA CGTTCTTTCT 14 82600 
ATTAAAgCGG CAAGTGATGA AGTTAAAACA AACTTTGACG ATCCTGAATT TACTGGTATC 14 82660 
GTAAAAGCCT T AAAACAC C A TATTAATATT GGAGATGTTT TCCAAATTGT GCCTTCTCGC 14 82720 
CGTTTCTCCC TTGCTTGCCC GAATACATTA GCCAGTTACG CTCAACTCAA ACAAAATAAT 14 82780 
CCAAGCCCTT ATATGTTCTA TATGAACGAT GAAGACTTTA TTTTGTTTGG TGCATCGCCA 1482840 
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GAAAGTGCGC TGAAATACGC GCCAGAAAAT CGTCAGCTAG AAATTTACCC TATCGCAGGT 14 82 900 
TCACGCCCTC GTGGTTTTGA TGCTCACGGC AACATTGATC CTGAATTGGA TGCGCGTTTA 14 82 96 0 
GAACTAGAAC TTCGC CTTG A TCATAAAGAA CAAGCAGAAC ATTTAATGTT AGTTGATTTA 14 83 020 
GCGCGTAACG ACATTGCTCG AGTTTGCCAA AGTGGCACCC GTAAAGTGGC AGAATTAATG 14 8 3 080 
CAAGTGGATC GCTATTCTCA CATCATGCAT TTAGTGTCTC GTGTGGTGGG TAAATTACGC 14 8 314 0 
CCTGAATTAG ATGCACTTCA CGCCTATCAA GCCTGTATGA ATATGGGCAC ATTAACTGGT 14 83 2 00 
GCGCCTAAAA TTAAAGCGAT GCAGCTTATT TATCAATTTG AGCAGCAAAA ACGCCATAGT 148326 0 
TACGGTGGTG CAGTGGGTTA TCTCACGTCC GATGGACATT TTGATACCTG TATCGTGATC 14 83 32 0 
CGTTCTGCTT TTGTACAAAA TGGAATGGCC CATGTACAAG CAGGTTGCGG CGAAGTGTTG 1483380 
GATTCTGATC CACAAATGGA AGCTGATGAA ACACGCCACA AAGCCGCGGC TGTCTTAAAA 14 83440 
GCAATTCGTC AAGTTAATAC ACAAGCAAAA TAAGGAAGAA TTATTATGGC TAATATTTTA 1483 5 00 
TTTTTAGATA ACTTCGATTC CTTCACTTAC AATCTTGTGG ATCAATTTCG TGTGTTGGGT 148 3 560 
CACAACGTCA CAATTTACCG CAATGACTGC GACTTAGAAA AACTGGTAGA AACCGCACTC 1483 620 
AATACACCTG ATACCATTCT TGGCACTTTC TCCAGGGCCA GGAACGCCAT CAGAAGCTGG 148368 0 
GATTTTGCTA CCATTAATCG AACGCTTAAA AAATCAAGTG CCGATTATTG GAGTTTGTTT 14 83740 
AGGTCATCAA GCGTTGATTC AAGCCTTTGG TGGTAAGGTT GTTCACGCTG GCGAAGTGTT 14 83 800 
GCATGGTAAA GTTTCTCGTA TATCCCATGA TAACGAAGCT ATGTTTAAAG ATCTTGCAAA 1483 860 
TCCAATGCCT GTGGCGCGTT ATCATTCTTT AATGGGACAA GATTTACCAA AAGAATTTAT 1483 920 
CGTCAATGCG GAATATAATG GCATTATAAT GGCAATTCGT CATCGCGATT TAC CCATTTG 14 83 980 
CGCATTCCAA TTTCACCCTG AAAGTATTTT AACTGTGCAA GGTTCGCAAT TATTACAACA 14 84040 
ATCAATTGAA TGGTTGTTAA ATAGATAAGA CATCAAAAAG TGCGGTAATT TTTAACCGCA 1484100 
CTTTAAAGGA GAAAAAATGA TCACTGTATT CGGACTTAAA TCCAAACTCG CACCACGTCG 1484160 
TGAAAAACTC GCGGAAGTAA TTTATAACAG TCTTCATCTC GGATTAGACA TTCCAAAAGG 14 842 2 0 
CAAGCATGCG ATTCGCTTTT TGTGTTTAGA AAAAGAAGAT TTTTACTACC CTTTTGATCG 1484280 
TAGCGATGAT TACACCGTCA TCGAAATTAA CCTGATGGCT GGCCGTATGG AAGGCACAAA 14 8434 0 
AAAACGCTTG ATAAAAATGT TGTTTAGCGA ATTAGAGTAC AAACTCGGCA TTCGAGCTCA 14 844 0 0 
CGATGTGGAA ATTACGATTA AAGAAC AGC C TGCCCATTGC TGGGGTTTCC GAGGAATGAC 14 8446 0 
AGGTGATGAG GCGCGCGATT TAGATTACGA TATTTATGTT TAATAAAATA TAGAAAATTA 1484 520 
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ACAAATCCAT ATACAAAGAA AAACAGGAAT AGACTATGCA ACACAACCAA TTATTAGAAC 1484580 
AACTTTATAG CGGACATTCA CTTTCAACCT CAGAAAGCAC CGCTCTTTTT AATGCAGTCA 148464 0 
TCCAAGGTGA GCTTTCCAAT GAACAAATTG CTGCAATGCT TATTGCTTTA AAAGTGCGGG 1484700 
GAGCAAATAC TGAGGAAATT TCGGGTGCCG TTGCCGCCTC ATTACAAAAT GCCAAAGCAT 1484760 
TTCCATATCC AAATTATCCT TTTGCGGATA TTGTAGGAAC AGGAGGCAAT GGTCAAAACA 1484820 
CTATTAATAT TTCCACTACC AGTGCGATTG TTGCGGCATC AATGGGAGCA AAAATAGCAA 1484880 
AACATGGCAA TCGTAGCGTG TCGAGTAAAT CAGGTGCTAG CGATGTGCTT ACCGCACTTA 1484940 
GCGTTAATGT GAACGTCACA CCAGAGCAAG CTCGACAAGC GTTAGATGAA ATTGGTGTCT 1485000 
GTTTTTTATT TGCTCAACAA TATCATTCTG GTTTCCGTCA TGTTGCGCCA GTCCGTGCCG 1485060 
CTTTAAAAAC GCGCACTATC TTTAATATTT TAGGGCCGCT TATCAATCCT GCTCGCCCAA 1485120 
CTTATCATTT ACTTGGCGTA TATGCGCCTG AATTAGTAAA AACCTATGCT GAAACCGCAG 1485180 
TTGCCTTAGA ACATCAACAT TCCTTTGTTG TACATGGTTC TGGCTTAGAT GAAGTCGCAT 148-5240 
TGCACGGCGA AACACAAGTG GCAGAAATTA AAAATGGCAA AATTGAATAT TTCACTTTAA 1485300 
CGCCTGAAGA TTTTGGCTTA AAAACGCAAT CCCTCGAAAG TCTTCGCGGT GGTGAACCAC 1485360 
AAGAAAATGC CCAATATCTG ACCGCACTTT TACAAGGTAA AGGAAAAGCT GAACACGCTA 1485420 
ATGCGGTGGC GGCAAACACG GCATTATTAT TGAAATTATT CGGTTACGAT GATTTAAAAC 1485480 
AAAATGTGCA AAATGTACTG GCGCATCTTG TATCAGGTAA AGCCTTTGAA ACATTACAGA 1485540 
AATTAACCAC ATATTAATAA AAGCTAATTT TATACGCCAC AATAAGAAGA AAAATGATGA 14 85600 
TCACTCAAGA TTTTACCAAA CCCATTGATT CCGCTACGGT GCTACAAAAA ATCGTGCTTG 1485660 
ATAAAGCACA ATGGGTTAAA GCAAAAGAAA AGGAATTTCC CCTTTCACAA TTTAAACAAA 14 85720 
ACATTCAAAA CTCTGACCGC TCTTTTTATG ATGCGTTAGC AAAAGGTACG CATCAAAAGC 1485780 
CCGCTTACAT TTTGGAATGT AAAAAAGCCT CCCCTTCTAA GGGATTAATT CGTGCTGAAT 1485840 
TTAATTTGGA AGAAATCGCC AATGTCTATA AACATTATGC GTCCGCTGTA TCTGTTCTGA 1485900 
CAGATGAAAA ATACTTTCAA GGGAATTTTG AATTCTTGCC TTTAGTTCGC GATATCGTAA 1485960 
GCCAACCTGT GCTTTGCAAA GATTTTATGA TTAGCGAATA TCAAGTTTAC CTTGCTCGCT 1486020 
ACTATCAAGT GGATGCAATT TTATTAATGC TTTCTGTGGT AAATGATGAG ACTTATCGTG 14 86 080 
TGCTGGCAGA TCTTGCTCAT TCTCTTGGTA TGGGCGTATT GACAGAAACC AGTAATGAAG 148614 0 
AAGAATTTGA ACGTGCCCTT GCACTTGGTG CGAAAATTAT TGGTGTCAAT AATCGTAACT 1486200 
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TGCACGATTT AACAGTAGAT TTAAATCGTG TTGTTGAACT CACTAAAAAA TACGCCGACT 14 8 6260 
GTATTCCTGC TGATGTACGT ATTATTAGCG AATCAGGCAT TTACAATCAC AAGCAAATTC 14 86 32 0 
ATCAATTACA AAAGGTGGCG CATGGTTTCT TAATTGGGAG TAGCTTAATG GGCAACCAAG 14 863 8 0 
ATTTGAATAA TGCGGTTCGC TCAGTGATTT TTGGAGAAAA TAAAGTATGC GGTTTAACGC 14 8 6440 
GCGCGCAAGA TGTCAAAATC GTTTACGAAA ACGGGGCACT TTACGGCGGA TTAATCTTCG 14 86500 
CAGAACATTC AAAACGCAGT GTGAGTTTAC GCCAAGCGCA AGAATTAGTA ACCGCTGCGC 14 86560 
CACTTCGATT TGTTGGTGTT TTTCAGAATC AAGAAATTGA CTTTATCGTC AAAATAGCCA 14 8662 0 
GCCAGTTGCA GCTTTATGCG GTGCAATTAC ATGGTGCAGA AACTGAAGCA TTTATTACTG 14 866 80 
CACTTCGCCA GCAACTACCA AAAAACACGC AAATCTGGAA AGCGATTTCG GTCAATACTG 1486 740 
AAGCCCAAAG TGCGGTCGAT TTTACAGATG ATTTGAATGT GGATCGTTAT ATTTTTGATA 14 868 00 
GCCAAACAGC GAACCAACAA GGTGGCACGG GTAAAACCTT TGATTGGTCA TTAATTCCTG 14 8686 0 
AAAATCTTAA ACACAAGATT ATTTTAGCTG GAGGTATCTC ACCAAATAAT GTGGAACAAG 14 86920 
CCATTGCGCA AGGTTGCTTA GGTTTAGATC TTAATTCTGG GGTGGAAAGT TCTGCGGGCG 14 86980 
TCAAAGATCA AGAAAAAGTG CGGTTAGTTT TTAATAATAT TTATTAATTT TAATAACATA 1487 040 
GAAATCACTA AATTTCAGCT TAAATACTAA TAGGAGTAAA AATATTATGT GTTTAGGCGT 14 8710 0 
TCCGATCAAA TTGTCAAAAT TGATGAAAAT TCTCTTCAAC TTGCCACAGT AGATGTATGT 14 87160 
GGCGTACAAC GTGAAGTAAA TATTTCACTA GTCTGCACGG GAAATCCAGC CGATTTACTT 14 8 7220 
GGCAAATGGG TGCTTGTTCA TGTGGGCTTT ACAATGAGTG TTATTGATGA AGATGAAGCT 14 87280 
AAGAAAATCC AAGAGGCTCT GATCACAATG AGCCAACTCG AACATGAAGT TGGAGATTTT 14 8 7340 
TTAGGACTAA ATCAAAAATA AAAAGTAGGC ATAATGCCTA CTTTTTATGT TTTGTTACAA 1487400 
CGCCTCAATC GCTTTATACT GCTCTTGGAT TTCTTCTAAT CCAGATTGGT ATTCCGCTTG 1487460 
TTTTTCGCGT TCTTTCGCAA TAACCGCTTC AGGTGCTTTA GCCACGAAAG CTTCATTGCT 14 8 7520 
AAGTTTGTTT TCGATGCGTT TCACTTCGTT TTGATATTTT TCAATCTCTT TGGTTAAACG 14 8 7 580 
GGCAAGCTCT GCTTCTTTAT TGATAAAGCC AGCCATTGGC ACAAGCAATT CAGCATTGCC 148 7640 
CACGAGTTTC GCTACCGCAA GTGGTGCTGT TTCGTTTGTG GCTAACACTT GAACGTTGTC 14 8 7 700 
TAACTTCGCC ATGGCTTTTA AAAGAGCGGT CTGTTTTTCG AGAATTTTTG CATTTTCTGC 14 8 7 76 0 
ACTTAAATTA CGGAATAACA GATCTAAACC TTTACTTGGT GCGATGTTGC TTTCTGCACG 1487 820 
AATATTACGC ACCGCAACGA TCACTTCTTT TAACCACTCA ATTTCAGCTT CTGCTTCTGG 148 78 80 
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ATCAAAGCCG CTCTCTTCCA CTTGTGGGAA AGGTTGTAAC ATAATGCTGT CAGCAGTAAT 1487940 
GCCGACAAAT CCTTTCACTT TTTGCCAAAT TTCTTCGGTA ATAAATGGAA TAAGCGGATG 14 88000 
CGCTAAACGT AATAATTTTT CTAACACGTG AACCAAGGTT TGGCTTGCCG CACGGATTTG 1488 060 
TGCTGCGTTG CCGTTTGCAA ATACTGGTTT AGTTAATTCT AAATACCAGT CACAGAATTG 14 88120 
GTTCCAGGTA AACTCATAAA TCGCATTGGC ACAAAGGTCG AAACGATATT GGCTTAATGA 148 818 0 
GCTACGGAAA GTTTCCACTG TGCGATTGAA TTCCGATTGA ATCCAACGAT CCGCTAATGA 148824 0 
GAATTCGATC TCGCCTTGGC TTAAATCTAA TTTTTCATTT GTTAAGACGA AACGGCTTGC 14 883 00 
ATTCCATAAT TTGTTACAGA AATTACGGTA GCCCTCTAAA CGTTTCATAT CCCAGTTAAT 148 8360 
GTCACGACCG TTTGAAGCCA ATGCAGCTAA TGTGAAACGC AATGCATCTG TACCGTGAGC 14 88420 
CGCAATACCT TCAGCAAATT CTTTGCGAGT CGCTTTAGCA ATTTTTTCTG CTAATTGCGG 14 8 8480 
CTGCATCATG TTGCCAGTAC GTTTTTCAAG TAAATCTTCA AGGCTAATAC CGTCAATCAT 1488 540 
ATCGATTGGG TCAAGCACGT TACCTTTCGA TTTCGACATT TTTTGACCTT GTTCATCACG 1488600 
GATCAAGCCT GTTACATACA CGGTTTTGAA TGGCACTTGT GGTTTGCCGT TTTCATCTTT 1488660 
TACGAAGTGC ATCGTAAACA TTATCATACG TGCAACCCAG AAGAAGATGA TATCAAAACC 14 88720 
TGTGATTAAC ACATCCGTTG GGTGGAACAT TTTGAGCTCT TTAGTTTGCT CTGGCCAACC 1488780 
TAAGGTAGAG AACGTCCATA AGCCTGATGA GAACCACGTA TCTAACACGT CTTCATCTTG 148 8840 
TTTGAGTTCA ACCGCAGAAT CTAAGTTATA TTTTGACCGC ACTTCTTCTT CGTTACGTGC 1488900 
GACATAAACA TTGCCTTCCG CGTCATACCA CGCTGGAATG CGGTGTCCCC ACCAAAGTTG 14 83960 
GCGAGAAATA CACCAATCTT GAATATCACG CATCCAAGAG AAGTAAAGGT TTTCGTATTG 1489020 
TTTCGGCACG AATTGGATTT CGCCATCTTC CACCGCTTTA ATTGCCACAT CAGCAAGTGG 1489080 
TTTTACGCTT ACATACCATT GGTCAGTTAG CATCGGCTCA ATTGGCACAC CGCCACGGTC 1489140 
GCCATAAGGC ACTTTCAAAT CGTGTGGTTT AATTTCGTCT AATAAACCCA GTGCTTCAAA 1489200 
ATCTGCGACA ATTTTCTTAC GCGCAGcAaA ACGTTCTAAG CCACGGTAAT CCGCAGGAAT 14 89260 
AGTCGCTTCA TAGCCAGCAA GTGGTTTGCC GTCAGTACCG ATAATTTCCG CTTCATCACG 1489320 
AATATTTGCG TTCAGCGTCA ATACATTTAC CATTGGTAAA TTATGACGTT TACCCACTTC 14 89380 
ATAGTCGTTG AAATCGTGTG CTGGGGTGAT TTTCACGACA CCTGTACCGA ATTCACGATC 1489440 
CACATATTCA TCGGCAATAA TCGGAATTTC ACGGTTAGCC AGTGGTAGAA CAACAGTTTT 1489500 
ACCAATTAAA GATTGGTAAC GCTCATCTTC AGGATGTACC GCCACCGCCG TATCGCCCAA 1489560 

-77.888- 

SUBSTITUTE SHEET (RULE 26) 



WO 9633276 PCTAJS96/05320 

CATAGTTTCT GGACGTGTGG TTGCCACCAC TAAATAATCT TTACCATCTG CCGTTTTTGC 14 89620 
ATCGTTTGCT AACGGATAAC GGAAATGCCA AAGGGAGCCT TTGCTTTCTT TATTTTCAAC 14 89680 
TTCTAAATCA GAAATTGCGG TGTGAAGTTT TGGATCCCAG TTTACCAAGC GTTTGCCACG 14 8 974 0 
GTAAATCAAC CCTTCTTCGT GCAAACGAAC AAACACTTCT TTTACTGCAT TCGATAAACC 14 8 9800 
ATCGTCCATC GTGAAACGCT CACGTTCCCA GTCGATTGAG TTCCCTAAAC GGCGCATTTG 14 8 9860 
TTGGCTGATT GTGCCACCTG AATAGGCTTT CCAATCCCAA ATTTTATTGA TGAACGCTTC 14 8 9920 
GCGACCATAA TCGTGGCGAG TTTTGCCTTC TTCAGCCGCA ATTTTACGTT CCACCACCAT 1489980 
TTGGGTCGCA ATACCCGCGT GGTCTGTCCC CGTTTGCCAT AAGGTGTTAT GCCCTTCCAT 14 9 0 040 
ACGGTTAAAA CGGATTAAGG TATCCATTAA GGTTTGTTGG AAAGCATGCC CCATGTGTAG 14 90100 
AGAACCTGTT ACGTTCGGCG GCGGAATTGC AATGCAATAG CTCGGCGCAT TTTCATTTTC 14 90160 
AGACGGTTTA AAATAACCGC TCTCTTCCCA ACGTTGATAA AGGGCTTGTT CTACCGCAGA 14 9022 0 
CGGATTAAAA CGGTCTGCCA TTTCGAATTT TTGTGTCATT TATTTTTTCT CTTTATTATA 14 90280 
AAAGCAGTTA TTTTTTTCTA TCCCTAAACG ATTAACTGCA ATATTATATA TTCCATTATT 14 9034 0 
TTTTT CAT AT CCAATGAAAT GTCTATTTAA TTCTTTAGCT GCTAATAATG TAGTACCACT 14904 00 
ACCAGCAAAA GGATCTAATA CAATTTGTTC TTCTTTTGTT ACTAAATCAA TAAGCAATTT 14 90460 
CATTAGATTA AGTGGTTTTT GAGCAACATG ATAACCTTTA TCCTCAGAAG TTATTCTTAC 14 90520 
TTTTAGTATA TTAGAATGAT TTAAAGCTCC TTGTTGTATA TTCCAATGAG TTAACGAATT 14 90580 
TTCATTCCAA GCTCCAACTT CATGTTTGAT TAAATTATCA GCTAATGTAC TGCCAGTTTT 1490640 
ATATGGTTTT TGAAACCATA AAATAGGCTC AAATAAAGGT CGTAAATTAG CAACTCTCCA 14 90700 
ACCAACCCAT TTATTAGTAT TAGCAATATC ACCTCGACGT TCAAACACAC AAGAAATTCT 1490760 
TTGTGCTCTA TGTGGAGCTT TGTCTTTTTC CCAACTCAAC ATATCTTTGA AAGTAAAACC 149082 0 
ACTATTTTCA AACGCAACAA CAACTCTGTG TGCAAATTGT CTTCCTGnAA AAACAAAGAC 14 9088 0 
TGAACTTCCT GACTTTAATA CTCTAAACCA TTCATTAGAC CAACTTTCAA CCCACTCTTG 14 90 94 0 
ATACTCTTGC GGTCTTTTCT TATCAGCCTC TGACCAACCA TTTAATGGTT TACCTCTTCG 14 9100 0 
TTTAAACAAT GATGTTTTGT GTTGAGCTGA AGATGTTCCT CCTAATGCAC TATTAGTATT 14 91060 
GGAATGCAAT ATATCCCAAT CATCATAATC AATTCCATAA GGAATATCAG AGATAATTGC 14 9112 0 
ATGAATAGAA TTACTATCCA ATTTTTTTAT TTCAnAAATA GAATCAGAAT TATAAATACA 14 9118 0 
GTCTATCATT ACTTTTTATC CCTTTAATAA AACTATCAAT AGTTTCTATT TTTGAAGACA 14 9124 0 
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TATTTATATC TTTCAATAAT GCTTCTATGG CTTCTTCTCT TGTAAAATTT TTTATAATAT 14 913 00 
TTATTTGTTT TTTCCAATAT TCCTTTTCTA TCAAGGATCT TTCTTCAATA AAATTGATCT 14 913 60 
CTTTTTGAAG AAGTTGATTT AAAGTATCTT TATCTATTTT AAATAAATCC ATAAAGTATT 14 9142 0 
TATTAAAATC TCTCATAAAA TTATTTTCAG CATCAGATAC AGATGTTTTT TTACTTTGCT 14 91480 
TTTTGGGAAA GTTCCATAAT TGCTCAAAAG rAAAAATATT AGTTTCCTCT AAATCTAACT 14 91540 
GTAATAATAT AGCTAAATGT TCCCAACTAA ATAACAAAAC ATTTTCATCT AACGATTGCT 14 91600 
TAAAAATTTG ACTTTTAGTT GTAGGATATT GAAAAAATGG TGCTGTTAAT ACTGCATAAT 1491660 
CCTTATCTTC TCGCCATTCA CTTAACGCTT TTACTTTAAA ATCTTTTTGA TTTTTAGCAG 1491720 
TACGACTAAG TCGAAAAGAT TTAGCATCAG CAACTAAGCC GTAATTAAAT TCTTTAGAGA 1491780 
GTGCTATCAC ATCTCCAGCA TTACCTCTCT GTTCTAATGG TTTTGAGTTC AGATTAAGTA 1491840 
ATTGAAAAGC TTTAGCTAAT ACAATATCTC CTGCTTTTGA GAATAATTTC TCTTGTGTAG 1491900 
AACTTGGTTT TATTGCCTCA GGAAGTATTC CAATAGATCT AACCAATTCA ATAACCTCAT 1491960 
TTCTATTCAA TTTATAAATA AATGAGATTA AACTATTAGT tGCCTGTTTA AATTCTTGAT 1492020 
TAGTTAAATT TTCTATCAGT GATAATAATT TCTCTAACGC ACTTTTCTTC ATTAAAATAC 1492080 
TCCTTTAAGC TAAATTGAAT TACCCAAAAG ATAATCTCAT TCGGATAAAT CCCCCGAATC 14 9214 0 
ACTTCTTTCA ACTCATCCAA CCCCATATTC TCCTGCTTCG CATGTGGTTG TGTCAGTTCA 1492200 
TCAAGGGTAA TCGGCGACAC ACTTAACACT TCAATGTTGC AGAAATATTG ATTATCTTCA 14 9226 0 
AACCGCCCCA CACGTAAAAT ATCGCCTGCT TTAAAATGGC TTTCGGAGTC ATCCCGAATG 1492320 
CTAATCGTTT TATGCCCAGC GAGAATATCG GCTTCAAAAC GTTGGTAAAA AGTGATGTCA 1492380 
TTTGGTTGCA TTTTGATCCT TAAAGAGCGG TTAGGTTTTA GAAAGTTTTT ACAAATCCTA 149244 0 
GATTTATCAA TTGATTTAAT ACTTTTTTAC ACCAGCTTGG TAAAAATTCA CTAAATTGAG 1492500 
TAATGCAGTT ATCTTTTAGT TGAAAAATCA ATTCAAGCGC AATGCCAGAG TTATCATAAA 14 92560 
TAAAAATTTC ATCACAATAT GACAAAACAA GAAATAAATT ATCTAAACTT ATTTAATAAC 149262 0 
GATATTTTAC AATATCTTCA GCAATAAAAT GACCACCACT TTTTACTCTn GCCTTAATCC 14 92680 
GTGCAAGATT TATTTCAACG CGATTAATAC CAATATAATT TAAATGTACA TAAAAGCCAT 149274 0 
TTTCTTTCGC CGTTTTCATT CTTTGAATAA TTGAATTACC TGAAAGTGTC GATTCCATAG 14 92800 
GAAAACCAAT ATGTTGCTTA ATAGCAAAAT GAAATAGCCC TATCGCTTTT CTGCCTGCAT 1492860 
CAATATCAGC AAGTCTTGGA TTTTGAGGAT TAATCTGCAT TGCAATATGA TCAGAATCAA 14 9292 0 
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TCACAATTTG CACAGCATCT TGGTTAAAAG AACGTAAAGT ACTTTTTCCC GAACCATTTG 14 92 98 0 
TTCCACAATA AAAAATCGCT TTATTTTGCA TAACCCACAA TTTTTTCCGA ACCATCTGGA 14 93 04 0 
TAATGCTCGA CTATCTTGCC ATCAGTTTTT TGAAAGATAA CCACCTCGTG ATTCATTTTC 14 9310 0 
TCTTTCATCC AAACTGAAAA TAACGCTTTA AGTTGTTTCT GTTGTTGAAT AATTTTCTCA 14 9316 0 
CGnTCAGTCA TCAATTATCC TCTTTAATTA ATTCAAAACC TACTGCTCAA TACTCAAAAT 14 93 220 
TGAAAGCGTT GATAAAAGGT AATATCGnTC ATTTATTAAC CCACGTTTTC AGTAGAAAGA 14 932 80 
TTCCAACCTT GCAGACGTAA TTGTTTATAA CGTTCTCGAG CTTGTGTTTT TAACGCATCA 14 9334 0 
TCTTTCGGCA CAAAATCAAT AATTTGGGTA AAACTATGGC TAAAATCTGG GATTTCTTGT 14 934 0 0 
TGCAAATTGA TTAACAAATC GCGGCGTTGT AAATTTCGTT TTCCAAGCCA TGAAATCTCA 1493460 
ATCGGTGTGG GATATTGTGT TGCCTCACCC GATAAATTAT GTGGAAmAAA TTCATTAGGA 14 93 52 0 
TCTCGTTGCC ACAAACGCTC GTCAATCTCT AGCGCTTGAG CCTCACTTTC GCAACTAATT 1493 580 
AGTACTTTTT TCCCTGAACG CCATATTGAA GCAGCAAGAT TACAGGCTAT TTCTTCGACA 1493640 
GTTAAAGTAC AATTTTCCGT AAGAATATAA AATTGCGCAG TTTTTGCCAT TTTAGCCCCG 14 93700 
TTATTTTCTC AATCTTACCC TATAAAAAGG GTAAAATTTT AACGAAAAAA CCCTAAAAAA 1493760 
TAAATAATTA AATATGCATT ATTACAAATG TCTGAAAATC CACCGCGCTT TTATGATCTA 14 93820 
TGTCACAAAA CTGATTTTTA ACGTTTTTGT TnCGTTCCAC TCATAACTCG GAAGTGTTAA 14 93 88 0 
AAT CACTTGC GTTTTAATTT TCATTCAATT CATAGGAGTA CAGAATGGCA TTTCGTATTG 14 93940 
AAAAAGACAC AATGGGTGAn GTTCAAGTTC TAGCAGATAA ATACTGGGCT GCACAAACTG 14 94 000 
AACGTTCACG CAATAACTTT AAAATTGGCC CAGCCGCATC AATGC CACAT GAAATTATCG 14 94 06 0 
AAGCTTTTGG CTATTTGAAA AAAGCAGCCG CATTTGCTAA TCATGATTTG GGTGTATTAC 14 94120 
CTCTTGAAAA ACGTGATTTA ATTGCTCTGG CTTGTGACGA AATTTTAGCA AATAAATTAG 14 94180 
ATGATCAATT CCCACTTGTT ATTTGGCAAA CTGGTTCTGG TACACAATCT AATATGAATG 1494240 
TGAACGAAGT AGTTGCCAAT CGTGCTCATG TGTTAAACGG TGGAAAATTA GGTGAAAAAT 14 94300 
CTATTATTCA CCCAAATGAT GATGTGAACA AATCACAATC TTCAAATGAT ACTTTCCCAA 1494360 
CGG CAATGC A CATTGCGGCA TATAAAAAAG TAGTTGAGCA CACCATTCCT TGTGTTGAAC 14 9442 0 
GTTTACAAAA AACTTTTGCG GCAAAATCTG AAGCCTTCAA AAACGTGGTA AAAATTGGCC 1494480 
GCACTCACTT AATGGATGCA ACGCCACTCA CATTAGGTCA AGAATTTTCG GCTTATGCAG 1494540 
CTCAATTAGA TTTCGGCTTA AAAGCATTAA AAAATACCCT CCCACATTTA AGCCAATTAG 1494600 
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CATTGGGTGG AACTG CGGTT GGCACAGGTT TGAACACGCC GAAAGnTAAT GATTTGAAAG 1494660 
TGGCAGATTA CATTGCAAAA TTCACCGCAC TTCCGTTTGT CACAGCAGAT AATAAATTTG 1494 720 
AnGCATTAGC CGCTCATGAT GCGATTGTTG AAACTCACGG TGCATTACGT CAATTAGCAA 1494780 
TGAGTTTATT TAAAATTGCG AACGATATTC GTCTATTAGC ATCTGGCCCT CGTTCGGGAA 1494840 
TTGGCGAAAT TTTAATTCCT GAAAATGAAC CAGGTTCTTC AATTATGCCA GGTAAAGTAA 1494900 
ACCCAACTCA ATGCGAAssG ATGACAATGG TCTGTGCACA AGTATTTGGT AACGACACCA 1494960 
CCATCGCATT TGTGGGTTCA CAAGGTCACT TCCAATTAAA TGTGTTCAAC CCTGTGATGA 1495020 
TTGCAAACTT CTTACAATCT GCTCAATTAT TGGGCGATGC TTGCGTATCT TTCGATGAAC 1495080 
ACTGTGCAGT GGGTATTGAG CCAAACTATC CACGCATTAA ACAACAACTT GAAAATTCAT 1495140 
TGATGTTGGT GACCGCACTT AATACGCATA TCGGTTATGA AAATGCAGCT AAAATTGCAA 1495200 
AAACCGCACA TAAAAATGGC ACCACATTAC GTGAAGAAGC GATTAATTTA GGTTTAGTGT 1495260 
CTGCCGAAGA TTTTGATAAA TGGGTTCGCC CAGAAGATAT GGTGGGTAGC TTAAAATAAT 14 95320 
TCATCGCACA AATTAACATT ACAACGATCA AAGG CGAGTA AAATTACTCG CCTTTTTACT 14 95380 
GATTTCTAAT TTGCTTTTTG ATGCGGTTTG TTATAATCAA CAAAATTTTA TTCACGGCTA 1495440 
TTTATTATGA AAATGAAATC CCTTTTTGTG GCAATGATAA CGTTTTTTTC TGCCGCACCT 1495500 
TTTGCTCATT GGCAACCCAT CGGAAATGCC GAATACACTT GGGGGCCGTT CCATGTTTAT 1495560 
ACCATTGGTT TGTTTTCTGA AACTGGCACT TATCAAGAAA ATGAACGTCC ATTAATGCTC 1495620 
TCTTTCAAAT ATGAAAAACC CATTGAAGGA AAAAATTTTG CGATTACGCT CATTAAAGAA 1495680 
ATCGAAACCT TAAAACTTAA TGATGGCGAT ACTCAAAGCT GGCTTAAAGA AATGCAAGCG 149574 0 
ACCTTTCCTG ATTTCTCACC AAACGATATT TTGAACTATA TTGCCTTACC CGATAGAGGC 1495800 
TACTTCGTCT TAAATGATAC AGTTTTAGAA CACGATTTTG ATGCTAAATT TAATCAAGCA 1495860 
TTTATCGGCA TTTGGCTTGC ACCGAATAGT ACTTTTGTAA AACTTCAGCC ACAATTATTA 149592 0 
GGCAAAACGA AAAGCAATCA TGAAGCGACA GAGTTTTATC TCAAACCTGA AATTGAATCC 1495980 
TTTGATGAAC AAGATTCTAC ACCTGAATTA CCGCCAAATT ATTTATTAGA TAGTCAGAAA 14 9604 0 
AAATCTCAAG GATAAATTCA GTTTTTTATA TTTTGCACCA TAAAAAATAC CTGTTTCCGA 14 96100 
ATAAATTATT ATCAAGGAAA CAGGTATTTA TTATTTGAAC ATTCTCTATC TGACTAAAAT 1496160 
TTTTCCCAAA CTGGGATAAC GCTATCAACT AAATCTAAAT TTTTTCCTAA CTCAATCCAG 149622 0 
CCACAAGGGA AATGAAAATC GGAGCCAACG GATCCCTGCA GATCAAATTC TTTTGCCCAA 14 96280 
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CGAGCAAGCA TTTGACGCTG ATCTTTTGTT TGACCACAAT CCGCCATTTC CATTC CATC A 14 96340 
CCGCCCCAAG CCTTAAAATC GACTATCAGC TTACGCACCC ATTTCCCCGT CATGTTATAA 14 96400 
CGTAATGGAT GCGCAATAAT AGCTATAC CA CCTGCGGCAT GGATTGTCTC AATCGCTGTG 14 9646 0 
GGAATATCAG CCCATTCAGC TTTAACAAAT GCCGATTTTC CTTGCCCTAA ATAGCGTTTA 14 9652 0 
AAGGCCTGAC CATCATTAGA TACCTTACCA ATCTGCACCA AATAACGTGC ATAATGAGCA 14 96 580 
CGCGTCACTT CGCCATCGGC TAAGGCTTTT GCTCCGTCAT AAGCATTAGG AATCCCTGCT 14 96640 
TTTTCTAATT TATCGCCAAT TTCCACCGCT CTTTTTTCCC GTAATGCTTT TTGACTTTGC 1496700 
AAAAGTGCGG TCATTTTTGG ATGAGTTTTA TCGAAGTTTA ATCCTACAAT ATGGATCCCT 14 96760 
CGCCCTTCCC AATTTGTCGA AATTTCTACT CCAGTAATCA ATTCAATGCC TACTTCTTTC 14 9682 0 
GCTGCAATCT CAGCTTCATC AATGCCCGCA ATCGTATCGT GATCGCATAA TGCCAGCACG 1496880 
TTCACGCCTT GCGCATAAGC ACGATGCACT AATTCGGTTG GACTCAACAC TCCATCTGAT 149694 0 
GCGGTACTAT GACAATGTAA GTCGTATTTT TTTGTCATTA TTTAATATTT TTTACTAATT 1497000 
CTTTTACTAA TTTTGGACCG TGATAAATCA ATCCTGAATA AACTTGCAAC AACTCTGCAC 1497060 
CAGCCTCAAT TTTCTCTTGT GCATTTTGCA ACCCATCAAT GCCACCGCTA CCAATAATGG 14 97120 
GAATCTGACC TTTCAGTTCT TGATGTAATC GCTTAATAAT CTCCGTGCTT TTATGCTG C A 14 97180 
ACGGCTTTCC ACTTAATCCG CCTTGCTGTT CGGCATTTTT CATCCCCGTA ACCGTATCAC 14 97240 
GAGAAATTGT AGTATTCGTT GCAATAACGC CATCCATTTT ATGACGAACC AATGTATCCG 1497300 
CAATTTGCAC TAATTCACTT TCCGTTAAAT CTGGTGCAAT TTTTACCGCA ATCGGCACAT 14 97360 
ATTTATTGTA TTGGTTTGCC AAAATAGCCT GACGATCCTT AATGCTTCGC AATAAATCAT 14 97420 
CGAAATAATC ACCATATTGT AATTGACGCA AATCTGGTGT ATTGGGAGAT GAAATATTCA 1497480 
CCGTAATATA ACCTGCGTAG TTATAGGCTT TGTTCAAACA GAAAATATAA TCATCTTTGC 1497540 
CTTGTTCCAA AGATGTAAAT TT ATT CTT AC CAATATTGAT GCCTATCACA CCTTTATAAC 14 97600 
GGGCGTTTTT CACATTTTCT ATAAGATAGT CAATACCATT ATTATTAAAA CCATTACGGT 14 9766 0 
TAATAATGCC TTCAGCTTCA ATCAAACGAA ACTGACGTGG CTTTG CATTC CCATCTTGTG 14 97720 
CAACGGGCGT GACAGTTCCC AGTTCTAAAA AACCAAAACC CAATGCACCA AAGCCGTCAA 14 9778 0 
TCGCATCGCC ATTTTTATCC GCTCCTGCCG CCAATCCAAT GGGATTAGGG AAATTCACAC 14 97 84 0 
CCATTACCGT TTTCGGAAAG CCTTTGGGAG CATGAATAAG AGATTTTAAG ATCGGTTGAA 14 97 900 
ATAAAGGATT ACCAGCTAAT TTCAAGCATT GAATCGTGAA ATTATGAGCC TTTTCAGCAT 1497960 
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CCATTTGGAA AATGCCGTGA CGGAATAATT GATACATACT CGTTTATCTC TCGGGATAGT 14 9802 0 
TTACTGTAAG AAAGTGCGGT CAATTTTCAC CGCACTTTAA AGGTAAGGTT GGTCGTATTC 14 9808 0 
TACGAGGAAC AAAAATGATG TGCAAATAAT AAAGAAATAA TTAATGGAAA ATATTGTAAA 14 9814 0 
ATTAAGCTCT ACACGATCAT TAATACATTT TAATTATGTA TAAAAAACGG CTAGTTTTAT 14 98200 
TTTTATGGTG CCTAGGGTCT TTCTCTTTAT GTTGGGAATT GCCATTGTTC AATCTCCTGT 14 98260 
TCAAGTGCGG TTAATTCTTC GGGGGGGTTA AATGTCAGTA AGCGGTCTTC AAATGCTTGA 14 98320 
CGTTGCCCGA TAATGATGCC AATCACGACG GCAAACTGAG CGGATTTTTC AATCACTTTT 14 9B38 0 
TCTAC CAATA TTTCAAACGG CACACCACGA TTTCGGGCAA TTTGTGTGAG CATTGAGGTT 14 98440 
TCTGTTGAAT TATCCGCCTG CCACGCTAAC GCTTCTTTCT CTTGGCGGTA AAAACTTTCA 14 98500 
ATTTCCGTTT GTGGATAGCC TGCCAGCAAT CCATTTTTAG GTAGATTTTT TGGCGTTTGT 14 9856 0 
AGGTTAAATC GCCGTTAGCG TGCATACGAA GTGTGCCAAT CTCTTGGTTG CTTAATTTAT 14 98620 
ATTCGAACCA ACAATCGCCA TTGTTTGCCC CGATATTTAA ATAGTCTCCG CGTGAAGCAT 1498680 
AATGCGGGCT GTCTGAAATA CGGATATTTC TTTTTGCCAC AATACGATTT TCAAAGGTTT 14 98740 
TCTCGCCATT AATGCTTTCG TTACCATTTA AACCAACCTT TCCATCTGCG GTAGTTTTGG 14 988 00 
CTTCTACTGC TTTGTCATAG GCGGTTTTCA CGGCTTTTGA TGTTGCAGCT TCGGTTTCGC 14 98860 
TGTCGCTGTT AGTGGCTGAG CTTAGTTGCA CGATCCCATA TTGTTGTAAC GTTGCCCGTG 14 98 92 0 
CAATTTCATT TAAGGCAAAT TCCCCATCCA CGCAATAAGT CAGGGAAATT ATCAACTTCG 14 98 980 
CCTCGTTTTG CAGATGATGC AAAAATGCTT TCATCTGGCG TATTTACTAA TGCCATATAT 14 99040 
GACCTCTTAT GTTAAGTTGA AAAGATATTG CACACCTGCT TGGCGTGGCA ATATATCTAA 14 99100 
ATGATTGATT GCGAATTTCT TAAAATCAGA TGTGCTCGCA CTTGGAACAG AGATAGAGAC 1499160 
GGTCATATCG TAGTTATCGA CAATGTGACA ACCTTCTCCG AAAATAAATA GGCATGCCTC 14 9922 0 
AATTAAGTTT GGTAGCGTGC CTATTTGGTA GTTTTTAAGG ATTCTGCATT TAATCAGGAA 14 99280 
CCGATAATCA TCATCGGATA ATCTGACGGA ATCAGACAGC GAGTCTCGTT TACGATACCA 14 9934 0 
TTCACACCGC CTAGTCTTTT TTGGCTAAAT CCCAGTGCAT TGGGCGAATT GCGGAAACCA 14 994 00 
AAAAATTTAC GTAATTGATA GCCATTAATA ACCCGAAATT GCCCGACGTG TACCTACTTC 14 99460 
GCCTGCACGA GCAGGCGCTT GTtCGTAAGC ATAACTCATT TCATTATTCT CCTAACTGTT 14 9952 0 
GTAAGTTTTG TTGAAATCTA TTTTTGGTGC AGCTTTAGGC TCCGCATCAC CAAGCAAAAT 14 9958 0 
ATTACCGAGT GATTTACGTT CATCCGCTAA TTTCGCCACA ACCACTTTTG CTGTTTGATA 1499640 
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TGCACCCGAA ATTTCCTCAT CGGATAATTT GGCTGCCTCA TCTTTAGTAA AAATGCCCTG 14 9 9700 
CGCAACTACC GCACTTTCTT GGATTTCACG CACAGTCGCG TTATCCGCAA AATTGACTTC 14 99760 
TTTAAATGCA GTTTTAG CAT CAGCCAACAC GGCAGCTTGT TTTACTTCTG CGTCACGTTT 14 9982 0 
TGCTTGTGCA TCTTTTAGCT GTTGAATTTC TTCATCTTTA GCTTTAAGGC TTTTTTCAAG 14 99880 
CTCTTCTTTT TCCACGTCAT CTTCCTTTTT ATTTTCAGGT TCAGATTTTT TTTCTTTTGG 14 99940 
TTTGGTTGGT TGTTCGCCTT TTGGCTCTTT ACCTTCTTCA CTACCAGACT TTTCTTCGTC 15 00000 
CTCAATTTGT TTTTTCTGTT CGTCCGACAA CTTGATGCCG AACGCACCTA AAAACGCATC 150006 0 
GAGAATTTTT GCGGTTTTCC CCATAATGGT TTTATCCTCA TCGGCAAGTT TTACACTTCC 15 00120 
ACCGCAGCGA CCCTTTGCCA CAATCGCTAC GTGGTTGCCG ATCATCGGCG ACATCTCAAA 15 00180 
ATCTGCATCT TGTACCGTGG ATGGCTTAAT ATCGCAGTCA TATCCGCAAG ATAATTGTTC 150024 0 
CACACCGTGC TCCTGTACGG TTTTAATGGC TTGTTCATCA TAAATCCAAG CCTCGGCTGT 1500300 
GAGTTCATCG CCCACTCGCT TAACATTACG CACGACACCG ACAGAAAGCT GTTTCCAGTT 1500360 
TTTCGCATTC ACCCCATCTT TAAGATGACC AACGGTTAAT GTTGCATTTT CAAAACTCTT 1500420 
AATCGTTTCA TCGCTAAACA AAGATTTCTC GGTGCGAGCA ACTTTTTTAA TACCGTCTTC 1500480 
TTTTAGCCCA AGTTCTGTAG CGAGGTAATC AAATACCCCA ACTTTAGAAA TGGTTGCGGG 1500540 
CACAACTAAA AAACCATCTT TAGTGATGGT TCTTTGTGTG TCTGCTTGAG TAGTTTTGTC 1500600 
TGTAAATTTC ATTTATTTAC CCCAATAAAA AACCCGACCA TTTCTGATCG GGTTATTTGT 1500660 
TTTTTTGCAA TATCACGCCA ACATTTGGCT AATTATTGTT TGTGCTACTT GTTTTATCGC 1500720 
ATCAAGTGAT AAATCAAGGC TTTTGCTTTT TATCGTAGTT TTTAAGCTAT TCCAGACAGT 1500 780 
ATCGTTGCGG ATTTTGTCTA AGAGTTCATG ACCTTGCCAA GTCAGCAACC GAGCGATAAG 150084 0 
ACTCATCTCA TTTAGAGAAG AATAATCTAT CGCTTCAATC AGCCCTGCAC TTTGCAATAA 1500900 
CTTAAAATGA TAAGATACAG TTTCTGAATC GAAACCAGTA AATCCATCAG GTAATAAACT 1500960 
CCCTCTAGCC TCTGACTGAC TTTCCAATTT AAGCAATATA GAGCGAATTA AATCCCAATT 150102 0 
ACGTTTCATT CTTTGTTATC TCTTGGCCAA AGCATATCCA CAATCTCATC ATAAGATGAT 150108 0 
GTTTAGGCTG TTTAACATTT GAACTAATAG TGGTAAAATA AGCTAAACCG TAGATTGAGC 150114 0 
TTGGGAACGT TTTGGACGTA TGCGGATGCG AGTTAATAAA CTAGGAATTA CGCACCAAAC 15 0120 0 
TATTCTGCGG TTATTTTTTT GATTTCCGCC TATAAACAAC CCAATCGAAA TGATTGGGTT 150126 0 
GTTTGAATGG CTGAATTTAA TIT AG AG CCA TCATTTGATG GTAAGCATTA CGCTTGCTTT 15 0132 0 
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CTCGCAAGGA TTGTATTTCT GACTTCGTCA GGTGTCTTAC GTGAATTAAT GATGAATCTT 1501380 
GCTTCCCATT CTGTAAACCG CGAGAAGTCG TAGCCAAATT CTTTTTTCCA CCAACTTTCA 1501440 
AGTTCGCCAT ATTTACTCCG TAATTCTGCT AATGTGTGTT TAGATAGC CT TAATTGTACA 1501500 
GAATATTGTT TGCCGGTTAA AGCATAAGAT GCAATAACTT TTCCTTTATT ATATAGCCTT 1501560 
TTAGACTAGC CAATGTACCG CCTTGTGTTT GTGTGTCATC TAAAATAATA GCATATTTAT 1501620 
CTTTTGGAAC TATGCCATCA AAAGCTGGAG AATAAACCAA TCGATGCCAT CCATCTCCCC 1501680 
C AG TTCT AG A TACTTTTGTT GCTTGAACAA TTGATAAATC AACAGGAATA TGGAGTTTTT 1501740 
TAGATAATAC AGTAGCAATA GCTACAGGAA TCATATTTTG ACCAACGGCT TCTTCTGCAT 1501800 
GAACAGGAAT TAGAATTGCA TTTTTATTGC CAACCAATTG CTTCAATTTA TTTACCGCAT 1501860 
CATCTGTAAC TAAATCTTTA GGAAGTTGAT AAGCATCTTC AATACTACCC TTTTTAGCAT 1501920 
TTTCATATAG CGGATGTGAT GTTGCATCTC CTAATTTCCT ATCAATGATA GTATCAGGGA 1501980 
AATCATCAGA CCATTCTGAG CGCATTTGTT GTTTTTCCTG TTGGCTAACT ATTGGGCTAT 1502040 
TTTTCACTAT CTGCTCGTTA TTATCAAGCA CTGGAATCTG AACACACCGA CAATTAAAAT 1502100 
CATGACCAGG ATGATCAGTA TCAGCAGGCG GATTGGCATA TTCAAATATC TGCCCATCTT 1502160 
TTTCCGCATG GCTTTCGCGT ACACGCTCAT CAAGCGATGC TGACCACATA TATTTTTTTA 1502220 
TGCCAACCTC TTCATGTCTC GCTTGCGTTA AGGCGGCATT TAATTTTGAG GACTGGTCTC 1502280 
GCGCAATAAA CATTGCTCGT TTTTCGGTTG TTTTACCCAA GTCTTTTATT TGTGCTGCAA 1502340 
GGTCTTTATT TAAAGAACCT CGAACCATTG CTTGCATGAC GGCATTTTGC ACTTTATCAA 1502400 
GATATTGTGA GCGAATAGAC TTAATTAACT GGATATTACC AGCGGTCAAT GCATTCACTT 1502460 
TCTCAGTAAT ATTTGGACTA TTGCGTAAAT AGGCGGATAA ATCGATGCCA GTTTGATTTT 1502520 
TTAGATTGGT TGATACTTCA GCATGGTTTT GCGCATCACC ACGACTAACA AAGCCATTGG 1502580 
CGATATTTTC GGCCTGTGAA GTGCGGTCTG ATTTTTCGTA CTTTTCTAAT ACTTTCATCA 1502640 
GTGCTTTCGC ACTAATCGCT TGAAATCCTT TTGCATCATC CATAAAAAAA GAGCCTTGCG 1502700 
GTTGTTGCAG GGCTCTTTCT ACATCATTGG TCATCATTTT GACGAACTGC TTAAGCTGTT 1502760 
GTCTATACCA AAGCTCCGTT CTCTTACTCA TCTTCACTGG CTTGAACTTG CGTGCTCTCG 1502820 
CCTTCTGGTT CTTCAAAATT TCTGGCAAGT TCATTAGCAT TTTTCATTTC CTCAATGTCA 1502880 
TCAGCAGAGA TATTGGCAAA TAAACCACTT TCTCGGAGTT CGTTTGCTAC TTGATATTCA 1502940 
TTTACTACGC CATTTTGAAT TAACGTATTT GCCGCTGTAG CAAAGGTATT AAGCATATTG 1503000 
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ACTTGTTGTT CTTGTTTAAC CACCGTCAAT GGTAAAAACT CAAACCACCA GTCATCAGGT 150306 0 
TGCCCACCAA ATAATTCATT GCATAGCAGT GTATCAAGCA CnTCAAGCAC AGGACGCAAT 1503120 
CTTGTTTCTT GCAATCGATG AATGGATTCG TGGTAGTTTT GAATATCCTC ATCTCCACTT 1503180 
GCCAATCCCG AAACAGATTG CCCAAACAAA ATGGTGACTG GCATATCTGC CGCACCTGCC 1503240 
ACCGCATTGC GAAACTCTGT CAATAAATCT TTTAACCCAC CAAAAGATAA TTCTTTTCGG 15 03300 
TCGTACTCAT TTTCCGCATC AAGCAACAGA CTATTGGTTG CTGATTTAAT CGACTGCACC 150336 0 
GCTGAAATAA CGTGAGCCAC ATCATTTTCT AAGCCAGCTG AAATCTTGTC AGATAACCCT 1503420 
GCAATTTTGA AAATATCGAT TTTACTTTCA AAAATAAGGT CGCCGACATT CGCTGAGGCA 1503480 
CTATCAAAGC GTTTAAGTAC ATCAATAATC TTTTCAAGGT CTGATACACC CCAAATATCG 1503540 
TTATCAGATA ATGGCGCATC ATTGGCATTG ATGATTAATA AGCGTGAATG ATGCACTGAA 15 036 00 
ACAGATTGTG TGCCGCCAGT AATGGTATAT TCACTGTATC GACCAAAGTT TGGCGAAAAT 15 0366 0 
ACATCGTCAT CTCGTTGTCC TGTCGGTGAG ATTTTCCATT TAGGTAAGAT AATTAATCGT 1503720 
TTTAATCGTT CTGTAGGCTG CAATGGCGAA GTGATGTTAA TTGTGTCAGT GACAACCAAT 150378 0 
AAACCCACCG CCCCATACAA ACTAGACCAT TGCAACGCTT TAGTTAATGT CTCACGCAGT 1503840 
TTTAATCTAC GTTCAAGCTT AGTGAACTCG TCTAGCTGTT CAGATTTCAA GTCATTCGAG 1503900 
AAAATATCAC GCCAATTACG CACCATATCT TCCGAACGTT TAATACAAAC CTTATTTGCA 1503960 
ATC CAGTTAT CACGCCATAA TGCTTCGATT TGCATTAAGT CATCGGTTAA ACTAAGCCCA 1504020 
CGAGCATAAT ATGTCTGGTC TTGTTTGCTA CCTAACTTTA GCGCAAGTGA TTTGATGCCA 1504 080 
TCTAAAATAT TCATCTTATA AATCCAGTAG TGATTTAGGT TTTGTCGGGG CGTAGCACAT 1504140 
AACTAAAGCA TCCGCCATAT TTGGAGAAGG TATGCCACGT TTTTTCATAT CCTTTTTGCT 1504200 
TTCAACCTTT ACCCGCCCGT TATTGTCATA ATCAACACGA GGACGTGATA ATTCTGCTTT 1504260 
CAAATACTCA AGCTCTTTGA TTTTGCTCGA TAGGCTTATC AGTTCATCGT CAGGATAAAC 1504320 
ATCCCCATAC TTTACTGCTC GATAGGTTTT ATAGAATCTA TCTCTCAACG CCCACCAAGA 1504380 
TTGGGCTTTA ATGTTCGAAA ACATATCTTG ATTCTTTTTT C CTTTG AT AT ATTCACGCTC 15 0444 0 
GGGATAAGCA ACTGCACCAC CAGCATTAAA TCCTTCCACT TGTAAAGATT TTGGCAAGCG 1504500 
TTTAAAGTGA GCTTTTACTC CCGCCCCCAC GCCAATACTA TCGAATATAA TCAAATCAGC 1504 56 0 
TTTAAATTTG ACCGCACTTT GATTTGTTCG GTTGGCGGAA TCAATCACAT CGCCATTTTT 150462 0 
CCAAACTTCA ATGTCAAGCA CCACAGAACC GTGAACAAAT GCATTAGCGT TACTATCCGC 15046 80 
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ACCCTCATCA GCCACATCAA AGCCAACTTT CTTCATTCCT TTAGCGGTAA AACCGAGCTT 1504740 
GAGATGCGCA TCTACCGCAT ATTCAATCCA TACAGGCTTA ATAATCGCCA AATCACTGTC 1504800 
TGCAACAGGC TCGCCCTCAT AAACGTGACG ATAAAGCTCG TAATCACGCT CACGCATCTG 1504860 
CTCCATATCT TC CATTAATT CTTTCGGAAA ATATGGGTTG TCTTGCCAAT TCACTAAGAC 1504920 
CGATTTACAC CGCTCAGGCG GATGAATCAC AAAACGTTGA TAGGTGTCAT CAAGAATATT 1504980 
CTTCGGGTTA AAGCTCACAA TAATCTGCGA ACCGTCTTCA CGAATGGTTG GAATCAATAT 1505040 
ATCCCAACTT TCTTTTGAAA CATTCTCGCC TTCTTCTACC CAAACTACAT CAATGCCTGT 1505100 
CATCGACTTA ATCGAAGTAA TGTTAGTTTT CAGCCCCGCA AACGTGAAGC GTGAACCGTT 150516 0 
TTGCCCGATA ATTTGCGTTT TCTGAACATC AAAAAAGGCT TGCAAGCTAA GCATTTCAAT 150522 0 
CTGATCTGCC AACATCTGAA TCACAGAATC AGAAATCGAT TTCTGAATTT CACGGaACAC 1505280 
AAAACTCGAA CAGGCGATTG ATAGGCTCGC AATACTAATG CTCTAGCGAT ACTAAAACTT 1505340 
TTACCTGAAC CTCGCCCACC GTAGAAAATA ATAAACCGCC AAATAGATTC AAAGAGCGGT 15054 0 0 
TTGAATTTTG TCGGAAATTG AATATTAAGC TGGCTCATCG CTAAATGTCA CATTAATCAC 1505460 
AGTAGGTAAG GGCTTGCCAT CAGTTGTTAC ATCAACTTTA TTGGTAAACA TCCCTAAATG 1505520 
CTTCCCAAGC AATTCAAGGG CTTTATTTGC ACCTGTCGGT TCAAAAACGA AACATTCGGT 1505580 
ATTAACGCTT TGTGCCGTTC CTTCTTGAGC ATTTTTTACC ACAGTGGTAA TAGTAAGTGG 1505640 
CTTTCTTCCC ATACAAATAT CACGATACTC TTGCAAGTCC GCAATGATAT TATCTAGGGT 1505700 
AAGATTATGG CGTTGTTGAT GGGCTTGTCT TAGTTCTTCA ACCCTTACCG TAATCTTACC 1505760 
GTTCTTATTA AGTAACTCAC TTGCCTTAAC ATTGATAACT TCAGTTGTCA TTTTTGAGCA 150582 0 
ATCATAACTC TGCCGATATG CTTCACTGGC ATTCCCCAGC TCAATATAAA GCTGGCAAAA 1505880 
TTTTTCTTGT TTAGGTGTTA ATCCACGACC AGACGTAGAT TTTCCTTTCA CGTCTGACAT 1505940 
AGGAAATCCT TACTTAATAG GCAGTTCAAT CTGCATCTTA TCTTCAAAAA GTTTTAAAGT 1506 000 
TGCTTCTAGC ACAGGCTTAT CGCCCTTCCA TTCCCTCAAC CCTTTACCAC ATAAACTCGC 1506060 
AAATGCTTTC TTCGCTTTAT GCTCAATGCA CAATTCGTTA TATTTATGCA TCAAGCTATA 1506120 
ACCTTCTTGC TGTAATTTCT CACGCATAAA ATCAAAGGCT TTAATAAACT CTACTTTGAA 1506180 
TTTCATTGCT TTTTGGGTTC TATATCCCAT TACCAAAAGC AAAAATCCAT TTTTAGTCAT 150624 0 
TTGATACATG GGTTGTTTTC TGCCCCATTC ATCGAAATAT GAGGTCTCCT CAAAATTGAG 1506300 
GAG AG C AAAC TCACCGCAAT CTTGTTCAAT AACTAATGCT TTGATATCAC GGATGATGTT 150636 0 
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ATCGTGACGT TTACCAAACA CCGTGGCAAT ATGCCGAGAA TTTGTCACAA TACGTTGCTT 150642 0 
GTCATTTACC TTTAAGAATT GTTCAAAGTT TTCAATTGTT TGTAGGTTCA TTTTGGACTT 15064 80 
CCATTAAATT TTAGATAATA AAAAACCCGA CCATTTCTGA TCGGGTTATT TAGTCCTAAC 1506540 
AAAACT AC CT AGAAGGCTTG GTTTCTACCA ATTTAAAGAT GTTAGACATT AGTCGTGGTT 1506600 
ATTTACCGCC TTTTGCTTGA TTAATCCACT TATTAAGATG ATCTACTTGG CTTGCGCACT 150666 0 
TATCTCGCTC TGCGGTTACC TTAACTAACT GTATGACTAC ATCGCCGTAT GTTTCCCCAG 1506720 
TAAATGCTGT TTTGACACAA GGTGCAGTAT AGGCTTGAGG CGGATAAATA TATTCTGGTT 1506780 
TAGTCGTGAT TTTATTCGTG CAAGCGGTCA AGAACAGACT GAGGCAAACG AGTGTGAGCA 15 06 84 0 
CAAGGTTGAG TCTTAATGAT TGTTTTAACT GATTCAGCAT TTTCTGTTGC TATCCTTTCT 1506900 
ATTTCATCAT TACGCTCTTG TTGTAACGCA AGACTTAATG ATTTGTTAGT ATCTTCTTGT 1506960 
TGCTTTGTCG TTATTTCCAA CTCATCTATA ACGCTAGATT GGTAACGCAA TGCACCAAAC 15 07020 
AAAACCACGA CAACACCCAC TAACGCTATG TAAATGTACT TAGTCATTAT CCGTTACCAT 1507080 
TAATGCTCGA TAGAGCTTGC AACGCTCATC AATGCCATTT AGTCCACCAT TAATTCTTCG 150714 0 
CGTGACTTTT TCGACAGAAT TAAGCTCAGC CAACTCATAG CACTTCCAAT ACCACACTGC 15 07200 
AGTTTTAACA GATAAATCTA AATTCCCTGC CACATCTTCT GGCTCAATAT CTCTACCTAA 1507260 
CCATTTTCTA AATGCGGCAT AATTATCCTT ACCTGTAATC TGAATCAGTC CACGACCACG 1507320 
ATACTTCCAA CCATCTCCAC TTTTCTCATC GCCATTACCC AAACGATTAG CATAAATACG 15 07380 
ATTGGCTATT AG CTCAGGTT TGCGCTCATA TTTCTTCGCT GTAAGAGGGT CTGGGAAATA 150744 0 
TTTACGGAAA GTTTGAGAAA GCCCAAGCCA AGAATAATTT AAATTTTCTT TAAATCTTAT 1507500 
AAATCCGCCA CTTTCATGTC CACATTGAGC CAAAAACATC GCTTGCTGCA TCTTATTCAC 15 0756 0 
ACAACCTGCT TTTTCTATCT GCGCCGAAAT AGCTTGATAA ACACCTTTAA CTGCGTGTGG 1507620 
AAAAATTTTA TTAAATGTCA CTTCGGAAAT CATCATTGTC ATCTTTTTCA ATTCTCCGAT 1507680 
TAATGAATTT AAATAAAAAC TCGCGAATTT TTTCAGTACC AACAAAACCA ATCATCGTAC 15 07740 
CGAGAAATGA AGAATATTCT GTATGCCCAA ATAAATGCGT ACAAATTGGC ACCGCAACAC 1507 80 0 
CCGCAATAGA GGCACACATA GCCGCATCAA TTAAAACATA ACGAATAGCT GGCTTTTTAC 1507 86 0 
GCATAAACCC AAATCTTAAA AGAGAAATAA ATAACGCCCA AAAAGCACTC TGTGCTGAGC 150792 0 
TAGAACTAAG ATTTGTTTGC AACCAAGACC ATATTAACGC CCACACATCA GGCTCTTTAA 15 0798 0 
TTGGCATATA TTTTCTCCCG CCTGTTCTTT AGGCAATAAA AAAGCCCCGA CCGTTTCCGA 15 08 040 
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TCAGGG CTGT AAAATTCTTT CTTGCGTTTG CTATGCGCTA AAACCGCAAT ATAGTACATA 1508100 
TAATACACTT TTAGTGTGCA CTGTCAAGCG GTTTATGAAG TGCGCTAATT AGTGATGACG 1508160 
TGTCGCAAAT ATACCCATCG CAATCTTGGT TTAAATTGAG TTCGTATGCT GCCCATAACA 1508220 
ACGCCACCGC AAAGAGAATT CTGAACATAA TTTATCCTTT TTCGTGAATT TGAGGTGTAA 15082 80 
AAATCCGCCA CACGGTAAAG TGCGGTCGGA TTTTCCGTTG TTTTTAGAAG TCGATTTTGA 1508340 
CTGCTTTTGG ATTAAAGCCT CGCAAGTGTT TTAATACACG CCAATTTGTC ATTGGGTCGA 1508400 
TGTTAAACTC TTGTGTAATA CGGTTTAAGA TTTGGTTTGT TGAGCGTAGA CGCTTAAATA 1508460 
TTCGTAAGCC TGTCCATATA TATCTCCGCT CATATTTGAG CCTAGCGCCT TAAAGGCTTT 1508520 
TTCGATATGT TGGAATGTGA CGATGCCACG CATGAAAGCG AACCACAACC AAACAAGCTG 1508580 
TTGAAGTTCA TACTCGGTAA ATTCAAAACT GAATTTCTTT TCGGGTTCTG GCAAGGCGAG 1508640 
CTGTTGCGGT TGAAGTTGAT ATTTTCCTGT TTTACGAATT TGCGGGAGAA CTTCTTCAAA 1508700 
TACCCACGCC TCGAATGGTT CGGCTTCTGG TTTACGGGAT TTGATGATCA GACGGTAAAG 1508760 
ATTTGGTTCG TTGATGAATG TCATTTCCTG ATCTGCACTT TTTGTAGGGG TGTAACGTTT 150882 0 
CGTTACGCCC CCTTGTTTGC AATGATCTTG TAATGCTTTT CTTGAATTTG TATATCCGAG 1508 880 
AATGTGG CAA ACATCCGTAC CACAAAACCA AAATTCACCT TTTGGATCTA AAATCACGCG 150894 0 
AACAGGAAGA TCTTTAAAAT TAAATGTTGA GAATTGAATT TGATTTTTCA TTGTGTATTT 1509000 
CCTTTTTGAG AGGATTGATA ATTTACCCAT AATTGGGCGA CCAACGGCTC AAAACCAGTA 1509060 
CACAATCTGG CGGAGTTATT CCCTTTCGGT ATTGTATTCC TCGCACCGTC GGTCATTGAT 1509120 
TCTTTGAGAA TTTTATAATG GCGGTAAAAC TCTCAAATTT TAGATACAAA AAAATCACGC 150918 0 
TGACGGGGTG AATGAATTCC GTTGTGTAAA AGGTTTTTGA GACCTTGAAT AAAATAGTAG 150924 0 
AGGAAAATTT GGAGAATGTA AAGCATGAAA ATTATATTTT ATTGTGAACC ATACTTGACA 1509300 
CCCTGCGAAA ATTATCTAAA ATAACGTCAA AGCAATCGAT AAGGATTAAT AATGACAATC 1509360 
CAAATCAAAA CCACTCTGAC ATTTGATTCT TGGTTAAGCA AACTAAAAAA CTTGCGTGCC 1509420 
AAAGCGAAAA TAAACGCACG AATTAAACGC TTACAGTTCG GCAACTTTGG TGATATCAAA 1509480 
AGCGTGAATG ATGGGATTTT TGAATTACGG ATTGATGAAG GTCAAGGTTA TCGAGTTTAT 1509540 
CTTAAAAACC AGAATGGCGT ATTAGTGATT TTACTTTGTG GCGGAGATAA ATCCACACAA 1509600 
GATAAAGATA TTAAACAAGC AAAACTTCTC GCACAGGAGC TAGGATTATG ACTGAACAAT 1509660 
TAAAAGACTT TGATGTGGCA GAACACCTCA CTTCTGAAGA AGAAATTCAA CTTTACCTTA 1509720 
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ATGAAATTCT ACAAGAAGAT AATATTGAGC TTATTTTATC CGCCCTTGGC GACATAGCCC 15 09780 
GTGCGCGTAA CATGAGCCAA ATCGCACGTG ATGCAGGAAT AAGCCGAGAA GGTCTTTATA 150984 0 
AAGC CTTATC TGGCACGGGC AATC CTACTT TTGCTACTGT AATGAAAGTA ATGAAAGCCT 150 9900 
TAAATTTACA ATTCCAAGTG CAACAATCTC GATTCGCCTA AAAGAAATGC GGTCAAAATC 150996 0 
GACCGCACTT TTCAGGCAAT AAATAAATAT TGCTTGCCTT CTGTTGATAA TAGCAATAAA 151002 0 
AGTGATGTTT TTACCGTTTT CAATCGATTG AAATATTCAC GCCGTGAAAT ATGTAAATAT 1510080 
CGCCAAATTC CTTGTTTTTC CCATCTCTTG ATATAAGTCA GAACGAATAC ATCATAAAGT 151014 0 
TCTGGTGTGA CTTTTCTAAT TACACCAAGG TAGCCATCAA TTTCCATGCC TAATTCATCG 15102 00 
CTTATAGGAC GCATACGATA TTTTTCAGCA TAACGAGCAT CACATTTCAT CTCTGCAAAC 1510260 
CCTGCGGCTA CACGTGGAAA TTCAGTCTCG AAAGATCCGC CGTTTTGCTC TAAGTACGGT 1510320 
ACTGCGAATC CTATTCAGTT CATCACCAAC TATTCGCAGT GGTTCGTGAT GAG TTTT AAA 15103 80 
ACTTAACTTA GAATACATCA CAATGACACA CTTAAACTTA ATTCCTGTTT TTAATGGCTT 1510440 
AATCCAAAAT CAACCCGTTC AACTTTGCAA CGCTCGTGAA CTTCACGCAT TCGTAGAAAG 1510500 
CAAACAGCAA TACACTGATT GGATCAAAAA CCGCATCAAC GAATATGGCT TCATCCAAGA 151056 0 
TGAAGACTAC CTCGTCATTA CCGAACGCAC CAACGGACGC CCACGCAAGG AAT AT CACAT 1510620 
CACCCTCGAT ATGGGCAAAG AACTCGGTAT GGTCGAAAGA AACGAACGAG GCAGACAAAT 1510680 
CCGCCAATAT TTCATCCGTT GCGAAAGAAC ATTAAAAGCC TTGCAACAAC CGCAACAACT 1510 740 
TGCCTTGCCA GAACCTGAGA AATTCACGCA CGAATTCACC GAATTTGAAA TAGAAACGCT 1510 8 00 
CGTTTGGCTC CTTATCGGAC ATCACCAAAT GAACACCCTA CTCGGACAAC TCGAAAAGCC 151086 0 
ACTTGACGCC ATCGGCAGCA ATCTACACCC CGCTGTGTAC AGCTACTGGA AAGAATATGG 151092 0 
CCGCCAATAC AAAGATGCAC TCCCAACCAT TAAACGCTTA ATGGCACCCT TCAAATAATC 1510980 
AAACCGTTTG AATTGGGCAC GTGCACAACA CCTTATAAAC CAATAAAACA CCACAAAATC 1511040 
CGACCGCACT TTTTTTACTG CGGCGGATTA TCACACTTAA AATCCGATAA AAGGAACAGA 1511100 
AAATGAACAA ATTAATCATT ACGCTCGTGT GTGCATTTGT AGTGTATATG GTGCACGCCC 1511160 
TAAATCTTAA TCAAGACTGT GACGGCAAAA TCTGTCACAC CGAACAGACA CAACAATATT 151122 0 
AACAAACCAC CGCTCTTATG GGCGGTTTTT TATTGGAGGA AATATGGAAT CAATTAAACT 15112 80 
TTCGCAGAAA GCCGAAGAAG AAATTGTGAA TGCGGCAAGA ATGGCAGCGT TATCCAATTT 151134 0 
GACTGAAAAA AGCCAAAATT TAATTACGCT TGAGGATATC GCAATATATT TTGGGCGACA 1511400 
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CTATCAAACC GTTGCCAAGA TTATTTCAAA ACTGCCTAAT TTCCCAAAAC CCGTTACACC 151146 0 
CGTTACAGTC GATCAACAAA ATTCTCGCCC ACGCTATATC GCAGGCGAAG TTGTTCGTTG 1511520 
GGGGCGGATC AATGCTAAAC CGTATTAGCT AATCAAGTAA TTCCGCCACC TCCGCCATAT 1511580 
CAGGGGCATA ATAGACATTT TGTAAAATCG AAATATCTTT ATGCCCAGAT ATTTTGGCTA 1511640 
ATGTCATCAC ATCTACTTTT TTAGATAGCC TAGTTAATGC CTCACGCCGC GTATCGTGGA 1511700 
AATGCAAATA TTCTCGCTCG GCAAGTTTTT TGAGTTTTCG GAATGTTGCA TCAAGCACAC 1511760 
TAGACTTAAT ATCAAAACAC AATCCAGCAT CCCCTATCTC GACTTTTAAC CGTTCTAAAA 1511820 
TAGCGATTGC ATTTTTAGTC AATGGCACGG TTCTTGATGT ACCGTTTTTT GTCATAGGCA 1511880 
AAAATGCAGT ACGTTTCTCA AAATTTACAT TACCCCAACT AAGACTACAA ATCTTCCCTG 1511940 
CTCTCATTGC GGTTTCAACA GCAAACAATA TTGCCGCAGC CGTTCTCGCT TTTGCAGTTT 1512000 
TGAGCGTATC AACATATTCA CTGATAGCCA CAATAGCATT AATATTTTCT TCCGTTACTC 1512 060 
GCTGAGTTCG AGGTTTCCCT TTTTCGGGTA ATTGTATGCC GACCATAGGG CTTTTTTGTA 1512120 
TATACCCCCA TCGCTCAAGG GCAATTTTGA ATATATG AC C TATCGTAGAT AATTCACGGC 1512180 
GCACACTTTC ACTTTTTACT GATTCCAATC GCTCCGCAAT CCAATCCTCA ATATCTCTCC 1512240 
GACTAACATC AGATATATAT TTATCCGTAA CTGGATGGCG CAAAAAGCGA TTCAGCCGAT 1512300 
TAAATTCGTG CTTTTCTCCA CGCTTTGTTG GCGTAATTTT GTTCAAATAC CGCTTAATAA 1512360 
CATCAGAAAA TAATGTATCA GGTTGCAATC CTTGTGCTTG CAATTCTATT TTCTTTTCCT 1512420 
CTTCCGCACC CCATTTCATG TTGCATTGGC GTAATCGATG CATAAAAATA CTTAAAAAAT 151248 0 
GGCAATATTT GAGGTTGGAA TTAATGAGGG GTTTATGGCT GATGTGAACG TAACGTATTG 1512540 
ATTTTACTGG TTGAAATGCA TAAAAGAAAA AAACCTGACC AACGGTCAAG GGTTTGTATG 1512600 
TGGTGCCTAG GGTCGGACTC GAACCGACAC GTTTATTCAA CGGCGGATTT TGAATCCGCT 1512660 
GCGTCTACCA ATTTCGCCAC CCAGGCTTAA TGGGGTTGAA TTATACGTAT ATATAACAAT 1512720 
GTGACAAGCA AAATTTATTG GAAATAATTC ATTTGTTTTA AAAATAAGCA AGAATTTTCT 1512780 
GTTTTCTAAA AATATCGCCA AACAAATGCA ATAATTAAAA TGCACAACAT AATTAAAATT 151284 0 
TGAGCTAAAC GTTTTTTTGT TAATTTTTCA GCTGCCATAA TGCTTTACTC TTCTTAATCT 1512900 
GACTAAACTA ATTAGTGGTA GAATATTTGC GTTAGATCAA TTTTACACTA TTTTTTTCAA 1512960 
TATTTGAGGC GTACATGAAA AATTTCGTTG CAGGAGCTCA ATCAGGGCGC AAAATTCAAT 151302 0 
CAGGCGGTTG TGCGATTCAT TGTCAGGATT GCAGTATTAG TCAGCTTTGT ATTCCTTTTA 1513 080 
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CCTTAAATGA ACAAGAATTA GATCAGCTTG ATAATATCAT AGAGAGAAAA AAACCGATTC 1513140 
AAAAGTCTCA AGTATTATTT AAAGCAGGAG ATTCTCTCAA TTCAATTTAT GCTATTCGTT 15132 00 
CTGGCACAAT AAAAAGCTAT ACGATTAGTG AATCTGGCGA AGAACAAATT ACTTCATTTC 1513260 
ATTTGCCCGG TGACCTAGTT GGTTTTGATG CCATTACTCA AATGCAACAC CCTAGTTTTG 1513 32 0 
CACAAGCTCT AGAAACGGCT ATGGTATGTG AAATTCCTTT TGATATTTTA GATGATTTGG 1513380 
CAGGAAAAAT GCCAAAACTA CGCCAGCAAA TTTTACGTTT GATGAGCAGT GAAATTAAAA 151344 0 
GTGATCAAGA GATGATTTTA TTGCTATCTA AAATGAATGC AGAAGAACGT TTGGCTGCTT 1513 500 
TTATTCATAA TCTTTCTAAA CGCTATTCTG CTCGAGGTTT TTCAGCAAGA GAATTTCGTT 1513560 
TAACAATGAC ACGTGGCGAT ATTGGTAATT ATCTAGGTTT AACAGTAGAA ACCATCAGCC 151362 0 
GCTTATTAGG CCGCTTTCAA AAACTCGGCG TGATTAGCGT ACAAGGCAAA TATATTACAA 15136 80 
TCAATGATTT AAATGGTTTA ATTGAATTAA CTGGTACGAA TAAAACAAAA ATTACATTAG 1513740 
TTAAATAAAT TTAAGCGTGA ATATCACGCC TTTTTGTGCT TGATAAAAAT AAATTTATCC 1513 800 
AAATTAATCT TGTACCTTGC CATTTTTGCT ATTCTTTTTT ATCCTATGCC TCAATTTTGG 1513 860 
AGG CT ATT AT GAAATTTAAA AATATTCTCG TTGTACTTAA TCCCAGTAAT GAAAAACAGT 1513 920 
ACGCCCTAGC TCGTGCAGTG CGTTTAGTTG AAGAACAAAA AAATGAAACT AAGGTAAAAA 1513 980 
TCACCGCACT TTTATCAGTC TATGATTTAT CTTATGAAAT GTCAGCTTTA CTTTCTTCCG 1514 040 
AAGAACGTTC AGAAATGCAT CAACAAGTAA TTGAAAAACA CCGTCACGCT GTTCAATATT 1514100 
ACTTAGATAA ATATGCAAAT CCAGAAATTG AATTACAATC TCATATTGTG TGGAATAGCA 1514160 
ATGAAGCTGA TGCAATTAAC GAAGAAGTAG AAAATAATAA TTACGATCTC GTCGTAAAAT 151422 0 
ATACCAAAGA CGAAGAAAAA CTTACGTCTC TAATCTTTAC TCCCATTGAT TGGCAACTTC 1514280 
TTCGTAAATG CCCTATTCCT GTCTTAATGG TTCGTGATGG CGATTGGAAA CATCCACGCC 1514 34 0 
GTATTCTTGT GGCTGTTAAT GTATCTGGAG AGCAAGAATA TCAAGATGAA TTTAATCAAG 1514400 
AG CTGGTAGA AACTGGTATT TCACTCGCGG AAAATCTAAA TCGTGGTAAT GTCCATTTGG 1514460 
TGGCAGCCTA CCCTTCCGCG CCAATCAATA TGGCGATTGA TTTGCCTGAA TTTAATACTT 1514 520 
CAGGTTATGA AAACGGTATT CGAGGTCAGC ATCTCATTAA TATGAAAGCG TTACGTCAGA 1514 580 
AGTTTGGGAT TGATGAAGAT CATACTCACG TACGCGAAGG TTTCCCAGAG GAAGTTATTC 1514640 
CTGAAGTGGC GAAAGAAATT GAAG CTGAAT TAGTGATTTT AGG CACAGTG GGACG CACAG 1514700 
GTTTATCTGC CGCATTATTA GGCAATACTG CAGnACATGT AATTAGTAAA TTAAGTTGTA 1514760 
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ATTTATTAGG CATTAAACCA TCGAAAAAAG ACGATTAAAA CATTTTCCTC AATTTATAAG 1514820 
ACGCCCTAAA TATTTTGTAT TTAGGGCGTT TTTATACTAT TTCTTATGGT ATTTTTCATT 1514 880 
TTGTGATCTC GATCACAAAT CTTAAAATTT TATTTAAATA GCTATTTAAA TGATAGCTAT 1514940 
TTTCATTTAG TATTTTGCAC TCATTTTTTA ACTCCCCCAT TCTTATTAAG GAAATATATG 1515000 
AAAAAGACAT TAATTACAAG CTTATTGGTT TTATCTGGCA TAGCACAAGC TCACGAAGTT 1515060 
TGGGTTCAAG CACCGACGAA ATTAGCATCA GGTTCTGTAT TAAAAGCAGA ATTAGCTTAT 151512 0 
GGGGATTACC CTTATGTAGA AAAAATTCCT GAAGCACGCT TAAAAATTTT TGCGCCAATG 151518 0 
GAAATTATTC ATCAAAATGG AGAAAAACAA ACCTTAATCC AAAAAGGCGA AAACTATCAA 151524 0 
TATCAATCAG AGAAAGCACT GTCTGATGGT TCTTATTGGG TAACAGCCAC TTATAAACCA 1515300 
ACATTTTGGT CACAAAATGC TGAAGGTTGG AAAATGGATA ATTTGAAAGG ATTAGAAAAC 15153 60 
CCAACTTATT GCGAACAAAC TCAAATGTTT GGCAAAAGTC TCGTTACCGT TGGTAAAAAA 1515420 
CCATTAAATG CAGAAATGGC AATGACAAGA GTTGGTTTAC CGCTAGAAAT TGTTCCTTTG 1515480 
CGTGATCCAA GCAAAGCGAA ATCAGGCGAA CCGTTCCCTG TTCAAATTTT CTACCAAGAT 1515540 
CAGCCATTAG CAGGCGAAAC TGTCATTGCA ACAGCTGATA CTATTATCGT GAAAGATCTT 1515600 
GAAGCAAGTA CAGGTCATCG TGAACCACAA GGTTTTTCAG GTAAAACAGA TAGTCAAGGA 151566 0 
CGTGTGAATA TCATTCCATT AATTGATGGA ATTTGGAAAA TTAAAGTTAT TCATAAAACA 151572 0 
CCATTTGCAG ATCAACAAAT TTGTCAGCAA TCTGCAAGCT ATAGCACATT AATTTTACCG 1515780 
GTTGGTAAAG GATTAGCTAA ACTACCTCCA AAACCAGAAC ACCATCATCA CTAATTTTAA 151584 0 
AAGTGCGGTA AAATTTCACC GCACTTTTTA CATCCTAATT AAATAAAAAA TACAGAAATA 1515900 
GTCTGTCTAA ATTCTAAGTT ATTCATTTGC ATATCCAGAT TTTGGCAGAG CTTTCCCATC 151596 0 
TAAATATGCC AAATTATCTT TAAGTCTTAA CCGCCCTTCG GTAAACCATT TAATCACAAG 1516020 
CGGATAAATT TGATATTCTT GCTCACGGGT TCTAGCCTCC ACTTCTTCGA TGCTATCTTC 1516 080 
AGGGAAGATT GGCACTTTTG CTTGTAAGAC AATCGCACCA CCATCTACTT CTTCATTGAC 151614 0 
AAAATGAACG GTTGTGCCGT GTTCATTGTC GCCTGCTTCA ATCGCACGTT GGTAGGTGTT 1516200 
TAAGCCTGCG TATTTAGGAA GAAGAGAAGG ATGGATATTT AAAATTTTCC CTGCAAAACG 1516260 
TTGGGTAAAT TTTGGGGTAA GAATTTTCAT ATAACCAGCA AGGACGATCA AATCTACAGC 1516 320 
TAGGCTTTGC AAATAATCGC CAATTGCGTC GTCCATTTCA AGGTTATTGG AAAAATTTTT 1516 38 0 
GCGAAGAAAG ACCGCTTGCG GAATCTGTGC TTGTTTGGCT CGAACTAAGC CGTAAGCATC 151644 0 

-77.904- 

SUBS7TTUTE SHEET (RULE 26) 



WO 96/33276 PCI7US96/05320 

TGCTTTGTTA CTTATCACAC AAGCAATTTT GGCGGGAATA TCGCCTGAAT GGCAGGCATC 1516 50 0 
AATAATAGTT TGTAAATTTG TTCCTTGACC AGAAATAAGG ACGGCAATTT TTTTCATTTT 1516 56 0 
CTTCCTTATA GAAATCAGCC CAAAAGGGCT GAATTTAAAT TTAAGATTTT ATTATTGAAT 151662 0 
CTCAACCTGT GCCTCGCTTT CGCCAAGATG TTCAATTTTG CCGATAACCC ACGCTTTTTC 1516 680 
GCCCGATTGT TCAAGCAATG CAAGAGCGGT TTCAACCTCT TTTTCTGGTA ATGCAATTAC 1516740 
CATACCTACG CCACAGTTAA AGGTGCGATA CATTTCATAA CGGCTGATAT TGCCTTTTTC 1516 800 
TTGTAACCAG TTGAAGATCG CAGGCCATTG CCAGCTTGAT TCATCAATCA CTGCTTTAGT 1516860 
ATTGTCAGGT AATACACGCG GGATATTTTC CCAGAAACCA CCACCTGTTA AGTGAGCAAT 1516 920 
GGCGTGAACT TCGGTCTGCT TGATCAACTG TAAAATCGAT TTTACATAGA TTTTGGTTGG 1516 980 
GGCTAAAAGA TGCTCGCTAA GCGGTTTGCC TTCTAATAAA TCCGTTGGAT TTGCACCACT 1517 04 0 
TACTTCAAGC ACTTTGCGAA TTAACGAATA ACCGTTTGAG TGTGCACCGC TTGAGCCGAG 1517100 
TGCGATAAGC GTGTCGCCTG TTTTCACTGC TGTGCCGTCA ATAATCTCTG ATTTTTCAAC 151716 0 
CACGCCTACG CAGAAACCCG CCAAATCATA GTCCCCTTCG TGATACATTC CTGGCATTTC 151722 0 
GGCGGTTTCG CCACCCACTA ACGCACAGCC AGACATTTCA CAACCATCTG CAATACCTTT 1517280 
GATCAQACTT GCTGCCACAT CAACGTCTAA TTTCCCTGTA GCATAGTAAT CTAAGAAGAA 151734 0 
AAGCGGTTCT GCCCCTTGTA CGATTAAGTC GTTTACACAC ATTGCCACTA AATCTTGACC 1517400 
GATGGTATCG TGTTTTTTCA AGTCAATCGC AAGTCGTAAT TTTGTGCCAA CGCCATCTGT 1517460 
ACCAGAAACT AAAATTGGCT CTTTATATTT GGTGGGTAAA GCACATAATG CGCCGAAACC 1517520 
ACCCAATCCG CCCATAACTT CAGAGCGGCG AGTGCGTTTT ACATCGCCTT TGATACGTTC 1517 5 80 
GACTAATTCA TTTCCAGTGT GAATATCGAC GCCAGCATCT TTATAGCTCA GTTGTGTGTT 151764 0 
GCTCACGATT AACCTCGATC AATTGAAATA AAAATTGGGC AGATTATATC ATCAAGCAAA 15177 0 0 
CGTTTGCGAT ATTGTTAAAT TAATTCATTT AATGACATTT TTAAAATTAA AATGAAATTG 15177 60 
CTTGCAATCA AAATTTATTT GTACTACTTT AATAGTACAA ATAAGCTCAA GATTTAGGAG 1517820 
AAAAAATGAA AACTACTACT GCATTAGTAA CAGGTGCAAC CGCAGGCTTT GGCTTGGCAA 151788 0 
TCTGTAAAAA ATTGATCGAA GCAGGCTATA AAGTGATTGG CACGGGCAGA CGTGCAGATC 151794 0 
GATTAGCAGA AATCCATTCA CAATTGGGCA ATAATTTTCT ACCGCTTGCC TTTGACATTC 1518000 
GTGATGAACA AGCCACAATT AACGCTCTAA ATACCCTTCC TGAAGGCTGG CAAGCGGTCG 1518 060 
ATTTATTAGT GAATAATGCA GGTTTAGCCT TGGGATTAGA GCCGGCACAT AAAG CGGATT 151812 0 
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TACAAGATTG GTATCAGATG ATTGATACCA ACATCAAAGG ATTGGTTACT ATCACTCGCC 1518180 
TTGTGTTGCC AAATATGGTG GCTCGTAATT ACGGGCAGAT TATCAATTTG AGTTCAATTG 1518240 
CAGGTACTTA TCCTTATGCA GGCAGTAATG TATATGGTGG AACTAAAGCT TTTGTCACAC 15193 00 
AATTTAGCTT AAATTTACGA GCCGATCTGG CAGGCACAAA AATTCGAGTA AGCAATGTTG 1518360 
AACCGGGTTT ATGTGGCGGT ACGGAGTTCT CTAATGTGCG TTTTCACGGC GATGATGAAA 1518420 
GAGCCGCAAA AGTCTATGAA AACGTGCAAT CGGTTCAGCC TGAAGATATT GCGAACATTG 1518480 
TATTATGGCT TCATCAACAA CCTGAACACG TGAACATTAA TCGTATTGAA GTAATGCCAA 1518540 
CCGCTCAATC TTTTGCAGGA ATGAGCGTTT CAAAAGAAAA ATAAAATAAT AGGAAAAAAT 1518600 
ATGTCAGACA CACTTCTTAA CCCTTATTTT GGCGAATTTG GCGGAATGTA TGTACCCGAA 1518660 
ATTTTAGTGC CTGTTTTAAA GCAATTAGAA CAAGCCTTTG TGGAGGCTCA AAATGATCCT 1518 720 
ACATTCCAAG CAGAATTTGC TGATTTACTC AAAAATTATG CGGGCAGACC GACCGCACTT 1518780 
ACTCTTTGTC GTAACTTAAc CAAAGGTACA AAAACTAAAC TTTATCTTAA ACGTGAAGAT 151884 0 
TTATTACACG GTGGTGCACA CAAAACAAAC CAAGTGTTAG GGCAAATTTT ATTGGCTAAA 1518 900 
CGTATGGGCA AAACGCGTAT TATTGCCGAA ACAGGTGCAG GGCAACACGG CGTGGCAACA 1518960 
GCCCTAGCTT GTGCTATGTT AGATATGCCG TGCCGTGTTT ATATGGGGGC AAAAGATGTT 1519020 
GAGCGTCAAT CACCAAACGT GTTCCGTATG CGTTTAATGG GCGCGGAAGT GATTCCTGTA 1519080 
CAAAAAGGCT CTTGTTCTTT AAAAGATGCC TGTTGTGAAG CGATGCGTGA TTGGTCAGCA 151914 0 
AATTATGAAA CCACCCATTA TTTACTTGGA ACCGCTGCAG GCCCTCACCC CTTCCCGACG 1519200 
ATTGTGAGAG AATTTCAAAA AATGATTGG C GAAGAAACCA AACGTCAAAT TCTCGAACGG 1519260 
GAAGGTCGTT TACCTGATAC AGTCATTGCT GCTGTTGGCG GTGGCTCGAA TGCAATTGGT 1519320 
ATGTTTGCTG ATTTTATTGA TGAATCAAAT GTGCGTTTAA TTGGTGTTGA GCCTGCGGGT 1519380 
AAAGGTATTG AAACGGGCGA ACACGGTGCA CCGCTCAAGC ACGGCACAAC AGGCATCTAC 151944 0 
TTCGGAATGA AATCGCCAAT TATGCAAGAT AAAGATGGAC AAATTGAGGA ATCCTATTCC 1519500 
ATTTCTGCAG GGTTAGATTT TCCCTCTGTC GGGCCGCAAC ATGCTTATTT AAATGAGATT 1519560 
GGTCGTGCTG ATTATGTATC GATTACCGAT GAAGAAGCTC TCAACGCATT CCAAGAATTG 1519620 
GCAAAACATG AAGGCATTAT CCCTGCATTA GAAAGCTCAC ACGCCTTGGC TTATGCCTTG 1519680 
AAATTGATTA AACAAAATCC TGAAAAAGAA CAACTTTTAG TGGTTAATCT TTCAGGACGA 1519740 
GGCGATAAAG ATATTTTTAC CGTTGATAAA ATTTTAAATG GAGGAGCAAA CTAATGAGCC 1519800 
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GTTTTGAAAC GCAATTTGCG ACACTTAACG CAAAAAATGA AGGGGCCTTC GTGCCGTTCG 151986 0 
TTACCCTTTG CGACCCTACT TTCGACCGCT CTTTTGAGAT CATTTGCACA CTTGTGGATA 151992 0 
ACGGTGCAGA TGCTTTAGAA CTCGGTTTTC CTTTTTCCGA TCCGCTACTC GATGGCCCAG 151998 0 
TTATTCAAGC CGCGAATAAT CGTGCTTTAA CTGCAGGTCA TAGCAGCGAA GATAGCTTGA 1520040 
AACTATTGGA AAAAGTGCGG TCAAAATATC CAGAGATTCC GATTAGCTTA TTACTTTGTG 1520100 
CCAATTTAAT TTTTGCTAAA GGTTTAGATG CTTTTTATCA ACGTTGTGCA GAAGTTGGTG 152 0160 
TTGATGCTGT ACTTGTAGCA GATATTCCGT TACTGGCAAA AGGAGATTAT GTACAAACAG 1520220 
CTAAAAAACA CGGTATTCAA CCCGTCTTTA TTTGCCCACC AAATGCGGAC GAGAAAACGA 152 0280 
TCCAAGGCGT AGCGAAAAAT AGCGAAGGCT ATACCTATTT AGTCTCACGT GCAGGCGTAA 1520340 
CCAGTGCTGA AAATCAAGCT CACGCAGCAA ATTTAGATAC CCTTGTAGAA AAGCTTAAAG 15204 00 
CCCACAATGC CCCACCAATT TTACAAGGCT TCGGCATTGC TCAACCAGAG CAAGTTAAAG 1520460 
AAGCGTTGTC TTTGGGCACT GCGGGTGCAA TTTCAGGTTC GGCAACGGTG AAAATTATTG 1520520 
AG CGAAATTT AGATAATCAC GAGCAATGTT TAGCTGAATT AGCTGAATTT GTTCAAACGA 1520580 
TGAAAGCTGC AACAAAATAA GCAAAAAAGA ACCCGCACTT GTGGCGGGTT TCTTTTATCG 1520640 
AGAAAATTAA AAATTTAATA CTTTCAGCTT CCATCCACCA TAAGGGGCTG AATGGATTAT 1520700 
AAATAGAATA TTTTGCATGT TATTCTCCTT AATTTCATTA ATAACCTTGC TGATAAATTC 1520760 
CTTCCAACAA TTTCACTGAA AGTAAGGCGA GATTAAAGCG TTGTTCATCT GCCACAGACC 152 082 0 
AAAATTCTAC GCCATTTTCT ACCGCACTTA TTTGACTTAA ATGAAGTTTT ACTGATTCTT 1520880 
CGCCATTTTC TTGTTCTCCA TTAAGCACAG GCGTAATTAA GGTTTCTTCT AAAGCGATAA 152 0940 
GCTCGCTATT TTGAGGCTGA TAGTCGAAAT CATAATCTGA AAGTGCGGTG ACTTTTTGTG 1521000 
CCAATCCATA AAATACAGGT ACTTGGATTG CATGAAATGT AGCACGATCT AATTGCGGAA 1521060 
AAATTCGTTG TAATTGATTC GATAAATTAG GTGTTTGATA CGGATAAACA TCAAAGGCTA 152112 0 
AGCGCGTTTC TTCTTCATCC AATGGAATAC CATTTAATAA ACGGGCTGTT TGTCCCGCAA 1521180 
GTTTAGTCAC GGTTTCCGCA TCCGTATAAG AAGC CGGCAA TAAAGAGGTG ACAAACACTT 152124 0 
GATTAAGATT CGTTTCTTGT AAAATCGGGG CAAGCGTTAA AGCAAGTTGG CTTACTTGTG 1521300 
GATCAGGCAA GCTAACAATG TTACGTTGTC TCAATTCAAG TAATTGTGAT TCATTTACCG 152136 0 
TTGGAACAAC AACAGGCACA TCCGAAAGTG CACTGCAAAC GCCTAACATA TCAATGACAA 152142 0 
TACAGCCCTG CTCTGCTGCT TGCGCAATAT GGGAAACTTG CTCAAGTTTT CCTGCAAAAA 1521480 
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AGACATAATT AAAATCAGCC CACTCTACTT CATtTGGCGA AAGTTGTTCA ACGCCTTTAT 152154 0 
TTCGAAAACG AATATTTTGT TCTTCTTCAA AAGGTATTAT TTCAACAATA GAAACTTTGC 1521600 
TAATTT CAAG CGCACTTTGT TCTAAACGCT CTACAATTTT TTCACTTAAT TCAAATTCTG 1521660 
CTGCTATCGC AATATTTAAG GTTGCGTCCA TTTTTCTCTC CGCTGTAAAA TAATCAGCAT 1521720 
TATTTTACAC CAAAACCAGG AACGAAATAA TGACACCCGC AATTGATTTA CTTAAAAAAC 1521780 
AAAAAATTCC TTTTATCTTG CACACTTATG ATCATGATCC GAATAATCAA CATTTTGGTG 1521840 
ATGAGGCAGC CGAAAAATTA GGCATTGATC CTAACCGCTC TTTTAAAACC TTACTTGTGG 1521900 
CGGAAAATGG CGATCAGAAA AAACTTGCTT GTTTTGTGCT TGCAACGGCC AATATGCTGA 1521960 
ATTTAAAGAA AGCAGCAAAA TCTATCGGTG TGAAAAAAGT GGAAATGGCG GATAAAGATG 1522020 
CAGCACAAAA AAGTACAGGC TATCTTGTAG GTGGAATTAG CCCGCTAGGT CAAAAGAAAC 1522 080 
GCGTGAAAAC CGTGATAAAA TCAACCGCAC TTGAGTTTGA AACGATTTAT GTTTCAGGCG 1522140 
GAAAACGTGG GCTAAGCGTA GAAATTGCGC CACAAGATTT AGCnAAAGTA TTAGGTGCAG 1522200 
AATTTACTGA TATTGTTGAT GAATAAGTGA TGGACTTATA AATTTAAAGG CGGATTTATT 1522260 
ATTTAATACG AACTAAAAGG ACTAAGCTTT TTTTAATCAC AAAGCTTAGT CCnTTACTGA 1522320 
CTTTCTAACT TTTAATTCTT GTCTTTTAAG TTAGGATTAA TAGnAAAAAT TTAGGGTATT 1522380 
TATTATTCTT GAGTATCCGC AATTGGGATT ATTTTTGTGG CGTGAGATCC TTTATCGCTG 1522440 
TGGAGAACTT CAAATTGTAC TTTTTGACCC GCTTTTAATG AACGATAGCC GTCCATTTCA 1522 500 
ATCACTGAAT AATGTGCAAA AATATCGGCA TCTACACCTT CTGCGGAAAT GAAACCAAAT 1522560 
CCTTTTGCAT TATTGAACCA TTTTACAATA CCAATTTCCA TnAAAGnCCT CTCTAGGCTT 1522620 
CGGCCTATTA AmACAATAAA TCAACAAGAC TCTCGCCTTA TTACCTACTA ATTAGGTTCG 152 -2680 
CTATGTTTAA ATATTkTGAr CGG TTATGCA ACGAGCAATA TTCAAAAATG ATAAGTAGAT 1522740 
CACAAAAAAT TTAATTTTCT GGAGTTTTTT TATCATTTTT ATGAATTTCT CGTAGTGCTT 1522 800 
TCGCCACTAT TTGAATCGCT TCTCCACTAC TAATTCCTTk TGCCATAAGT TCTTGAATTT 152286 0 
GCTCAACTGC TTTTTGTTGC TGTTCGTGTG TTAAGTTAAT ATCAAACATT TTCCCATCCA 1522 92 0 
AATTGATTCA TTAATTGCTG CCATTGTTCA TCTAAACCTG CTGTAATTGT TATTTGCTCT 1522980 
TTCGTTATTG GATGAATAAA AGACAAACTA TCAGAATGTA AAAATAATCG AGAACAACCT 1523 040 
AAATGTGACA TTAATGCACG ATTTTGATGT AAGTCACCAT ATTGCGTATC CCCTmAAATT 1523100 
GGGTGAAAAA CATGTTTCAT ATGsCGACGT AAkTGGTGTT TTCTGCCCTG TATGAGGGAt 1523160 
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TAATTTAACT AAAGAATAAC GCGCCGTTTG ATAACGCCCA GCAGGATAAG GCATTTCGAC 1523220 
TATTTTTAAT CCTTCATAAT CAGTAATCGC TTCTTGAGGC TCTTTATCTT CTTGAGAAAA 1523280 
TTTATCTGCG ATTTTATCCA ATTGAATTTT TAGTGGATAA TCTATCCGCT CTTTTcCCTG 1523340 
TAG AT AC CCA CGCACTACAG CCAAATAAGA TTTCTGAACG TACTTTTGTT CAAACTGTTC 15234 00 
ACACATTAAA TTCGCAATTT CACTGCTCAA TGCAAATAAC AACACGCCAG ATGTCGGTCG 152346 0 
ATCTAAACgA TGAATAGGaA ATACGTGCTG ACCAATCTGA TCTCGTAAAG TTTGCATCAC 1523520 
AAATTGAGTT TCGTGAGGAT CTAACCAaCT GCGATGAACC AGCATACCTG CAGGCTTATT 1523580 
CACCGCAACG AGAAACCCAT CTTGATATAA AATTTCTAGC ATTCGTTATT GTTCAmAAGT 1523640 
TCTTCtAAAG CAACTAAAGG AGTTAATAGT TGTTGTAACT CATTAAATTC CTTCATTGCT 15237 00 
TCTTCAATAT AAGGAGAAAT AGCAATTTTA TTTGGCAAGG CTGAnCCACT TTCTAACAAT 152 376 0 
GCCTGCATGC GTGGAATAAA TACCCACTGT AGCCACTCTT CGGCAGACAT CGTATCAATT 152382 0 
GAAAAAGGTT CTTCACTTAA AAACGCCTCT GCAGCAGGGG GCATCGTTTG CCATAAATTA 15238 80 
AGCTGCTGCA TGGTAATTTG AAGCTGTTCA AGATGCTGTT TAGTTTGATT ACGCATATTT 152 3940 
TATATCCTAA TTAATGAATG TTTTTTGCAA ATACACGCAC ATTTGAAAAA CCATTTTCTT 1524 000 
TCAAATATAA GGCTTGTAAT TTACTCATCA CACCACGTTC ACAATACAAC ACGTAACTTT 1524 06 0 
TACTTTGATC AAGGCTACCA AATTGAGAAG AAAGTTTGTA GAACGGCATT TGAATGACGT 1524120 
CATGTGTACC TGATTCAAAT GGCTTTTCAT CCGTTTCTTC TGGGCTACGA ATATC CAAAA 1524180 
TCACTTCATT TTCACCTAAC ACAGAAATTG CCTCGACTTC CACGACTGCT TTTnCTGTTT 152424 0 
CTTCTGCAAT CTGGCGAATA TCTAAATATT TTGCATTTTG TACCGCACTT TCAAGAATCT 1524 3 00 
CAAAATTAAA ATGCCCTTCT TCTTTAAGAA TCTTTTCACG AACCGCTTTA ATCGTAGGAT 1524360 
TTTTTGAAAT CACGCCACAA AATTCTGGCA TAGATTTTGC AATATCATCA GTGCCAATTT 1524420 
CTTTCGCCAT CGCGATAATT TGTTCTTTAT CATGGGTAAT TAACGGACGC AATACTAAGG 15244 80 
CATCAGCGGC TTCATCAATC AAGCGTAAAT TGGTTAAAGT TTGGCTAGAA ACTTGCCCTA 1524540 
ATGCCTCCCC TGTCACAATT GCTTCAATAT TGAAACGTTG AGCGACTTTA CTTGCGGCTC 1524 600 
GCACCATCAT CCGTTTTAAT ACAACGCCCA TTTGGCCGTT ATCGACTTTC TCTAAAATCT 15246 60 
CACCAACAAC TCCCTCAAAG TTTAATCGCA ATAAAGCGTA CTTTATGTGA AGAGCTATAG 1524 720 
CGTTGCCAAA TATGATAAGC CATTTGTTTA ACGCCAATTT CATGGACTGT GCCACCAAGA 1524 78 0 
TTAAAGAAAC AATAATGAAC TCGGGAACCA CGACGAATCA ACATATAACT CGATACGCCT 1524840 
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GAATCAAATC CCCCCGAAAT TAAAGAAAGC ACATCCTCTT GAGTCCCAAT CGGATAACCG 1524 900 
CCAATCCCAG CGTGACGTGC TTTAACTAAC ATCATTTTGT CATCTTCAAT ATCAATACGA 1524960 
ACAGTTACAT CTGGATTTTT CAACCGCACT TTTGCGCTTT CAATATATTG ATTTAATCCA 152502 0 
CCGCCGATAT AACGTTCTGC TTCAATTGAA CTAAATTTAT GTTTTCCTTT ACGTTTTACT 1525080 
CGAACGCAAA AGGTTTTGTC TTGAAGTTGT TGTGCGACAT CAGCAAGCGT CAATTCAAAA 1525140 
ATATGATGTA AATCGGTAAA TGGTTTTTCT TCAACTTCTA AAAAATGATG AATACCAGGA 1525200 
ATACGTTGTA ACAAGGCGAT TAATTCTTCA CGATTTTCTT CATTTTTTGA CCGCACTTCA 152 5260 
ATGTAATCCC AGTGGCGTAC AACTGCGGTT TCTTCATCAT ATTTCTGTAA AATATTGCGG 152532 0 
AT AT T AG AGG TTAAAATTTT TGCGAAACGT TTACGCACAG TTTCGCTCTT AATCATGATT 152 5380 
TCAGGAAAAA GTTTAACGAT AAATTTCATA TAAATAGCTT AGGTATTTCT TGGGGATTTA 1525440 
AAGTGGCGAG TATTTTACGC AAAGATAGTG AAAAGTCCAC TGGTCCTAGC TTGAAATAAT 1525500 
TTTTTAACAA CTCAAGTAAA ATACAGTACA ATGGCAAACA ATTTTTACCG TGAATAAAGG 1525560 
ATAATTCCAT GGCGCGTAAA CCCGCATCTT CACAAGATTT TGAAACAACG TTAGTGCAGT 1525620 
TAGAAAATAT TGTTACACAT TTAGAAAATG GCGATCTACC GTTAGAAGAA GCGTTAAAAG 152 56 80 
AATTTGAACA AGGTGTGCAA TTAGCTAAGT TAGGGCAAGA ACGTTTACAA CAAGCAGAAC 152574 0 
AACGTATTCA GATCTTATTG CAAAAAACAG AAGACGCGCC ACTGAATGAT TATAAAGGGA 1525800 
ATGATTATGA AGGGAATG CT TAATGGGTCA CTTTTCTGAA GAATTACAAC AGGTTCAAAC 152586 0 
TCGTATCAAT CGCTTTTTAG AAGCTCAATT TGAAGGCATT GAAAGTCATA ATGCGCCTTT 1525920 
GCTTGAGGCG ATGAAATACG CATTATTACT TGGCGGTAAG CGAGTTCGCC CTTTCTTAGT 1525980 
TTACGCAACA GGTCAAATGC TTGGCGCAGA GAAACAAACC TTAGATTACG CTGCTGCTGC 152604 0 
CATTGAAGCC ATTCACGCCT ATTCCTTAAT TCACGATGAT TTACCTGCAA TGGATGATGA 1526100 
CAATTTACGC CGTGGACATC CTACTTGTCA TATCCAATTT GATGAAGCTA CAGCTATTCT 1526160 
TGCGGGCGAT GCACTGCAAA GTTTCGCATT TGAAATATTA ACCAAAACAC CGAATATTTC 1526220 
TACTGAACAA AAACTGGCTT TAATTCAAAT TTTAGCGCAA GGCGCTGGTG TGCAAGGAAT 1526280 
GTGTTTAGGG CAAAGTTTAG ATCTTATTTC TGAGCATAAA CAGATTAGTT TAAGTGAATT 152634 0 
AGAATTAATT CATCGTAACA AAACGGGTGC ATTGCTAATT GCCGCATTGA AATTAGGTTT 15264 00 
CATTTGTTCT CCGCATTTTA CCGACAAAAG GTTAGAAGAA TCCTTAACAC AATATGCGGA 152646 0 
AGCCATTGGT TTAGCCTTTC AAGTTCAAGA CGATATTTTA GATATTGAAG GCGATAGTGC 1526520 
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AGAAATTGGC AAACAGGTGG GTGCCGATCT TGATTTAGAT AAAAGTACAT ATCCAAAATT 1526 58 0 
ACTTGGATTA AGTGGTGCAA AACAAAAAGC GCAAGATCTA TATCAAAGTG CGTTGTCTGA 1526 64 0 
ATTAGAAAAA ATTCCTTTTG ATACAACCGT TCGTGCATTA GCTGAATTCA TTATTACCAG 152 6700 
AAAAAGTTAA ATACCCACAA AAGTGCGGTC AAAATTTATC ACGTTTTTAA AATGACTAAC 1526760 
AATATGAACA ATTATCCTCT TTTATCTTTA ATTAATTCTC CAGAAGATTT GCGTCTTTTA 1526820 
AATAAAGATC AGCTACCACA ACTCTGTCAA GAATTACGTG CTTATCTTTT AGAATCTGTT 1526 88 0 
AGTCAAACTA GCGGACATTT AGCGTCAGGT TTAGGCACTG TAGAGCTAAC CGTTGCGCTG 152 6940 
CATTATGTAT ATAAGACGCC ATTTGATCAG TTAATTTGGG ATGTGGGACA TCAAGCTTAT 1527000 
CCACATAAAA TCCTAACGGG TCGCCGAGAG CAAATGTCCA CAATTCGCCA AAAAGACGGT 1527060 
ATTCATCCTT TTCCTTGGCG TGAAGAAAGT GAATTTGATG TATTAAGTGT TGGTCACTCC 152 712 0 
TCTACGTCTA TTAGTGCGGG ATTAGGCATT GCCGTTGCCG CAGAACGAGA AAATGCAGGT 152 7180 
AGAAAAACAG TATGCGTAAT CGGTGATGGC GCAATTACTG CGGGAATGGC ATTTGAGGCA 152 7240 
TTAAATCACG CGGGGGCATT GCATACAGAT ATGTTAGTTA TTTTAAATGA TAACGAAATG 1527300 
TCTATTTCAG AAAACGTTGG TGCATTAAAT AATCATCTTG CGCGTATTTT CTCTGGCTCT 1527360 
CTTTACTCTA CGCTTCGTGA TGGCAGTAAA AAAATCCTTG ATAAAGTTCC TCCAATCAAA 152 7420 
AATTTTATGA AAAAAACCGA AGAACATATG AAAGGTGTAA TGTTTTCGCC AGAAAGTACA 1527480 
TTATTTGAAG AACTCGGTTT TAACTATATT GGCCCAGTGG ATGGGCATAA CATTGATGAA 152 754 0 
TTAGTGGCTA CGCTTACGAA TATGCGTAAT CTGAAAGGCC CACAATTTTT GCATATAAAA 15276 00 
ACGAAAAAAG GTAAAGGATA CGCACCCGCA GAAAAAGATC CGATTGGTTT CCACGGTGTA 1527660 
CCTAAATTTG ATCCAATCAG TGGCGAATTG CCCAAAAACA ATAGTAAACC AACTTATTCG 152 7 720 
AAAATTTTTG GCGATTGGCT ATGTGAAATG GCAGAAAAAG ATGCCAAAAT TATAGGTATC 1527780 
ACAC CTGCAA TGCGTGAGGG TTCAGGTATG GTAGAATTTT CCCAACGCTT CCCAAAACAA 152784 0 
TATTTTGACG TAGCGATTGC AGAACAGCAC GCTGTCACGT TTGCCACAGG ACTTGCAATT 1527900 
GGCGGATATA AACCTGTCGT CGCAATTTAC TCGACATTTT TACAACGTGC TTACGATCAA 1527960 
TTAATTCACG ATGTTGCCAT TCAAAATCTC CCTGTGCTAT TTGCAATTGA TCGAGCAGGG 1528020 
ATAGTTGGTG CAGATGGGGC TACACATCAA GGTGCATTCG ATATTAGCTT TATGCGTTGC 152 8 08 0 
ATTCCAAATA TGATCATTAT GACGCCGAGT GATGAAAATG AATGCCGTCA AATGCTCTAT 1528140 
ACAGGTTATC AATGTGGAAA ACCTGCGGCA GTGCGCTACC CTCGCGGAAA TGCCGTTGGT 152B2 00 
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GTAAAACTTA CTCCTTTAGA AATGCTTCCT ATTGGTAAAT CACGTTTAAT TCGAAAAGGT 1528260 
CAAAAAATTG CGATTTTAAA TTTTGGTACT CT ATT AC CAT CCGCTTTAGA GTTATCAGAA 1528320 
AAACTCAATG CAACGGTTGT CGATATGCGT TTTGTGAAAC CGATTGATAT TGAAATGATT 152 8380 
AATGTGCTTG CACAAACTCA CGATTATTTG GTCACATTGG AAGAAAATGC AATTCAAGGT 152 844 0 
GGAGCGGGAT CTGCTGTTGC GGAAGTACTA AATTCATCAG GAAAATCAAC CGCACTTTTA 152 8500 
CAACTTGGCT TGCCAGATTA TTTTATTCCA CAAGCGACAC AGCAAGAAGC ATTGGCAGAT 1528560 
TTAGGATTGG ATACAAAAGG CATTGAAGnA AAAATTCTCA ACTTTATTGC AAAACAAGGT 1528620 
AATTTATAAA AATAAACGCG ATGATAATTT CATCGCGTTT TTTCTTAATC CACAATTCTT 1528680 
AAATGGGAAA CTGATTTTGT TTTCTTTTTT TCTTCTCGTT TTTTAGGCTT ATCTACTGCT 1528740 
T C AT AAAAAC CTGTTGGTTG TTCAGTATCT GGCTCAATGT TAAGTTCATC ATAAATTTCC 152 8800 
TCAGGTTCAA ACATCACGCC ATCGCCATTC TCACGAGCAT AGATCGCAAG GgCTGCGCCC 1528860 
ATTGGAATAT ACAGTTCACG AGAGACGCCT TTAAAACGCG CATTAAACTG GATGAAATCA 1528920 
TTTGTAAGTT GTAAATTGCC CGTAGCACTG GCAGACAAGT TTAATACAAT CTGTCCATCT 152 8980 
TTTACATATT CGACAGGaAC ATTCACACCT AAGTAAGTCG CATCAACAAC TAAATAAGGC 1529040 
GTAAAACTAT TATCTACTAG CCAATCATAA TAGGCGCGTA ATAAATAAGG GCGTTTAGGA 1529100 
GAAGATTTAT ATTCCATTAT TTATCATCCA TTAAATTTTT TGGTGCAGCT TCACCTACAG 152 9160 
ATTGCAAAAA AGAATCACGT GTAAACACAC GTTCCATATA AGCTTTAATC GCTTTACTTC 1529220 
CTGTGCCTGT AAATTCCACA CCTAAATGTT TTAATTTCCA TAATAATGGT GCAACATAGC 1529280 
AATCAACCAA ACCAAATTCT TCATTCATAA AATAAGGCAT CTGTTGAAAA ATTGGTGCAA 152 934 0 
TCCCTAATAG TTCTTCTTTT AACTGTTTTA ATGCTGAAGT TTTTTCTTTT TCTGTGCCAT 1529400 
TTTCTGCTTT TGCAAGGGTT GGATACCAAT CTTGTTCAAT ACGTAACATT AAAAGTCGAT 1529460 
CTTTAGCACG AGAAACAGGA TACACTTGCA TTAATGGAGG ATGTGGAAAA CGTTCATCAA 152 9520 
GATATTCCAT TATGATGCGT GAATTAAATA ATACGAGATC ACGATCAACC AACGTAGGCA 152 9580 
CAGTGCCGTA TGGATTTAAT TCCATTAAAT CTTCTGGTAG AGCTTGCAAA TCAACTTCTG 152 9640 
CGTTTTCATA AAGCACACCT TTTTCTGCCA AAACAATTTT TACCTGATGG CAATAAATAT 152 9700 
CATCTTTATT TGAAAAAAGG GTCATTACTG AACGTTTACT TGATGCGCTG GACATTTATT 1529760 
CCTCCGAAGA TCCAAAAATA TTCTAGGTTT TTAAGGGG C A ACATTTTACC ATAAAGCATT 1529820 
ACCTATTTGC CAATATAATC TTTTTTATTG TTTTATAATC AATAAGTTAG AGTAACTCAA 1529880 
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ATAATAAAAA AGCAGAGATT TCTCTCTGCT TTTCTTTTGG AAACGAAAAT AAAAATTAAC 152 994 0 
GTTTTGAGTA TTGTGGACGA CGACGTGCTT TGTGTAAACC CACTTTTTTA CGTTCAACGC 1530000 
GACGTGCGTC ACGAGTAACG AAAC CAGCTG CACGAAGTGC TGGGCGTAAT GTTTCATCGT 1530060 
ATTCCATTAA TGCACGAGTG ATACCGTGAC GGATTGCACC CGCTTGACCA GAAATACCAC 153 012 0 
CACCTTTAAC TGTGATGTAT AAATCTAACT TATCAGTTAA wTCAACCAAC TCTAATGGCT 153 018 0 
GACGTACTAC CATACGTGCT GTTTCGCGAC CAAAGTAAAC ATCTAATTCA CGTTGGTTGA 153024 0 
TAGTGATTTT ACCACTGCCC GGTTTGATAA ATACACGAGC TGAAGAGCTT TTGCGGCGGC 1530300 
CTGTGCCGTA GTTTTGATTC TCTGCCATTT TCTAAACCTC GTGATTAAAT ATCTAATACT 153036 0 
TGTGGTTGTT GTGCTGCGTG TTGGTGTTCT CCACCTGCAT ACACTTTTAA TTTACGGAAC 15304 2 0 
ATTGCACGGC CTAATGGACC TTTTGGCAAC ATACCTTTAA CCGCAATTTC AATCACTGCT 1530480 
TCAGGACGGC GAGCGATCAT TTCTTTGAAA GTCGCTTGTT TAATACCACC TACATAGCCA 1530540 
GTGTGCCAGT AGTAAAGTTT ATCTGTTTCT TTACGACCAG TTACTGCCAC TTTGTCTGCk 1530600 
TTGATAACGA TGATGTAATC ACCAGTATCT ACGTGTGGAG TGTACTCAGC CTTGTGTTTA 153066 0 
CCACGAAGAC GACGTGCTAA TTCAGTCGCT AAACGACCTA AAGTTTTACC TGTcGCATCT 153 072 0 
ACTACGTACC AGTCGCGTTT AACCGTTTCT GGTTTTGCTA CAAAAGTTTT CATTAATTAA 153 0780 
TTACCAAAAA TTAGTTTGAT ACCCAGTGTT CTTATGAACA CAACCATTAA TCTTAATCGC 153084 0 
CACCCCTTCG AGTGCGATCT CGATAAAATA ATGTACGATG GGAATTCGCA CATTTACAGG 1530900 
GTCGGCGTAT TATACTCGTT TTTTCATAAA ATGCTAATTT TTTGCGCTAA AAAACAAATC 153 096 0 
TATTGTATTT ATTTAACACG CATTTATCTT TCTATAAAAA TACACAAAAA ATTACCGCAC 1531020 
TTTCTTTTTC GTTGTAAAAT GGGGTAAATC ATTGCTAACA AAAGTGCGGT AGTTTTGAGT 153108 0 
ATGTGTTGAT CTAAAAATTA GTTATTATTG AACAATAATT ATCCATTTAT TGAATTATTA 15 3114 0 
ATAATAATCA TACTTTTAAT GAATAAATTG AAATTGACTC ATATTAAAAC CTATTTTATT 15312 00 
GTACAAATAC TATTTTAGAA TCCTAAAGGA AGCCTTATGA GCTACGCGAA AGAAATTGAT 15312 6 0 
ACATTAAATC AACATATTGC AGATTTTAAT AAAAAAATTA ATGTCTCCTT TGAATTTTTT 15 313 2 0 
CCACCTAAAA ACGAAAAAAT GGAAACCCTT CTATGGGATT CAATTCATCG TTTAAAAGTA 15313 8 0 
TTAAAGCCTA AATTTGTGTC AGTCACTTAC GGTGCAAATT CGGGAGAACG TGACCGCACT 15314 4 0 
CACGGCATTG TGAAAGCCAT TAAACAAGAA ACTGGCTTAG AAGCCGCACC ACATTTAACT 1531500 
GGAATTGATG CCACACCTGA AGAATTAAAA CAAATTGCGA GAGATTATTG GGATAGTGGT 1531560 
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ATTCGCCGTA TTGTTGCGTT ACGCGGTGAC GAACCTAAAG GTTACGCGAA AAAAC CATTT 15316 2 0 
TATGCGTCAG ATCTTGTGGA ATTACTCCGT TCTGTCGCTG ATTTTGATAT TTCTGTAGCC 153168 0 
GCTTATCCCG AAGTTCATCC AGAAGCAAAA TCCGCACAAG CAGACTTAAT TAATTTAAAA 1531740 
CGTAAAATTG ATGCAGGTGC AAACCACGTC ATTACACAAT TTTnCTTTGA TATTGAAAAC 1531800 
TACCTACGTT TTCGTGATCG TTGTGCATCA ATTGGTATTG ATACTGAAAT CGTACCCGGT 153186 0 
ATTTTACCTG TnACTAATTT TAAACAACTC CAAAAAATGG CATCATTCAC TAATGTGAAA 1531920 
ATTCCAGCGT GGTTAGTTAA AGCCTATGAT GGTTTGGATA ATGATCCAAC TACACGTAAT 1531980 
CTTGTGGCAG CAAGTGTTGC AATGGATATG GTAAAAATTT TATCTCGCGA AGGCGTGAAT 1532 04 0 
GACTTCCACT TTTATACATT AAATCGTAGT GAATTAACTT ATGCTATCTG TCATATGTTA 1532100 
GGTGTAAGAC CTTAATTATC ACAATAATAT ATTncTTTTC AAACACAAAA TAAGGGCGAT 1532160 
ATTTCGCCCT TATACAAAAC TAAAAAAATT CAACCGCACT TTATTATTTT ATGAACTCTG 153222 0 
TTTGCATATA CATTAATCGA TCTATATTCG TTAAATAATG CCCTAATTCT TGTTCTTCGG 15322 80 
GTTTATGTAA ATAAGGAATT TTACCTAAAA GCGGCGCATC AATATGTTCA ACAAGTAAAT 1532340 
CAACAATTTC TGCATAATGG CTTAATAATG GATTAATTCG ATTTGCTATC CAACCTAATA 1532400 
ACGGCACACC TAACTGTTGG ATAACCTTTA CCGTCAATAA AGCGTGATTT ACGCAACCAT 153246 0 
CTTTAATTCC AACTACAAGT ACTACTGGCA TTTTTTGTTG AGCAATCCAA TCAGCAAAAC 1532520 
TTTTTCCTTC TGCCATTGGT GTCATTAAAC CAAAAGATCC TTCCACCACA ACAGATTGAT 153258 0 
AAGTTTGATT CAAACGCGTT AAATCACAAT TAATTTTATC TAATTTAATC CGCATTTTAT 1532640 
CTTGTGTGAG CATGGGTGCA CAGTGGCTAA AAGTATAACT ATTAATATCC TGATAAGACA 1532 700 
CATTTTCTTT TGTTGAATGC ATCAGCGTTA ATACATCAGC ATTTACGAAA TGATCATAAT 1532760 
CAGATGTATT TTCTGATTGC GCGACAGGAT AAATACTCTC TTCTCCACAA CAAGCAATAG 153 2820 
GTTTATAGCC GACAACTTGC ACTCCCTGCC CTTGCAAGGC TTGAATCATT GCGCGCGCTG 1532880 
CTGTTGTTTT CCCTACATTC GTATCTGTCC CTGCGACAAA AAAGCTACTC ATTTTTTTCT 1532 94 0 
CCTTTAAAAA GTGCGGTGGA TTTTAAAGGA ATTTTTTATT TAATAATTTG AGATAACGCA 1533 000 
AATTTTCACT TTTTTTATCT TATAAATAGA CAAATTATTT GATCTCACTC AAGCTATTAA 1533060 
ATAAACCATC ATCTTGTTTT GCTATTTGTA AGTAAAATCC TTGGCGTTTA ATTGTTTCCA 1533120 
AT ACTT C ATT ACAATCTACA TTGTGTAGTG CTTTACGCCC AAG C AG ATT A AACATCATCA 1533180 
CTAATTCTGG TTTACCAAAA TGTTCGAGTA AAACGCTGGG CACTGAAGAA AAATCCTCTC 153 3 240 
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TATTGGCAAC ATAAAGGTAA CTTCCTAACT TCTTTTTACT TTTATAAATG GCACATAGCA 153 3 3 00 
TATTTAATTT CCCGAAATAA AAATCCGCAC ATTTTACGTG CGGATTACAA TTTATCATTT 1533360 
CCTATTTTTG AACTGTAGCT AAAAATTCTT TACGAGTATC TCTATCTTCT AAGAATACGC 15 3 3420 
CACCATAAGC AGATGTGACA GTATAACTAT TCGTATCTCT AATACCACGC GCTTTCACAC 153 348 0 
AGAAATGGGT CGCTTTCACA TATACCGCCA CATCATCGGT CTCAAGAATG GTTTGAAATG 1533 54 0 
CTGTCAAAAG TTGCTCAGTT AAGCGTTCTT GAACCTGTGG ACGTTGCGCA AAAAACGAGA 153 3600 
CAATTCGATT AATTTTAGAA AGACCAATCA CCCAATCTTT TGGATAGTAT GCCACACAAA 1533660 
CTTTACCATC AATCGTCACA AAATGATGTT CACAAGTGCT TGTTAGCGTA ATGTCATTCA 1533720 
CTTGTACCAT TTCGCTGACT TTCATTTGAT TTTTGATTTT TGTCATCTTT GGAAAATTCG 153 3 78 0 
CATAATCCAT TCCACTAAAA ATCTCATCAA TAAACATTTT AGCTAAACGA TTTGGCGTTT 153 3 84 0 
CTTCTAAACT ATCATCTCGC AAATCTAATC CTATCAGCTT CATTACTTCA TGCATGTGTT 153 3 900 
TTGCAATGCT TTCTCGACGT TCATTTTTAG CCTGTGTTGG ATCAATCATG GGTGTCTCAA 153 3 96 0 
TACCTTTTTC AATCAAGGCA TTTCTTACAT TCAGTGCATC CAGTGAAATT TTGCTCATAA 1534020 
TAGTCTTTCC TAAAAAAATA ATCGGCTATT CTAGCAAAGG ATAATAGGAT GGTAAAATGA 1534 080 
GAAAAATTGC AAATTTGAAT GAATTAGGCT TTAGATATAG AATAGCTGAC AAATTTTATC 153414 0 
AAATAAGGAT TTTCTATGCT TACATTGGAT CAAGCTCGCT CGAAAATGCT TGAAC AG CTT 153 42 0 0 
CCCTTCCCGA CTCAAACTGA ATACCTAAAT TTACAAGAAG CCGCCAATCG AATTTGTGCA 15342 6 0 
GAAGATATTA TTTCGCCTAT CAATGTTCCC TCTTTCGATA ACTCAGCAAT GGATGGTTAT 1534 320 
GCTGTACGTT TATCGGATTT ACAACAATCT TTAACCCTTT CAGTGGCAGG GAAATCTTTT 1534380 
G CAGGTAATC CATTCCAAGA GGAATGGCCA TCAAAAAGTG CGGTCAGAAT TATGACTGGT 1534440 
GCGATGATTC CTGAAGGCAC AGATGCAGTG ATAATGCAAG AGCAAGTAAC ACTCAATGAA 1534 50 0 
GACGGCACCA TCACTTTTAG TGAATTACCT AAGCCGAATC AAAACATCCG TCGTATTGGT 1534 56 0 
GAAGATGTAA AAAAAGGGGA TGTCGTATTA GAACAAGGCG CACAGCTCAC CCCAGTTTCC 15 34620 
TTGCCATTAT TGGCCTCTCT AGGCATTGCA GAAGTAAAAT GCTATCGTCA ATTAAAAGTC 15 346 8 0 
GGTGTACTCT CAACTGGCGA TGAACTTGTG GAAGTGGGCA AACCATTACA AAGCGGACAA 15 34740 
ATCTATGACA CTAACCGTTT CACCGTAAAA TTACTGCTAG AAAAACTACA CTGTGAAGTC 1534 8 00 
ATTGATTTAG G ACT ATT AC C TGATAACGAA GCTGAATTTG AAAAAGCATT TATTGCCGCA 1534 86 0 
CAAAGCCAAG CCGATTTAGT GATTACTAGT GGCGGTGTTT CCGTTGGTGA AGCGGATTTC 1534 92 0 
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ACTAAAGCGG TATTGGAAAA AGTAGGTCAA GTAAATTTCT GGAAAATTGC AATCAAACCG 1534 980 
GGCAAACCAT TCGCTTTTGG TAAATTAGAA AATGCTTGGT TCTGTGGTTT ACCCGGCAAT 15 3 504 0 
CCTGTTTCTG CATTAGTAAC ATTTTATCAA CTTGTTCAGC CATTAATCGC TAAACTTCAA 15 3 5100 
GGCCAAAAAC AATGGAAAAA ACCACCGCAC TTTTCAGCCA TTGCTACAAT GAATTTGAAA 15 3 516 0 
AAAGCAGTGG GACGTTTAGA CTTCCAACGG GGTTTTTATT ACATCAATGA ACAAGG CCAA 153 5220 
ATTGAAGTGC AATCAGTAGG TTTCCAAGGT TCTCATCTCT TTAGTGCTTT TGT AAAAAG C 153 5280 
AATTGTTTTA TCGTTTTAGA ACAAGAACGT GGCAATGTCT CTGCGGGCGA AACAGTGACA 1535340 
ATTGAGCCTT TCAATCATTT ATTAGGATAA AAAATGATCG AACTTAGTCA CGAAGAAGAA 1535400 
TTGCGTTATA ACCGTCAAAT TATTCTTAAG AGCGTAGATT TTGACGGGCA AGAAAAACTT 153 5460 
AAAGCAAGCA AAATGCTGAT CGTTGGGCTT GGTGGCTTAG GCTGTGCAGC CAGCCAATAT 153 552 0 
CTCGCAGCAG CAGGTGTTGG AAATTTAACG CTGTTGGATT TCGATACAGT TTCTCTTTCG 153 558 0 
AATCTTCAAC GCCAAGTCTT GCACTGCGAT GCTCGCTTGA ATATGCCAAA AGTGGAATCC 153564 0 
GCTAAAATTG CACTGGAACA AATCAATCCA CATATAAACA TAGAGACGAT TAATGCGAAG 153 5700 
TTAGACGAAG AAAAACTCGC AGAAATCATT CCGCACTTTG ATATTGTTTT AGATTGTACA 153 5760 
GACAATGTGG AAATCCGTAA TCAATTGGAT CGCCAATGTA ATCATATGAA AGTCCCTCTT 153 5820 
ATTTCTGGCG CAGCGATTCG GATGGAAGGT CAGGTTTC CG TTTTCACTTA TGAAC CAAAT 1535880 
ACGCCTACTT ATCGTGATCT CAGCAAATTA TTTAGACAAA ATGTATTAAG CTGTGTGGAA 1535940 
GCTGGCGTGC TTGCACCAAT CGTCGGTATT GTGGGCTGCA TTCAAGCCTT AGAAGCAATT 1536000 
AAAGTGCGGT TAAAAATCGG TAAGAATTTG TGTGGCCGCC TATTGATGAT TGACGGTTTT 1536060 
TCGATGAATA TCCGAGAAAT TAAACTTCCA ACCAATATGG AATAAAACGC TTCAAAAGAG 1536120 
AAAAAAATTT AACCGCACTT TTATGAACCA TAACCTTTAC GACAAAACAC TATGACAACA 1536180 
GAAATTAAAA AACTTGATCC CGATACAGCC ATTGATATTG CTTACGATAT TTTCTTAGAA 1536240 
ATGGCTGGAG AAAATTTAGA TCCTGCTGAT ATTCTTTTAT TCAACCTACA ATTTGAAGAA 1536300 
CGCGGCGGCG TGGAATTTGT TGAAACCGCC GATGATTGGG AAGAAGAAAT TGGTGTACTA 153636 0 
ATTGATCCAG AAGAATACGC TGAAGTATGG GTGGGCTTAG TCAATGAGCA AGATGAAATG 153642 0 
GATGATGTCT TTGCTAAATT CTTAATTTCT CACCGAGAAG AAGATCGCGA ATTTCACGTT 15 364 8 0 
ATTTGGAAAA AGTAACGATA ACGTAAAAAT AAGGGAAATC ATCTGATTTC CCTTTTTCTT 1536540 
TTCGCTTAAA ATTAACAAGC CATCAAATTG GAAAACTTGA GAAAAAAACT AACAACAACG 1536600 
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GCGGTAATAA ATTTGTCACC ATACCAAAAG AAATGGCGAT AGGCGTCACT TCAATTCCAC 15 3 6660 
CTGATTTTTG AATAATCGGC AATGTACAAT CTAATGCCGT TGCGCCTGTA ATCTCAATAG 1536720 
CTGTAGAGCG ATAATGTTGC ATAAACAATG GAATTAAAAA TAAACTCAAA ATTTCACGCG 153 6780 
ATAAATCATT GAAAAAGGCA ATACTGCCCT GCATCGGCCC CCAAGCATTT GTCAGCACAA 1536840 
CACTTGATAA AGAATACCAA CCAAATCCCG ATGAAAAGGC TAAACCTTGA GTAATCGGCA 153 6 900 
TACTTAGAAA AAATGCTGAA ATAACGCCCC CAATTAAAGA ACTTAGGGTA AAAATTGCCC 153 6 96 0 
CCATCATTAA ACCCTGCTTA TTTAGCAAGA CTTCTTTCAA GGAAATGCCA TTGTTACGAA 1537020 
GCTGAATCCC AACAAAAAAG ATCAACGTAA TAAGCACGTA AAGATTGGAA CCATTTGGAA 153 7080 
AATGCAACCA ATCTTTGCAC AGCCAACCTA AAACGATGCC AATAATTACC GCACTTAATA 153 7140 
ATTCTTCCAT TGTTGTCCTT TTTTGTAGAT CACTGCACTT TATTTAATTT TCAAAGGTAA 153 7200 
TTTGAATAAA TATTACAGTA AAAATAAAAA ACTATTATAC AAGCAATAAA ATCATACCGC 153 726 0 
TTATAATATA GTTTTTTATC AATCTACCAA ATGCTCAATG TTCAAATGCC AATCTTAGAT 153 73 2 0 
ACTTTGTCTC TTTACTCTGT AAAAATGGAA TATAAAAAGC GGCTTAAAAA TAAGCCGCTT 1537380 
GTCATCGTTA TTTTTCAGCA AACACTCGAA TTTGCTCTGC ACCTAAATGT CCTGGTACGG 1537440 
TTTTTTTCAG GTTTAAATCA CTATCTAAAA AGAGATTAAA CGGATAGCCA CGCACTCTTG 1537500 
CTTTATCAAT GATTTCGCCT TTTTCATCTA AAAGCACCGT GATATTTTTA TATTCTAATC 153 7 56 0 
CCTTGTACCA CTCAATAAAA TCAGCGGTGT CTTTTTCGCC TTTGTGATCG GGCGAAACAA 1537620 
TGGTAATCAC TTCAAAATTG CGATCTTTTT CCGCACTTAA ATCATCAATT TCAG CTAATC 153 768 0 
CTGCCAAACA AATTGGACAC CAAGATGCCC ACATTTTTAC ATACACGGGT TTGCCTTTAT 1537740 
ATTGGCTTAA AGTAACTGGC TGATTGTTTA AATCTTTGAG TTGCACATCC GCCAAATTAG 153 7800 
TTTGTGCAAA AGCGTTTAGG CTGAATGCCA TTAGAAATAT TGATAGTAGT TTTTTCATTG 153 786 0 
CTTTTTCCTT TTATAAATTT CTTTTGTTGA GGTTATGTTT TACGAAAAAT TATTCGTAAT 153 7 92 0 
CAATAAAATA CCCATCACGA TAATTAAAAT TCCGCCACCA ATTTTAAATT TGTCTAAGTG 153 7 98 0 
TTTATTTAAC CCTTTGGCAC GTTTTAGCAA GCTGTCTGAG AAGAATGAAA ATAATACAAA 1538040 
CGGCGTTGCC AAGCCTAAAA CATAAACGAA CATCATTGAT GCACCGTAAA GTGCAGATCC 153 8100 
TTCATCGCCT GATAAAGCTA ACACGGAAGC CAAAATCGGG CCAATACAAG GTGTCCAACC 15 3 816 0 
AAGACTAAAG GTTAAACCAA GGACAAATGC CTCAAGTGCG GTTGATTTTC CTGATGTTTT 153 822 0 
TATTTCCACC AATTTTGTGC GTTCCAACAA ACCAATTTTG AAAATGCCAA GTTGATGAAT 153 82 8 0 
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ACCCAAAATA ATCACAATAA CGCCAGCGAT AATGCGGGTG GTGTTACTAA ATAAAATATT 1538 34 0 
CCCTAAAAAA CCAAAACTAA AGCCTAAACT GACAAATGTA AGGGAAAGCC CTAAAATAAA 153 8400 
TAAAAAAGTA TTTAGGACTT TTTTACCGCC TTTACTCAAA AT AC CAAAAT AAATTGGAAT 1538460 
AATCGGGAAA ATACAAGGCG AAAGAAAAGA AGCAAGCCCC GCTAAAAATA CAGTTCCAAT 153852 0 
AAGGAGTTGT TGATCTAACA TCCTACATCT CCTTATTTTT TAATGGATTG AATCAAATAT 1538580 
CCATATCCTG CCTTTTCCAT TTCTGCTAAC GGAATAAATT TAATTGATGC ACTGTTAATG 1538640 
CAATAACGCA AACCACCTTT ATCTTTCGGA CCGTCATCAA AAACGTGACC CAAATGGGCA 1538700 
TTGCCCGCAC GACTTAACAC TTCGGTACGT TGCATATTGA AGCTGTTATC GGTTTCATAA 153 8 760 
TGCACTACAT CTTTAATGAT CGGTTTCGTA AAACTTGGCC AGCCACAACC TGATTCAAAT 1538820 
TTATCATTTG AAGAGAAAAC AGGCTCGCCT GTAGTGATAT CAACATAAAT ACCAGGTTGG 153 888 0 
AAGTTATCCC AATATTCGTT ACTGAAAGAG CGTTCAGTAT GTTTATTTTG AGTAACGGAA 1538940 
TATTGCAACG GTGTCAATTT CGCTTTGAGT TCTGCATCAC TCGGTTTCGG ATAATCTTTC 153 9000 
TCGTCAATCA CAGGTTCATC AGCTTTGGTA ATATCAATAT GGCAGTAGCC ATTTGGATTT 153 9060 
TTCTTCAAAT AATCCTGATG ATATTCTTCT GCTACGATGT AATTTTTAAG TGGTTGCACC 1539120 
TCAATTTGTA CTGGTTTTTT ATATTTGGTT TGAAGCTGGG CGAGTGCTTG TCCGATCACC 153 9180 
GCTTTATCTG CTCCATCTTG ATAATAAATC CCTGTGCGAT ATTGTCTGCC ACGGTCGTTA 153 924 0 
CCTTGTTTAT TTACGCTGGT TGGATCAATC ACTTTAAAAT AATATTTAAG CAATTTATCT 1539300 
AACGAAATTT GGTTTGCATC GTAAGTAACT TTTACCGTTT CTGCGTGATC GGTTAGCCCA 153 9360 
ATCATCTGAT AACTGGTTTT CTCCGTATTA CCATTTGCAT AGCCAGAAAT CGCATCTTTC 153 9420 
ACGCCGTGAA TACGCTCCAT ATATGCTTCC ATACCCCAAA AACAGCCGCC AGCAAGATAA 153 9480 
ATTTCTCGAA TGTTTTGTGT ATTTTCCATT GCCATTTTTT GTTCTCCAGA TGATGATGTT 153 954 0 
GAATTTTGTA TTGCTAAAGT TGGTGTAGCA CAGCAAAGTG CGGTAATAAA TAGAAATGTT 1539600 
TTTGATAGTT TCATTGTTTT TCCTTATGAT GTGAAAATTA ACGTTACATA AGGTTAGACG 1539660 
GCGGATAATC CGATTTCTTA CAGATTTTTT TACTTAAGTT TGAAATGTGG TAGAAAATAA 153 9720 
GAGGGGAATT TTAAATAAAA AAGACTAAGT CTAAATTAAA TATAGACTTA GTCTTGTTTA 153 9780 
AATAAAATGA TGTTGTTAGA GCAGAATTTT AATGACTTAC TGCCATATTT AGTTTAGAAA 153 984 0 
TAGCCTTCTT ACCTTCTTCT TCAGAAACTT GTTCTAAATT TGCACCGCCT ACAAATACAC 153 9900 
CAAATTTAGT ATATTGACGA ATAAAATAGT TTTTACCACT TTCAGTTTTA ATGTTTAAAT 153 996 0 
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CACTATTGCT GAATTCGGAT TCAGTTGAAA TTTTATGCTC TCCCGCTTTA ATGGTTTTAT 1540020 
AAAAAAATAC ATCAGGAGCA GACTCACCTA TAAATTTATC GTCAATATAG AGATCTTTCT 154 0080 
TTAAAGCTTT TCCTATAAAA GAATCACGGT AGATATATAA TCCTGAATTT CCTTTTTCGG 1540140 
GAGATCTGAA TTGTTTGGCG GTATTACTTT CTTCAACAGA AGCCATAGGA ACGGTTGCAC 1540200 
AAGCTGAAAG TAATAACGCT ACCCCTATAA TTGATGCTCT TGCAAATAAC TGTTTCACAA 1540260 
AATATCCATT AGAAACTAAA ACGTAAACCA GCCTTAACGC CCACATCAGA AACATTTGAG 154 032 0 
GCTAAACGGT TATATTCAAT ATTAGTATTA AGTGCCACGT TATCAGTTAA TTTATATTGA 1540380 
ACACCAGCTA ATGCACCAAT GCCTATTCTC GTTTCGGTTG CAAAAGCTTC TATGCGATAA 1540440 
TATCTTGCAT TTGCAGTTAC ATCTGCTCCA TTGGTAGATA CACGGACACC AACATAAGGT 154 0500 
TTGAAATCGG CTAAGTCAAA ATCATAAAAA CCAGTGAGGC CTAATGATTT ACCTTTAAGA 154 0560 
GATACATCTA CAACATCAGC ATAATTTGCA GTTACTTTTC CGTAGTTTGT ATAATCTACG 1540620 
GCTAAACGAA AGTTCTTATC AAAAGCATAG CCAACACTAA TTCGTTGGGT AAAAGATGGA 1540680 
CTGTTTGAAC TATTTACATG AGTAATATCA ATTTTTGAAG CACCTAAATC GCCTTGAACA 1540740 
TACCATTGAG CTTGAGCTGA TAGTGCTAAA GTAAATAACA TAGTTACAAT AAGTAATTTT 1540800 
TTCATAGATT AAGACCTCTA AATGTGTGAA AATACATCAG TTGCATAAGT AAATGCGGGT 1540860 
AAATTTTATG GAAGTTTAAC CATTAAAAAC AACAACAAAA AGGACAAAAT AGCACCTAAT 1540920 
TTCGGCAAAA ATTGCTCAAT TTCGAAAGGA TTAAATTTAG ATGGGAATGC ACGATAAAAT 154 098 0 
TCGTATGATG AGAGAGCTTC GTCAATTATC GCAAGAAGAT ATGGCTGAGA AAATGAATAT 1541040 
GTCGCCAAGT GGTTATGCCA AGATTGAACG AGGTGAACTC GCCTACAATA CGATAAATTA 1541100 
GTGCAAATTG CTCAGATATT TAATATGAAT TTGTCTGAAC TAGTGGATGA GAATAGAGGA 1541160 
ATTATATTTT TATTAAATGA AAATGGAAAT AATACATCAA CTAACTATTA TGGAAATAAC 154122 0 
GACTCTTTAA TAATTGAAAT TGAAAAATTA AAATTAACAC TTTTTCATAA AAATGAATTA 1541280 
TTAGAGCAGA AAGAAAAAGA ATTAGAAACG CTTAGAAAAA TGATTTCATT ATTAGAAAAG 154134 0 
TGAAATAAAG TATTTTTAAC AATAAACGGT TGAAGTTGTA AAATATTTTG CAAATTCAAC 1541400 
CGCTTATTTT TTGCTACCTA TCAGTTAATT CTATAGATGG TTCGGCATCC CTAAATTGCT 1541460 
TCATCATCTC GCTTAAGGTT TTGCAATTTC TTTGAAAACG ACGACAATGT GGGCAGGTAA 1541520 
CTAAATGAAC TCTTAACCCA ACTTTTTCTT GTATATCTAA TGAACGTTCG TGCGATTCGG 1541580 
AAATCATTCG AGTGGCTTGG TGACAACGCA TAATTTTCTC CTAAAGTTTT TTTGAAAGAC 1541640 
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AGTTTTGCAA CTGTAAACGA GCCCGATAAA GGGTGGTATG TAAATTAGAC GAAGTTAAAT 1541700 
GTGTTTCTTG ACAAATTTCT TCAGATGAAA GCTCTAAAAA CTCTCGCATC ATAAAAATTT 154176 0 
TTGCCTGTTT AGCAGGTAAA CAATTCAAAC AAGTTTCAAA AATCAGCCAA AATTCATCGG 1541820 
AATAAACCGT TTCTTCTTCG CCTTGTAATT CACTCGGGTG ATATTCTGGT TTCCAATGCC 1541880 
CCTTTTCATC AAAAAATGAA TTATTAGTAT TTTCATCTTC AAGTTCACTT TCTAAAACAA 1541940 
ACCGCCCTTT CTGACGTAAA TAATCAATAA TCTTATTTTT AAGAATCGCA AAAATCCAAG 1542 000 
TCTTAAATGC AGATTGACGC TTAAAATTAG CGAGATTTTT GAATGCACTT AAAAAAGCTT 1543C60 
CTTGTACTAA ATCTTCAGCA AGATCGGCTT GATTTACTTG CAATTGTGCA AATGTCAGCA 154 2120 
TTTGAGTGCG AATTTGCTGA AGCTCAAGAT CAGAAATAAC ATTCATTTTA ATTCCTTTAA 1542160 
AACTTATGTA AGAAATGAAA CTCACTTCTT TTAACAAACT AAGGTAGCTA TTTTTACACT 1542240 
CAAAAAAGGA AATTTAAAAT GAAAAATTTT ATATTGAATC TATTTTGCGA AGTTAGGAAA 15423 00 
AAATCAGGTG TTTAAGAAAA GAATAATTGA TACCGCTTTT TAACGTGATA TTTGCTTGGT 15423 60 
GTGTAGCCGA CACCAATTGC CATCGCATTA CAAACCGCCC ACCGCAGCAG AAAAACTCGC 154242 0 
TTTTCCAACG ACTTGAGGTA ACACTAAACC AGAAAGGGCG TTAGCCGCCA CTAAACCACG 1542480 
TTCTAATTTG CTGTCCAATT TCCCTAATTT GCCATTTAAC TCGTTAAAGC CTGATTGGAA 1542540 
ATTATTCATT TGAGTTTGTA ACGTGCCTAA TTTGAGATCG GTATATTGAT TTGCAGTTTG 1542600 
TAAAGTTTGT GTATCGCCAT CTTCCATTTG TTTTTTATTT ACTGCATCAG TGTCTTTTTC 154266 0 
GGCTGTTTTT ACATTAGCAA CATATCTTTC TTTACCTTCT CTACCAAAAG AAACTTCATT 1542720 
TTCTCTTGTA GTTTCTGAAC TATATCCTAC AG CAATAG AG TTGTTATATT TAGCTTTTGC 15427 80 
TTTGTTACCT AGAGCAATAG CATTTTCTAC TTCATTAGTA CCAGTTTCAT TTTTAGCTTC 1542 84 0 
ACTTTCATAA CCTATAGCAA TGTTATATGA ACCTTCAACC TTATTTGCCC CCCCAATACT 1542 900 
GTATTATATA TACCATCTTT GTAAGTCCTA AAGTCTTCGG CTTTTTTACT ATTAATTGTA 1542960 
TTATTCTTTA AATTACCAAT GATCAGGCTA TACGCCCCAA ACTCTTTAAT GCCGTAATTC 1543 02 0 
GTACTAATTG AATTTTCACT CGCCGCAAAG GCTTGAGAAG AGAT CAGCAA ACTGCTGATA 154 3 08 0 
AGTTAAGCTG TCGTGGTTAG CTTGACAGAT GAAAAGAAAA GATTAGCATT GCTTGCTTGC 154 314 0 
TTGCTTGCTT GCTTGCTTGC TTGCTTGCTT GCTTGCTTGC TTGCTTGCTT GCTTGCTTGC 154320 0 
TTGCTTGCTT GCTTGCTTGC TTGCTTGCAG AATTGTAATA AAACATATTA TATCCTCCTA 1543260 
G G AT AAAAC A AAAAAGAAGC GTGACTTTAC GTTAAATAAA TTGATGTAAA GGAAATACAA 1543320 
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ATTTTTTCGT GCAAATTCCA ATATTTAACT TTAAAATACT TGCCTCTGAA CAAACATTCA 15433 80 
TTATAAATAA AAGTCACAAT ATTTATTTTA TAAATAAAAA AGTGCGGTTA AAATCATCCG 1543440 
CACTTTTTAG TTCGTAGAAA GGAAAATTCA ATGTTTAAAA TGAAAAATAT CACGCTTGCT 154 3 500 
TTGTTGATGT CTGGTGCATT GGTGGGATGT GCCAATATTG GCGATTCTTA TCAAGCAAGC 154 356 0 
CTTGAAGATT ACAAGCAATA TGAAGAAATT ACCAAGCAAT ATAATGTAAA AGAAAATTGG 15436 20 
TGGTCGTTAT ATGATGATGC GCAATTAAAT CGCGTAGTAG GACAAGCATT AATAAACAAC 1543680 
AAAGATTTAG CTAAAGCTGC TGTAGCGGTA AACCGTGCAC TTTATAGTGC AAATTTAGTG 154 374 0 
GGTGCAAATT TAGTGCCTGC ATTTAATGGT TCAACTTCAT CAGCAGCACA ACGCCGAGTT 154 3800 
GATATCAGTA CAAACTCTGC CATTTCACAC AAAGGTTCTT TAAATGTGAG CTATACATTA 1543860 
GATCTGTGGC AACGTTTGGC CAATACCGTT GATGCGGCGG AATGGTCGCA CAAAGCAACT 1543920 
GCAGAAGATA TGGAATCGGC TCGTTTATCA TTAATCAATT CTGTAGTAAC AACTTATTAT 1543980 
CAAATTGCTT ATTTAAATGA TGCAATTAGC ACAACCAACG AAACGATCAA ATATTACACG 1544040 
GATATTGGCA ATATTATGCA AACGCGTTTA GTGCAAGGCG TGGCTGATGC AGCCAGCGTT 1544100 
GATCAAGCAC AACAAGCCAT ATTAACGGCA CGTAATAACA AATTAAATTT TGAAACCCAA 1544160 
CGCAAAACAG CAGAACAAAC ACTGCGTAAT CTTCTCAACC TAAAACCAAA TGAAGCATTA 1544220 
AATATCACGT TCCCACATAT TATGAATGTG AAAACAGCAG GCGTAAACTT AAACGTGCCT 1544280 
GTGTCTGTAA TTGCAAATCG TCCTGATGTA AAAGCAGCAC AATTC CGTTT AAGCAGTGCA 1544340 
TTCAAAAATG CCAAAGCAAC TCAAAAAAGT TGGTTCCCAG AGGTTAATTT AGGTGCAAGC 1544400 
CTTTCTTCAA CAGCAAGCAC GGTTGGTACG GCGTTACATA ACCCTGTGGC TGCTGGCACA 1544460 
GTAGGAATTA GCCTACCGTT CTTAAATTGG AACACCGTAA AATGGAACGT TAAAATTTCT 1544520 
GAAGCTGACT ATGAAACAGC TCGTTTAAAT TACGAACAAC GTATTACCAC CGCTCTCAAT 1544580 
AATGTGGATA C CAACT ATTT CGCATTTACC CAAGCGCAAA GTACATTAAG TAATTTACAG 1544640 
C AAACC CAT A GTTACAATCA GCGTATCACA CAATATTATC GAAACCGCTA TAATGCGGGC 1544700 
GTATCCGAAT TGCGCGAATG GTTAGTTGCA GCCAATACGG AAAAATCATC ACAACTTGCG 1544760 
ATTTTGAATG CAAAATATCA AGTGCTGCAA AGTGAAAATG CGGTATATAG CTCAATGGCG 1544820 
GGATATTATT TGTAAAAAT C AAATTGGATT AATCTATGAA AAATCCCTGT TAAATTTCTT 1544880 
TAACAGGGAT TTTGTTATTT AAATT AAACC TATTATTTTG TCGCTTCTTT CACTGCATCT 1544940 
ACTGCTTGAG TTGCTTTTTC TGAAACCGCC TCTTTCATTT CACTTGCTTT TTCTGATGCT 1545000 
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GCTTCTTTCA TTTCGCCTAC TTTTTCTGAC GCTGCTTCTG TTGCTGATTT AATTACTTCT 154 5C60 
TTCGCATCTT CCACTTTCTC TGCTACTTTA TTTTTCACGT CTGTAGAAAG CTGCTGTGCT 154512 0 
TTTTCCTTTA CTTCAGTCAT TGTATTAGCT GCAGCATCTT TTGTTTCTGA TGCGACTGAT 1545180 
GCTACAGTTT GCTTCGTATC CTCAACTTTT TGTTTTGCTT CTTGCTTATC AAAACAACCT 154524 0 
GTCACGACTA AAGCTGAACC TAAAACCAAT GCTAATGTTA ATTTTTTCAT TATTTTCTCC 15453 00 
ATAGAATAAT TTGATTGTnA CAAAGCCCTA TTACTTTGAT GCAGTTTAGT TTACGGGAAT 1545360 
TTTCATAAAA AGAAAAACAG TAATAGTAAA ACTTTACCTT TCTTTAAAAA GATTACTTTA 1545420 
TAAAAAAACA TCTAAGATAT TGATTTTTAA TAGATTATAA AAAACCAATA AAAATTTTAT 15454 80 
TTTTTGTAAA AAAAAAGAAT AGTTTATTTT AAATAAATTA CAGGAGATGC TTGATGCATC 1545 540 
AATATTTCTG ATTTATTACC ATCCCATAAT AATTGAGCAA TAGTTGCAGG ATAAAATGAT 15456 00 
ATTGGATTTC GTTTTCCATA CAGTTCAGCA ACAATTTCTC CCACTAAGGG CAAATGGGAA 154 56 60 
ACAATTAATA CAGATTTAAC GCCCTCGTCT TTTAGCACTT CTAAATAATC AATGACTGAA 1545720 
TGCGCATGGC CATAAGGCGT AATCCCCTCC CAAATTTCAA ATTTATTTTC TAACTCCAAA 1545780 
TCAAACGCTT GATTAACTTG ATGAAAGGTT TCTTGAGCTC TGACATAAGG GCTCACTAAA 1545840 
ATACGGTCTA GTGAATTAAT TACTAGCGTG CTTAAATGCT GTTTTAACCA CTGCCCTTGT 1545900 
AAAAAAGCCT GTTTAGAACC ATAAACAGTT AAATGGCGAG CTTTATCACT ATTAG CCATT 1545960 
ACTTCCGCTT CGCCGTGACG CATAATAAAA ATGTTCATTT TGCTTTCCTA AAAACTTTAT 1546020 
AAAAATAAAC CGCACTTTAC TAAGTGCGGT CAAAAATTAA TTAATTTTTT TCACGGCTTC 154 6080 
TGCAATTTCT TCTGCACATT GTTGTGCAAG TTCAGCATCT TGGCATTCCA CCATAACGCG 1546140 
AATAAGTGGT TCCGTACCCG ATTTACGCAA TAAAATACGA CCTTTACCTT CTAAACGTTT 1546200 
TTCAACCTCT GCGGCAACAG ATTTTACAGC ATCACTTTCA AGTGGATTTT CCCCACCCGC 154626 0 
AAAACGTACA TTGATTAACA CTTGAGGGAA TAATTTAACC GCACTTGCTA ATTCATTTAA 1546320 
TGATAATTTA TGCTGTGCCA TCGCCGCCAA TACAGCCAAT GACGCAACAA TGCCATCACC 1546380 
CGTTGTATTC TTATCCGCAA TGATAATATG TCCAGAATTC TCCCCCCCAA GCGTCCAATC 154644 0 
ATTTTCAACC ATTTTTTCCA ATACATAACG GTCTCCCACG TTTGCACGTA AGAAGGGAAC 1546500 
ACCAAGCATT TTCAACGCAA TCTCTAAGCT CATATTACTC ATTAAGGTGC CAACGACACC 1546 560 
GCCTTTTAAT TGACCTGAGC GCAATGCTTC ACGCGCAATA ATAAAGAGAA TTTGGTCGCC 1546620 
ATCGACTTTA TTTCCTAAAT GATCCACCAT CAT AATG CGG TCACCATCGC CATCATAAGC 154668 0 
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CAAACCAACA TCAGCTTTCG TTTCAACAAC TTTAGCTTGC AATGCAGTCA CATCAGTTGC 1546740 
GCCACATTTT TCATTAATGT TTAAACCATT TGGATCCGTA CCAATTTCAA TAACTTCCGC 1546800 
ACCAAGTTCT CTTAGTACAT TAGGGGCAAT ATGGTAAGTT GCACCATTTG CACAATCTAC 1546860 
CACGATCTTA TAACCTTCCA AG CCTAAATG AGCGGGGAAT GTACCTTTAC AAAACTCAAT 1546920 
GTAGCGTCCT GCTGCATCAT TAATACGGCT GGCTTTACCT AATTCAGCAG ATTCCACACA 1546980 
ATCCATCGGT TGCTCTAACA TTGCTTCAAT AGCTTCTTCA ATTTCATCAG GTAATTTAGT 1547040 
GCCTTTTGCT GAAAAGAATT TAATCCCATT ATCATAATAA GGATTATGAG AGGCTGAGAT 1547100 
CACGATACCT GCTTCAGCTC GGAAAGTTCT GGTTAAATAA GCAATTGCAG GTGTCGGCAT 154 7160 
AGGGCCGGTA AATGCAGCAG ATAACCCCGC AGCAGCCAAA CCTGCTTCAA GGGCTGATTC 1547220 
CAACATGTAT CCAGAAATTC GGGTGTCTTT ACCAATTAAA ACCATTTTCG AACCTTGAGA 1547280 
AGCCAACACT TTTCCCGCAG CCCAACCTAA TTTTAATGCG AAATCTGGTG TAATTGGGTA 1547340 
AGCACCTACT TTTCCACGTA CACCATCTGT TCCAAAATAT TTACGATTTG C C AT AATAAA 1547400 
ATTCCTTTAA TTTTTTATCG TT ATAAAAC C ATCAGGCATT TGCTGTTGCC TGCCAAACTT 154746 0 
TGAGCATATC TGATGTTGCA GCAACATCAT GTACGCGTAA AATTTTTGCA C CTTTTTG C A 1547520 
CTGCAATAAG CGCACCTGCC GCACTGC CAA TTATTCTTTG ATCAACAGGT TTATCAAG CA 1547580 
CTGCGCCAAT CATTGATTTG CGAGATAACC CTGCTAATAC GGGATAACCT ATCTGACAAA 154764 0 
ATTCATTCAG ATTTTGTAAT AATTGATAAT TATGCTGTAC AGATTTGCCA AAGCCAAAGC 1547 700 
CCATATCCCA AATTAAATTT TCTTTTTTAA TGCCAGCAGA AAGGCATTCA TTAGTACGTT 1547760 
TTTGTAAAAA AGCCAATACA TCTTGCACGA CATTTTCATA ATAAGGATTT GCTTGCATCG 1547820 
TGCGAGGTTG CCCTTGCATA TGCATAATAC AAACAGGTAA AGCCAGTTTT ACCGCCGTTT 1547B80 
CTAACGCATT CGGCTCTTGC AAAGCACGAA TATCATTAAT CAAATCCATT CCAACATTTG 1547940 
CCGCTTCACG CATCACAACA GCTTTTGAGG AATCAACAGA AATCCAGCAA TCAAAACGGT 1548000 
TTCGCACCGC CTCCACTACT GGCACAACAC GATGCAATTC CTCTTGTTCA GAAACTTCAT 1548060 
CCGCATTCGG ACGAGTGGAT TCTCCACCAA TATCAATAAT TGTCGCCCCC TCTTCTAGCA 1548120 
TTTTTTCAAC TTGAAAAAGT GCTTTATCTA GACTAAAAAA CTGTCCGCTA TCAGAAAAAG 154 818 0 
AATCAGGCGT AAAATTAAGA ATCCCCATAA TTTGAGGCAC GCTTAAATCA AGACATTTAT 154 82 4 0 
TATTTGCGTA AAGTTTCATA AAATGCGGTT AATTTTTAGA GTGATTTTGG TGGGCGATTA 154 83 00 
TAG CG AAAT A CATCCAAGAA CAAAATCATT AGGAAAAAAT AAAGCCTTTC CGAAGAAAGG 1548360 
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CTTTGATGAG TTAAACATTA AAATCATCGG 
CATTCGTTGT TGAATTTGCA TAAGCAGCCT 
GCGGTGTGAC AGGTTCGCGA TTCATCAATT 
ATTTGACTAA TGCATCTTTC ATCGCATGAA 
TTGCTCTCGC ATAGTTACGA TTTACAATTG 
TTTCATCTGA CATATGTTTC GCTTTCGCCA 
CTTCCGTATA AAGAATCGGA CCTAACTTTT 
GCGCAATATT AGTTGCGACT TTAATATCAT 
CGTAAATCAA ATCTTCCGCT AAACGACCCG 
GTTTTTGGCT AATACTAATT TGATCGCCCT 
GTCCTCGAGG AATAATGGTC ACTTTGTGAA 
CAATCGCATG ACCAGCTTCA TGATAAGCAG 
TAGTGCGACG CTCTGGCCCC ATATTGATTT 
TTACCGTACG TTTATTCACT CGAGCAGCAA 
AATCTGCACC AGAATAGCCC GGCGTACCAC 
CAACAGACAC TTTACGCATA TGCACTTTTA 
AGCCAACAAC TACTTGCCGG TCAAAACGGC 
CTGGACGGTT AGTTGCTGCA ATAACAATTA 
CAACTAGCAT TTGGTTTAAG GTTTGTTCAC 
CACGTTGGCG ACCCACTGCA TCGATTTCAT 
TAAATGATAA TGATTTTCAT TTCTTAATTT 
TTTAAC CTAG ATTTAACTTT TGGGAAGCAA 
ACCGCACTTT TTGCTGGGAT TTCTGTTTCT 
ACTGAAACGA TTGAACAAAT TAATGTTCAA 
ACAACAGGGA CATCTGTCGT ATCAAAAGCT 
GTAAATATTC TTTCAACTAA ACTACTAGAA 
CTTTATAACG TCAGTGGTGT GAGTCAAGCG 
CAAAAACGTG GTTTTGGTAG AAACCGTGAC 
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TATTTTCTAC CGCACTTTCG GGCTTTGTAT 154 842 0 
GCTGAGTTTT CGGCTCTCCC CAACCTGATG 1548480 
GTTTAATTTG TTCTTCTTCA ATAGTTTCAT 1548540 
GAATATCCAT ATTGTCGATC AAAATCTCTC 1548600 
CACGCACTTC TTCATCAATC GAATGCGCAG 154866 0 
TTGAACGACC TAAGAAAACC TCGCCCTCAT 1548720 
CAGAGAATCC CCATTGCGTT ACCATATTAC 154 8780 
TTGATGCACC TGTTGAGATA TTTTCTTCGC 154884 0 
CATACAAGGT AGAAAGCTTA CTTTCTAATT 154 8 900 
CAGGTAAGAA GAATGTCACA CCCAAGGCAC 154 8 960 
CAGGATCGTG TTCAGGCACT AAATACCCCA 154 902 0 
TGGATTCTTT TTGCTTATCC GTCATAATCA 154 9080 
TATCTTTCGC TTTTTCAAAC TCAAGCATGG 154 9140 
ACAAAGCCGC CTCATTGACT AAATTTGCTA 1549200 
GCGCTAACGT CATTGCATCA ACATCTTGCG 154 926 0 
AGATTTGCTC ACGACCTTTC ACATCAGGTA 154 9320 
CTGGACGGGT TAAAGCTGGA TCAAGCACAT 1549380 
CACCGTCATT ACCGCTAAAG CCATCCATTT 154:9440 
GCTCATCGTG TCCGCCACCT AAGCCCGCAC 154 9500 
CATAATACCA TTGATTAATG TAATAGACAT 1549560 
GTTGTATTTT TTTTATACTT GTAACCTTTT 154 9620 
TTTATGAATT TTAAATTAAG CTTAGTTTAC 154 9680 
GCGTTAGCAG AAACGCGACA TAAAGCTAAT 154 9740 
GATACAGGTA TTAAACAAAA TGGTTATCAA 154 9800 
GAAGTGCCAG TATTCGACAC GCCAAACACA 1549860 
GATCGCAAAC CTGAATCACT CATTGATGCG 1549920 
AATACGTTAG GTGGTATGTT TGATGCTATC 1549980 
AACTCAATTA TGCGTAACGG TTTACAAGCT 15 5004 0 
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GGCCCAGCTA AAAACTTTAG CGCGACAACT GAAACCGTTG AAGTTTTAAA AGGACCTGCA 15 50100 
TCTGTACTTT ATGGTATTCA AGATCCAGGT GGTGTAGAGT TAATATCATT ACTAAAAAAC 1550160 
CACAACAAAC GCCACGTTAT GTCGTTGGTG GAACCTTAGG TAATCATAGC CTGTGGGGAA 1550220 
CGCAATTAGA TTTTACTGAT GGTTTAGGAA ATGGTTTTGC TTACCGCTTT ATCTATGATA 1550280 
AACAAGAAAA AGATTACTGG CGTAATTTTG GAAAAATCAA AAGTACAACT TATGCACCAT 15 50340 
CTCTTTCTTG GGAAAATGAT AAAACTAAAG TAGCTCTTTC TTATGAACAC AAAGATATTC 1550400 
TTGAGCCATT TGATCGTGGT ACAAATCTTT TAACGGCAAC TAATGCATTA CCTAATATTC 1550460 
CTGTTTCTCG TCGTTTAGAT GAACCAAATA ACGAAACAAC TGCAAAAACA GATAATATTG 1550520 
ATTTTAAAGT TGAGCACAAA TTAAGTGACT GTTGGAAATT AAATTTTGGC TATAGCTACG 155058 0 
CACGTTATAA ACATTTCTAT AATCAAGCCC GAATTAAAGA TATTAATGTA TCAAACATTA 1550640 
ATCAACCAAA AAAACCAATA AAACACTTGG ATTAACTGCT CGTAGCGCAA CTCGAGATAT 1550700 
TGAGCAACAA ACTGGAGAGC AACGTATCCA TAGTGTTTCT TTAAACACAG TCGGGGAATT 155076 0 
TGCTATTGGA GATATTGCGA ATCGCTTTGT TGTGGGCACA GATCTTATGA GAAATAAAAT 155082 0 
GGATTTAGGA C CAATTT AT A ATACTAGAGA CATAAATGAT GGTAAGGTTA TTAATATTGA 1550880 
CAACCCAAAT TATACCAATC CAGTGGCAAT AAAGnAAAAT GAAAATAACA ATGCCTACCA 155 094 0 
ATTTAATCAC TTAAAAACTT TAGGTCTTTA TATTCAAAAT ACCACTTATT TTACAGATAA 1551000 
CTTTATTATA ACGGGAGGAC TTCGTTATGA ATATTTTGAT CAAGTTGTTG GTCGATCAAC 155106 0 
ATTAAAGAAT ATTAGAAGTG GATATCTGGC TCAAAAAGAC GGGAAACTTC TCTATCAGTT 1551120 
AGGTAGTGTT TATAAATTTA CTCCAAATAT TGCAACATTT TTTAACCATG CAGAATCATT 1551180 
CCGTCCACAA AATAATAGAA CGCTTATTAT TAATGGCGAA CTTCCTGCTG AACAGGGTAA 155124 0 
ATCTTTTGAA ACAGGTCTAA AATATGAGAA TGCATATTTA AATGCAACTG TAGCTTTATT 15513 0 0 
TAATATAAAC AAACGTAATG TTGCAGAAAC AGTTAATGTT AATGGCACAA ATGAACTACA 155136 0 
AATTGTTGGA AAACAGCGTT CTCGTGGCAT TGAGTTTGAT CTAAATGGAC AACTTACTGA 1551420 
TAATTTAAGT ATTGCAGCAA ACTATACTTA CACAAAAGTA AAAAACCTAG AAAATCACAA 155148 0 
CAATAAATTA GCTGTTGGTA AACAACTTTC TGGCGTACCA AAACATCAAG CAT C ATT ATT 155154 0 
CTTAGCCTAT AATATCGGCG AATTTGATTT TGGTAATATT CGTGTCGGTG GAGGTGCGCG 15 516 00 
TTATTTAGGT TCTTGGTATG CCTATAATAA TACTTATACA AAAGCGTATA AACTTCCACA 15 5166 0 
GGCTATTGTT TATGATACAT TTATTGCCTA TGACACAAAA ATTTCAGGGA AAAAAGTATC 1551720 
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CTTTCAGTTA AATGGTAAAA ACTTATCTAA TAAAGTTTAC TCCCCATCAA CTTCAGGGAA 155178 0 
TGCAAGCAGA ACGCTTATTC CTGTTGCGTT AGGTTATGCT CGTGAAGTTA TATTAAACAC 155184 0 
TAAAATTGAA TTTTAATTAG TCATTAAAAC CTAGGGCAAA CTGGCTTCGC TCTTTTTCTA 1551900 
TTTATGGAAA ACTAATGAAC TGGCAAACCG AACTTAATAA TAGTTTAAAC TGGATTTTAA 1551960 
CCGCACTTTT TTGGGTGGTA TTGTGCTTTA GCGTAACAAT GTTAGCCTTA AAACAAACTA 1552020 
CTTTCGGCAA AAAATTCTGG TGTATTGTCT CTCCATCAAT GGATAAAAAA ACAAGCATTA 1552080 
AACTAATTTT AATGTTGTTA GTACTATTTA TAATGATATT GTTGGAAGTA CGATTTAGTG 15 52140 
TACTTAATTC ATTTTTTTAC AATGGATTGT ATAGCTCAAT GCAAGAATTA AATATTGAGA 1552200 
AATTTTGGTT CTTTGCAAAA CTAAATGCTC TCCTTGTGGT AGCACAAGTT ATACATGCCA 1552260 
TTGCTGATTA CTTCTTTCAA CAAGTATTTG AAATTCGTTG GTTGGAAAGC TTTAATGCAA 1552320 
CACTTGTTAA ACGCTGGCTA AATAAGAAAA AATACTATCG C CTAAAAT AT GAACGAGATT 1552380 
TACCGGATAA TATCGATCAA CGTATCGAAC AAGATGCGAG AGAATTTATT ACCAGTACAG 1552440 
TACAAATTGT GCGAGGCGTG ATTAACTCGG TGCTCACGAC CATTGAATTT ACGATTATTT 1552 500 
TATGGTCACT TTCCGGCGTA TTAACTTTAT TCGGATTTAA TATCGAAAAA GGCGTTGTTT 1552560 
TCTTCATTTA TGCCTTTATT ATTTTTGCAA CACTCATGTC TGTTTGGATT GGTCGCCCTC 1552620 
TAATTAAGCT AAATTTTACA AAAGAGAAAC TCAATGGCGA TTATCGTTAT TCCTTAATCC 1552680 
GTGTACGAGA CAATGCAGAA AGCATTGCTT TTTATAATGG CGAGCCAAAA GAACAAACTT 1552740 
TCTTACAACA TCAATTCCGT CAAATTATTC ATAACCGTTG GTCCATTGTA TTAAAAATGT 1552800 
TGGGCTTAAA TAGTTTCAAC TCTGGAGTAA CTCGCGTGGC CAAATTATTG CCTTTAATGT 1552 86 0 
TACAAGCACC ACGTTTTTTT TCTGGTCAGA TAAAACTAGG AGATATGCAT CAAACAGTCC 1552920 
AAGCATTTAA CCGATTAATG ACCGCACTTT CATTCTTCCG CTTGTTCTAT GAGCAATTCA 1552980 
CACTCTATCA AGCTCGGTTA AATCGTCTTT ATGGTTTTAT AACAAAAATG GATGAATTAG 1553 040 
ATAAACAAAA CGTTCATCAT CCTTTTCATT GCTCTCATCG TGTCGCCTTA AAAAATTTCG 155 3100 
GTATTAAAGA TGAACAAGGT CATGTACTAC TCAATAATTT AAATATTAAT TTAGAAAATG 155316 0 
GAGATGCCCT ATTGATTCAA GGTGCATCTG GAACAGGAAA AACATCGCTA CTAAAAG CAA 155322 0 
TTGCAGGAAT CTATCCTTTT G AAAC CAT AG GTATTGCAGA GCATCCATGC ATGGGAAGTT 15532 8 0 
TATTCCTGCC ACAACGACCT TATATGCCGC AGGGTACTTT ACGAGAAGCA ATTTGTTATC 1553 34 0 
CAAATATCAA TCCAAGTCAC GCAGAATTGG AACAAACCAT GAAGGATTGT GCGCTAGGAA 1553400 
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AATATATACA CGCACTTAAT GTAAAAAATG ACTGGCAAGC GATTTTATCG CCCGGTGAAC 1553460 
TTCAAAGAGT GGCGTTTATT CGTATTTTAC TCACAAAACC AGATGTCGTA TTTCTCGATG 1553520 
AAACGACTTC AGCATTGGAT GAAACAACCG AGAATTTACT CTACCAAACA ATTAAAGAGC 1553 58 0 
GTTTGCCCGA AATGATCATT CTCAGCGTAG GTCATCGTAG CACATTACAG CAATTTCATA 155364 0 
ACAAACAACT AAAATTAGAT GTATGTTTAT TATGTGAAAA TTAGAAAATA GCAAGTTAAT 1553700 
ATATCAGCCA AATATTTTAT TTATTTTGAT GCTAGTCTGA AGAGCGCCTA TAAAATTAAA 1553760 
ATAAAACTAT AAAAAAAGCC TCGATATTCG AGGGCTTGAT TTTTTACTAT CGTAATAAAA 1553 820 
ATTAGCGACG TAAACCTAAA CGAGCGATAG TGCTTTGGTA TAAAGCAAGA TCAGTACGTT 1553 880 
TTAAGTAGTC TAAAAGTTTA CGACGACGAG AAACCATACG TAATAAACCA CGACGACCAT 15 53 940 
GGTGGTCTTT TTTGTGCTCT GCGAAGTGAG TTTGTAAGTG GTTGATTTGT GCAGTTAATA 1554000 
ATGCGATTTG AACTTCAGAA GAACCAGTAT CTTTCGCATC ACGACCAAAT TCAGCAACGA 1554 060 
TTGCTGCTTT TTTTTCAGTA CTTAGAGACA TTTTTTACTC CTAAAAAAGA GCGATCAAAT 1554120 
AGCAATTCAA AAATGGATTT ATGACGGAAG TGTTCTAAAT TTAACGTAGT TAATGCTAAT 1554180 
TGATTAAAGG CTATCGTTAA TTTTTGATAA ATTTTTTTAG AATCAGCTAA TTGAAGCACA 1554240 
TTTCCAGGAT TTGCACTAAT AAAAATATCA CCTCTATTCC CTTGCTCAAT TTGTTGACGC 1554300 
AAGATTCCGG CTGGACCACA AAATGCTTTA ATCTCTATAT GATGAATTTG TCGAAAAATA 1554360 
TCAGATAATT CTTGCAGAGC ATAACAAAAA CTACCTGCGC TAAAAACAGT AATTGATTCC 1554420 
ACAAGTTTTC CTTACTTTAA TAACGTTTTA TACAAGGGAA CAAAATGCGT AAAAAAAGAT 1554480 
TCTTTATATT GAGCTTGTTG TTCAAACATC GGTAAATGAA AAAGTGCGGT CAAATTTTCT 1554540 
GAGGTTAAAA TATTCCTTGT TTCGCCAAAT TTAAAATTTT GTTTATTTAA CAATAAAGTT 1554600 
TTATTGGCTA TCGCTACAAC TTGATTAGGT TGATGTGTTG TGAATACGAC AGTCATGTTC 1554660 
TGTGATTGTG CCAAATCGAT AAGTAAAGAC AGTACAATAT CTTGATTTGC AAGATCTAAT 1554720 
GCTGAAGTTG GCTCATCCAA CAGTATCAAT TTGCATTCTG AAGCAATGGC TCTCGCAATT 1554780 
AAAATTAGTT GTCGCTGCCC GCCCGAAAGC GAAGTAAATT CGCGCTTTGC CAAATGGGTC 1554840 
AAGTTCAAAT AATCCAGTGC CTGCATGGCG ACTTGATAAT CATGCGATTT CGGTTTGGCA 15 54900 
AAAGTATTAA TATGGGTTGA GCGCCCCATC AACACGATAT CCAATACGGA ATAAGCAAAA 1554S60 
GGCGAAGAAA AGAATTGCGG CACAAAACCG ATAGATTGAT ACACCTCAAT CTTGCCCTGA 1555020 
ATCGGGCGAT GAATGCCAAG CAACAAATCC AACAAGGTAC TTTTCCCGCA ACCGTTTTGC 1555080 
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CCTAAAACCG CCAGAATATC TCCTTTATTC AAATCAAAAT TCAGTTGCTG AAACAGGAAG 1555140 
TTTTCCGCTT GGTAATAAAA ACCTAGATTT TCCACGGAGA GCGCTTTATT CATTCATGCC 1555200 
TCCGCGTTTT AGTTTATATA CCAATACACC AAACAACGGT GCACCAATAA GTGCGGTCAA 1555260 
AATACTGATT GGAATTTCGG CATCGGATAG GGAACGCGCA ACATTGTCCA CAAGCAACAT 1555320 
ATAAGTCGCC CCAACAAGCA TGGTGCAAGG CAATAAACTT TGATGATTGG CACCTACCAG 1555380 
CATACGGCTA AGATGAGGAA TGATCAGCCC GACCCAGCCG ATACTGCCGC TAATTGCCAC 1555440 
CTGGCATGCC ACTAACGAAC CGCTTAAAAA GATCACTAAC CAACGTAATG GGGCCATTTT 1555500 
CACGCCCAAA GCCTTGGCTT CTTTCTCATC TAAAGACAGT AAATTCAAGC GCCAACTTAA 1555560 
GCTGAGCAAA ATCGAGCTAC ACAGCAAAAA CGGGACAAAG AAAAAGAGGA GTTTTTCCCA 1555620 
GTTAGAGGTG GCAAAACTCC CCATCAACCA AAACACAATG CTTGGCAATT TTTCTTCTGT 1555680 
ATCGGAAATG TATTGCAATA GGCTCACTAG GGCTGAAAAA AGTCCGCTTA AAATCATGCC 1555740 
GATAAGAATA AGCATCAACA AGCTGCGTTG ATTAAATTTG AAGCTAAATA GAAAAACCAA 1555800 
GGCAAGCGTG CCGAAGCCGA ATAAAATAGT GCTGGTAAAT AAGCCGTATA AACTGAATCC 1555860 
AAAGAAAATT GCCAAGGTGC CACCGAAGGC TGAACCGGAG GTCACGCCGA TAATATGCGG 1555920 
ATTCACTAAC GGGTTACGAA AAATGCCTTG CAATACCACA CCACTCAATG CCAAACCGGC 1555980 
ACCCACGCAA AGTGCGGTTA AAATTCGAGG TAAACGCACT TGAAAAATCA CCTGTTGCTG 1556040 
CACTGGATCG ATCTCAAGTG CGGTCGCTTT TGCCCACAGA ATTTGACCAA TTTGCGGTAC 1556100 
AGACAAAGAA TACCGCCCTA TTCCCAAAGA AATCACGGCG GTAATCACAA GCAACAGCGT 1556160 
TAAGCCAAAG AGAATTTTAG GGTAACTATC TGGCTGCATT GTCGGGTTTG TAAGAAGTGC 1556220 
GGTAGAATTT TTGGTAATAA TCGTTCAC CA TTTTATCCAA ATCCACGTCT TGGAAACGTT 1556280 
GCGGATAAAG GGCTTTAGCC AACCATACTT CGCCCAATGC TAAGGCTTCC GGCATCGGGT 1556340 
ATCCCCAGGC TTTAGCATAT TCCGGCATCA AAAAAACTTT TTTATCTTTC AGTGCCTGAA 1556400 
TATTCGCCCA ACCTTGATCG TTCAAAATTT GTGGTACTAC ATCAGGATAA CGATCTTGCA 1556460 
CCAAAATCAC CGCAGGATTC CATTCCAACA CATTTTCTAG AGAAACCTGT TTGAAACCTT 1556520 
TAATGGTTGC CGCTGCGACG TTATAAGCGC CCGCATGTTC CATCATAAGC CCCGTATATT 1556580 
TACCGGAACC ATAAGTGCCT AAATCCGGAT TTGCCATATA AGTGCGCACA CGTTTATCGG 1556640 
CAGAAACGTC GCCTAGGCGA TCTGCCAACA ACTTACGATT AGCAAAGGCA GCTTTCACTA 1556700 
ACTCATCACC TTGTTGTTTT TTCTCAAACA CCTCGGCAAT CAGTTCAATG CCCTGTTTTA 1556760 
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AGCCGTCATT ATAAGCTTTA TCTTCGTCAG TTAAGGTTGG ATTAAGTTTA CCTTTTTCGC 1556820 
CCACTTCACC AGTACGCAAG GAAATGGCTA CCACAGGGAT ATTCACGTCA CTGATTTGCT 1556880 
TGATCATTTC AGACGGTGCG TAGTTAGTCA CAAACACCAC ATCCGGTTTT AACGCCAACA 1556 940 
AACTTTCAAT ATTAACGGAA TTCAAATCGC CCGGCATCGC CATGTTTTCC AGTTC CGGTG 1557000 
CAAGGCGAAC ATAGTTTTTG CCTAGTTGTT TCTTCCAGTT GGAAAGCACT CCCACAATCT 155706 0 
GTTTTGTGGC ATCCAACTGC ACGGCAATAT TCAAAGTTTG GTGCTGTAAC ACCACGGCTC 1557120 
GGTTAATGTG ATCGGGAATT GTCACTTTGC GATCGAGTTG GTCCGTAATA ATGCGATCAG 15 5718 0 
CTAATGCTGA AAAAGAAAGG GAACTGAGCA AGCAGGCAAT TAACAATGAT TTAAGTTTCA 155 724 0 
TCGCACATCC TTATTTTAAG TAAGAAAATA TCATTATACA CATATTTATA TAATGATAAA 15573 0 0 
CTATGTACTC ATATCTTTTC AATCACCACC TTTATATCTT CTGGCGGTAC ATAATAAGGT 155736 0 
GCAGAAGTGA TAAATAAACG AATACCCAAT TTGGCGTAAT CTGATACATT ATTTTTATTT 155742 0 
ACTCCTCCAG CGACAGAAAG CAGAATATCT TTCTGTTTTG ATTGAAGTAG ATCTAAAGCC 1557480 
TTTTTCACAT CCTCCAATAA CCATTTATCA AGTTGAATAA TGTCGGGTTC AGCCATATAC 155754 0 
ATTTGCTCAA ATTGAGCATA ATTATCTGCT TCTAAAGTAA TTTTATTTTC AGGTGCTTCT 1557600 
TGACGTAATC TATCCACAAT TTTCGTCCAA TCATTTGGAT CAGAAAGTAA GTTTCGATGA 1557660 
TTAGTAAAAA CCAAAAGAGT TTCGCTAACG CCTTGTCGAT GAATATGCCC ACCAGCGGCT 1557720 
AATACAGCAT TCGTCGCAAG TTTACGCGTA TTAGGAATAC TTTTACGCGT GCAAGCCACA 1557780 
ACAGCAGTTG GATTAACCGA TTTGGCATTG GCAATCATTT CTGCAGTATA TTGAGCAACC 15 5784 0 
CCACATGACC ATTCAAGCAC CAATTGCACC ACTTTCCAAG CTTGATGTAA TTGTTCAGAC 1557900 
ATTCCTTCCG CACTGATCAA CAAAGCACCT GATTCAACCC ACTCCCCTTC TTTTACATAT 15S7S6 0 
AAGTGCGGTT GAATATCCAG TTTTTTTAAT AATTTTTCCG CAACAGAAAC ACCCGCCACA 1558020 
ACCCCTGCAT TTTTACGCTT AAACAGAATT TTTGCCGGAA T ATTTT CAAT ACTAAGGGCA 155808 0 
TGAGTGGTTA AATCACCACC ATAAATGTCC TCAAGCAATA AATCATCCAA TTCTTTATCT 1558140 
GAAAAATAAA TCATCGTAAC TCCTTAAATT AATTGACCCT GATATAACTG AATCTGCTTA 1558200 
CCTGAAAAAT ACTCgGCTTC TTTTGG CTC A TGCGTTACTA AAATTGTTGT AATTTCATTT 1558260 
GTTTGAATTA AATTTTTTAA CACTTTCCAA ATATCTTTAC GGGAAGACCA ATCTAAAGAA 1558320 
GAAAAAGGCT CATCTAAAAG TAATAAATCA GGACGATAAA TTAGTGCCCT TGCTAAAGCT 1558380 
ACACGCTGTT GTTCTCCACC GGACAACTGA TGAGGATAGC GATTAATAAG ATGATCTATT 1558440 
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TTTAATTCAG ATAATAATAT CTGTTGTTCA GCATCAGATG CTGATGGATT AGCAAGTATT 15585 00 
AAATTTCCTC GTACCGTTTT ATGAGGAAAC AAATAAAGTC GTTGATTTAA ATAACGAAAA 1558560 
TTTCTCTTCC ACGGAGGATT ATTTTCTAGA ACTTGGTTAT TCCATAAAAT AGAGCCAGAA 155862 0 
TAATCAATAT AACCAGCAAT CGCATTTAAT AAAGTCGTTT TTCCGCTACC TGATTCACCA 1558680 
ACAA C AG AAA GGCATTCACT TTTTTCAATT GAAAAAGAAA TAGATTTTAA AATATTAGTT 1558 74 0 
TGAAGATTCT GAACTATTAA CATACTAAAC AGCCCTATTA ATCATCCGTA AAACTAGCAA 1558800 
CAAACATGAA GATATAAATA AAAGCCATAA TGATGCGCCA ATAGCGATTT CAAAATCACC 15 58 86 0 
ACTTGAAATA TTCAAATAGA CTGCCATAGG TAAAGTTTCG GTTTTAAATC GCGTTGCCCC 1558 920 
TGCCAACATT AATGTGGCTC CGAACTCCCC TATTGCGCGA GACCAAGCTA AAACTGAAGC 1558980 
ACAAACCAAA GGCTTCCAAC ACATAGGAAT CTCTATTTTT ATTAAAGTCT TAAACGGTGA 155904 0 
TAACTCAAGA GTATAAGATG CAAATCGATA ACCTGATTCA AAGGAAGAAA AAATACCGCG 155 9100 
AGTGCTACGC ATGTTAAAAA CCACCAAAAC AAAGAAAACA AAAGAAATAG GAATTTGGCG 1559160 
AAATTTTACG GACGTAAGTG GGCGGGAATT ATTGAAAACA GGGGCTTTGG CGGTGCATTG 1559220 
CCCCTTTTTT TATTCTTAGG GAAAGAAAAC TAAGAAAAAA TCAGATCTTT GGTTGATTTA 1559280 
GTCAAAATGA AC C AG AAAAA CTAAGAATTT AAACAAAAAA GAAAACGCCC GTTTAAATGG 1559340 
CGTTTAAATC TTTAAATCAG GCTATGCCCG ATATGCACTA CTTGCCCGAT GATTTGTAGG 1559400 
TTTTGAGCAT TTTCGCCTGT AATGCTGATT GGCGGGTATT CCTCTTTGTT ATCGCTGATA 1559460 
AGCGAAATGC CGTCCCATTC CATCTTCACA CGCTTAACCC ACACACTTTC GCCGTTTTGA 155952 0 
ACAAGGTAAA TGCGGTCGCC TTGAATTTCT TTGCGGCTTA AATCTACTAA CATCTGATCG 1559580 
TAGTTATTGA TAGTTGGCAG CATTGAATTG CCGTTTGCCC AGAATACGGC GCAGTTATCT 155 964 0 
GCTTTTACGC CTAGGCTTGT TAGCAATTCG TCTGAATACG GCTCTTGTCC ATCAGGCTGG 1559700 
GTGATACCCT CGTTAAAACT CCCAAATCCT GCAGAAACGT TGATGGAGCT ATAACTATCA 155 9760 
ATCATACTCA CCCCTTCCTC TAACATGGCT TGCATTCTTT CAAATGCACG GCTAACAAGG 155 982 0 
CTTCCTGCAG GCTTTTCTTC TGTTGTCTTT TCTTCTTTTA TTTTACCGGT CGCAAGCCAT 1559880 
TCAATG CTTA CTCCTGTAAC TTCTGCAATT TTTACAAGGT TGGAACGAGA TGGATCGGCT 15 59940 
TCACCTTTTC GCCATCTTGT AATTGTAGAA AGTGTTACGC CTGTTTTTCG AGCAAATTCG 156 0000 
CTTGGGCCAT TCAGTTTATC TACTAGATAT TCAATCCTTT CTGGGAAATT GTCTTGATTT 156 006 0 
TGGTACTGCA TACTAACCTC TTTAGTCGTA ATAGTTGAAT AATTACAACT ATTACgGGAT 156 012 0 
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TAAAAACTAA ATTATTACCC GTAATAGAAC TAATTAAGTC ATTGTTTTTA TTCGAAATAG 156 0180 
TAAAACAATA GATTAAAATA TAGCCAAATG AAACTATTAC GGTGTATTTT ATAGTTGCAA 1560240 
CATGCAACTA TTACGGATAA TATACACCAC ATAAGGTACA GCAAAAAAGG TGTATTAAAT 1560 300 
GAGTGTATTA GAAAAACCAA AAAAAACCGC AGAACAGGAT TGGCACCGCG CCGATATTCT 1560360 
TGCGGAATTA AAAAAGAATG GTTGnGCTTC GCTCTTTAGC AAAAGAGGGG CAAGTCAGCT 1560420 
ACAACACATT AAAAACAGTT TTGGATAAAT CTTATCCAAA GATGGAGCGT TTAGTTGCAA 1560480 
ATGCAATTGG TGTTCCACCT GAAGTTATCT GGGCTGGTCG TTTTGCTGAA CGAAATAAAA 1560540 
GACCAACATT ACAACATAAG TACTGATTTT AACCGTAAAA GTTATAAAAA GGAACATTTA 1560600 
TGGATAATCA AAGCTTAAAA ACGCACTATT CAGTGTATGA ATTAGCAAAC TTAAAGCTAA 156066 0 
AAA C ACT AC C TTCAGCCCCC AAAAACATTT GGGAACAAGC CAAGCGAGAA AACTGGAAAT 1560720 
CTCAAAAACG CCAAGGGCGT GGTGGCGGGC TGGAATATGA ATTAGCCAGT TTGCCAATCG 1560780 
AAGTGCAAAA CGAGCTTCTG CTCAAAACTA CCCCAGAGCA AACGGCGGTA GCTTTGCAAA 156084 0 
AAATAGAAGA AACTCGACCG CTTGCAAGCA ATGAAGTCTG GCAATTATGG GACGAAGCAA 1560900 
GTGCAAAAGC CCAAGAGCAA GCAAAAATCA AACTTGGCAC GATGTTTGCA GTAGCAAATT 1560960 
TAGTGGAAAG CGGTGTGAAC GTGTTAGATG CCTTCCGGCT TGTCTGTGGC AAAGAAAATG 156102 0 
CCGAACGGCT GAAAAATAAC GAAAAATTAC TCTCAGTTGG TTCTTTAAAA AATTGGTGGT 1561080 
ATCGGGTCAA AGACGCCCCA CGGCAAGATT GGCTGCCCTT GATGCTCAAC AACAGCGGCA 1561140 
AGAGTAGCAA AAACGTGGCA GAAATAGATG AAGCTGCTTG GCAGTTCTTC AAAAATTTCT 1561200 
ACTACAGTCG TGAAAAACCC TCACTGGCTC ACAGCTATGA GGTATTAAAA CAAGCCGCAC 1561260 
AATACAACGG TTGGCGCATT CCCTCTCGCT CTTCGCTAAA ACGCAAAATG GAACGAGATG 156132 0 
TACCAAAAAC CGAAGAAGTG TTCCGTCGTG AAGGCCAATA CGCATTAAGT CGGCTTTATC 1561380 
CCTCACAGGT TCGCACCGTG GCAATGTTAC AAGCGATGGA GTGGATCAAC GGCGACGGTT 156144 0 
ATCAACACAA CGTTTGGGTG CGATTCCCTG ATGGCGAAAT TAAACGCCCG AAAACATGGC 1561500 
TTTGGCAAGA TGTTCGCACC CGAAAAGTGC TGGCCGCTAG AACCGATAAA TCGGAAAACA 1561560 
CCGACACCAT ACGCCTCAGT CTGCTTGATG TGATTAGTCG CTACGGTTTG CCGAAACACT 1561620 
TAACCATCGA CAACACCCGA GCGGCAGCCA ACAAGAAAAT GACGGGCGGG GTAAAAAACC 1561680 
GCTACCGCTA TCAAGTAAAC GAAAACGAAG TGCAAGGCAT TATTCCGGCA CTCGGTATCG 1561740 
AACTGCACTG GACGTCGATT CAATTCGGCA AGGGGCGCGG GCAAGCCAAA C CAATTGAGC 1561800 
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GTGCCTTCTC TCACGGCGGT TTGGGAGATT ATGTCGATAA GCACCTGTTA TTACGCGGGG 1561860 
CTTATGCAGG GGCGAATGCC TACGAAAAGC CCGACTATGA CGGCAAAAAC GGCGCAGAAC 1561920 
AGCCTGTCGA TTACGCCACA TTCTTAATGG CATTAGAGCA AGGCATTCAG CAATGGAACA 156198 0 
ACGTGGGCAA CCGCCTCACC GAAATTTGTG CAGGCAAAAG CAGTTATGCC GAAGCCTTTG 1562 04 0 
AGCGAGATTG GGCTGTTGCC GAAAAACGCC CGATTAGCCA AAGCCAAATG CGGTTGTTGC 1562100 
TTACCCTGCA TGAGGAAGTT CGCCTTAACC AAGACGGTAC CTTCTACCTA AACGCAGGCA 156 2160 
AAATCGGTAC GAACAAAAAC CGCTATGAGT nACTGGCGCT TATCGGTACC TCACACAAAC 1562220 
GCGTTGTGGT GCGCTACGAC CCAGCCAATC TGCACGACAA AGTGTGGGTT TATGCCTTnA 1562280 
CGGGCGAATA CTTGGCGGAA GCGGAAATCA CCGAAAAAGC AGGCTTTGGC GACCAAATGG 156234 0 
CAGGACGCGA ACACAACAAA GCAATGCGCA ACTGGGTAAA ACATACCGAA AAAGCGGCGA 15624 00 
AAGAACGCGC TAAAGCGGAA GAAATGGAAC TCAGCAATTA CGCCCCGGCG GTCGAATTTG 156246 0 
AAGAGCGGTT CTTGGAAATG TTGCCAGAGC CGGTAAAAGC CCCTCAAACG CAAGCAGAAG 1562520 
AGGTGGAATA TGAAGAAGTG CTAGATTTCA ACACCGTGCG AAAAGT AC CG AAAGCAGTGG 1562580 
AAGTAGAAGC CGAAGAAATC AGCGAATTTA ATCGTGATTG GGAAAAGGGT TTAGAGCTTT 1562640 
TAAAGAAAAG TAAAGGGCGT TAAACCAACC GCCTTTAAAC CAGATTTAAA CAGGGTTTAA 1562700 
ACGCCCTAAG GAGAACAAGA TGAGCAATAT CACATTAAAC GAAAACGCAA TGCTTTATTT 1562760 
AAAAGCAGAC TATTATCGCC CTGAAATGCC CACTTTTAAA GCCTGCTATT TCCGATTAAG 1562820 
CAAAATTGCC CAAGAACAAG GCTGGGGAAC ATTGCCGAAT TTAGCCCAAA CCAAAGCCCT 1562 88 0 
GTTTAAAGCG GCAGTCCCTG AGATTATTTG GACGAGAGAG GCGTTTAAGC GTGCCAATAC 1562940 
TCAAAAGAAA CACGCACATA AGGCAACGCC TTATCTTGAA CAAGTAATGT AATTCGAGCA 1563 000 
GCAAAACTCT CAGGTAACAG CACATAAAAC GGAGCTGGCA AGTTAGATAA ATCAAGTGGT 1563060 
TCAGAGCCTA TTTTGTTCAA CTCTAACACT TGAAGATGGC GAGATTTCAA TTTTGCGATT 1563120 
AGTTGATGAA GAAATGCTGA ACGTGAATTA CCCACCACAG CTTGTAACGC ATCATCAAGA 1563180 
TTAAGCCAAG AGGCAGAACC GTGAGCAGGC AAGGCTTGAG CAAATTTTAA AAACTGCTTA 1563240 
TGCCAATTTT CTTCAGAAAG CAATGAGGTT GGCTCTTTTT GTACAGAATG TTCAAGTTTA 1563300 
GTAATCACTT CTGAAAATTC GTGAAAAAGT GTTGCCACGG AGTAGAGCTT AACAGGTTGG 1563 36 0 
CGAACCATTT TTAACAGTAA ATCAGTTTCA GACATAACGC CCCCAAAGGT AAAAACAGGA 156 34 2 0 
AACCCATTAT GACACTAATC AACAAACTCA AACAACACTT AAGCGACAGC CAAATCACCC 1563480 
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AAGCCCAGCT TGCCCGCGAA GCAGGCGTAA ATGCAGGTGC ATTGTCGGCA TACCTTAACG 1563540 

ATAACTACAA AGGCAATATT GCAGATGTGG AAGCAAAACT GGCAGCTTAC CTTGAGAAAA 156360 0 

AAGCGGTGCA AGCCCGCGAG TTTGTAGAGG CACCAGCCTT TATCGAAACA GCGACTTCTC 156 366 0 

GTCAAATTTT CAAAACGCTG GAATTTGCCC AAATCGCCAA CTGCTTAGCG ACTGTTTACG 1563720 

GCATGAGTGG CGTAGGTAAA ACCAAAGCGA TCCAAGAGTT CGCCAAAAGT CACGCTAACG 1563780 

TGTGGCTGGT AACTGCAAGC CCTAGTCGTT CAAGTTTAAG CGAAATTTTG TATGAAATCG 1563840 

CCCTTGAGTT AGGCATCAGC GACGCACCAC GCAGAAAAGG CACACTCTCA CGCCTGATTG 1563900 

CTCGCAAAAT CAAAGGCACA GAGGGCTTGC TGATTGTGGA TGAAGCCGAC CACCTTCCTT 1563960 

ATGAGGCACT CGAAGAACTC CGTATTATGC AAGAAGAAGC CGGTATTGGC TTAGTGTTGG 1564 020 

TAGGCAACGA CAAAGTCTAT ACCCGAATGA AAGGCGGTAT TAGCCCAAGC CACGAATATG 1564 08 0 

CAAGATTGTG GTCGCGCGTG GCAAAAAACA CCAGCATTCA GAAAACTAAA AAAGCAGACA 1564140 

CGCAAGCAGT CGCTCAAGCG TGGGGGTTAG AAACCGACGA AGAAGCCTTA AAAGTGATGC 1564200 

AAAGCATTAC CGAAACAGGC GGTGGTTTGC GAATTTTAAC CCAAACCTAC GCTTGCAGGA 1564260 

ATGGTAGCAA AAGGATCTGG CAAGTTGATT GATGCCGACT TAATCATTAA AGCTCGCCAA 1564320 

GAGTTATTAG GAAAAGGCGA ATAGGAAGAT TTATGCAAAA AGTCTACAAC AAAATGGCAG 1564380 

GCGAAATGAT GAGCCCTCGC AATGCCGTTA TCCATAACCA ATTAGCTATG CTTGAACTTG 156444 0 

CCACACTTGA GTGCGAAGCA TTAGGCATTG AAGTGGAAAC CGTCGAATGG TTCGATATTG 1564 500 

GTAAACCCCG CCTTGTCGTA AAAGATTGCT CAGCTTTGCG CCATTTAATT AAGACTGGTA 1564 56 0 

AAGCCTTTAA TTATGGCTCA GAAGTGAAAA ACGGCATCCG TATTTACCTA AATCAAATGA 1564 62 0 

TGGTAAAAGG CGTAAAAtTT ATTTGGAAAT CAGATGTAAC TAAACATTAA CCACAGGAGA 15646 8 0 

AACTATGGCA ACGAAAGTAA AAAGCCAAGC GAAATTACGC TTTGTAAGCG TAGAACAGGT 1564740 

GCAAAGTGCG ATTAAAGAAA TTGGCGATTT AAGCCGTGAA CATACCCGCC TTGCGACCGA 1564 8 00 

GATGAACGAC AAGATTGGGG CAACAAGTGA ACACTATGCT CCGAAATTGA AAGCCTTAAA 1564 86 0 

AGAAGAGATT GAGCCATTGC AAAAGGCGGT GCAGGAATAC TGCGAGGCAA ACCGTGATGA 1564920 

GCTGACCGAG TTCGGCAAAA CCAAAACGGC GAATTTTGTG ACAGGTGAAG TGCAATGGCG 1564980 

ACAACGCCCA CCTTCAGTCG CTATTCGTGG GGCGG AAGCT GTGATGGAAT TCTTGCAACG 156 504 0 

* 

TATGGGCTTC GACCGCTTTA TTCGCACCAG GCAAGAAATC AACAAGGAAG CGTTGCTCAA 1565100 
TGAGCCAGAA GTGGCAAAAG GGATTGCCGG CGTGACAATT AAACAAGGGC TAGAAGATTT 156 5160 
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TGTGATCAAA CCATTTGAGC AGGATGCGAG ATGATGGACG ATTTACAAGA TGTAAGCAGA 156522 0 
TTAAGAGAAG CATATCAGTT TTATCAAAAA GCAAAACAAG ATGAAGATTC GATTGTTTGC 1565280 
GGTTGTTTAA ATGATGCGTA TGAATGGCTC TTCAGTGAAT TGAAGGCACT GTTTGATGAG 1565340 
GAGGAAGAAT AGTGAAACTA AAACAGAAAC TTTTAACGTT TCCAAACGTA TGTTTATTGC 15654 00 
TTCTTGTAAT TTGTAGCACG CTAGGTTTAG CACTGGTTTG GTTTATTCCA TTTGTTGGTC 156546 0 
AAGCCTTAAT TTGGAATTCC CTCGTTTTTC TATGCTGGGT GGTTTATTTC GAGGTTCGTG 1565520 
GCTTAAAAGA TTGGGGCGAA CACAATCTTG AGCAATTAGT AAAGATGGCT GAAGTTTCCG 1565580 
CAGCAGCAGC TTACAAAATT AGCAGCATGG TGGCAAAGTG ATAATGAATG GTAAGGAGAT 1565640 
GTAATGAGTG CCTCTGTAAT TTGCTTAATC GTTGCCAGCG TACTATCGCT TATCGTGCTG 156 57 00 
TATTTAGAAC AAGATTAAAG CCTATTTAAA AGCCCTTTAA AAATCTCCCC TACCCCCTCT 15657 60 
TTGCAAAAGA GGGAGACGGA TTGAGGGGCT TTCAAAATAT GTTTTAACCC ACAGGAGAAA 1565820 
CCGATGAAAA CCAAACGACC ACACGCCAAA AGCGTGGAAA ACTTCAACCG CTACCGCTTT 15658 80 
TATGCGGAGA AAGCGGCAAA AGAAGAACAA GCCGGCAACT ACGAAGAAGC CGAAACTCAT 1565940 
TGGGATTTAG CAATGCTTTC TGCCAGCCCC GAAAACAAAG AATGGGCAAT CCGCCGACGC 1566000 
GATTTTTGTC AACGTATGCA TCAAAGACCA TTTGAGGGGG AATAATGATG ACTGAAACCC 1566060 
GTAAAAACGA GCTAGAAAAC CAGCTAAACC AAATGATTGT GATGCTAAAA GAAGCTCAAA 1566120 
AATCTTTGTT TAAAGGGCAA TACACCCACG CAGCTATTTT TGTGGGGAAT GTGTCGGATC 156618 0 
AGTTGCCAAA TATGCGAATG ATGTTAGCGA GGGGGTAAAG ATGAATGCAA TCCAATTTAG 156624 0 
ATATTTTAAA GGCGTTATGA CTAAAGAGCC TCTAAAAACG ATTATCGACA CTTGGTACAA 15663 00 
ATTAAG AG CT GAACGAGATA AAAAGCTAAC CAACATATTT AATACTATCC CTTTTTATGA 156636 0 
AAGCTGGTTA GGTGATGAAA CTTCTATTTT TGGAATAGTT TGCAGTTATG ACAATCCAGC 1566420 
TCGTGATGAG GCAGTATTAA CAAAAGGATA CAGAACTGAA GATTATAAAG GAAAATGTGT 1566480 
GGTTAAACCT GATAGACGTT ATAAGGTTGG CAAGGATTTT GACAAAAAAC TACAGGCTAT 156654 0 
TCGACAAATT TTAAAGGAAG CCCCTGATTT CTCAAGTTAT TCGCTAAAAG AGCTGGGTAT 1566600 
GTATTTGTTA GTTGGTAATT TTAGCCGACT TTATTTCTCA GTATCTGGGG TTCAAGATGA 156666 0 
TATTTATATC GCAAAAATTC CAGTTAAAGA GCAAGGTAAT TTTGGTGATG ATTTTTTAGA 1566720 
AATCCACGAA TGCTTAACTG AAATAAAAGA GAGTGAATTT CTTTCTATTC AAGGCTTATA 1566 78 0 
ACAAGGAGGC AACTATGTAA CCGCACAATA ACCGCTGCCC ACACCATTCC ATCTAGGTTG 1566840 
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TTATAACTCG GTGTGGGCAA GTTTAAAGGG TGTTTAAATT TTAAAGTAAA TCGTTTAAAG 1566900 
CCTGTTTAAA TCAGCTTTAA GCCAGTTTTA AAGGATTGAC TAAGAGGACA CACAATGAGC 1566960 
GAAAAAGCCA AACTAATCCA GCTGATCCAT ATTGGCAAAC AGCAGCTTAA TATGGACGAA 1567020 
TTCAGCTACC GCGAAATGGT CAAGCGACTG ACCAATAAAA CCAGCTCCAC CAAATGCACG 1567 080 
GTGGTGGAAC TGCTCAAAAT TCTGCACGAA ATGCAGCAAA AAGGGGCTAA AGTGAAACAC 156 714 0 
TTTGCAAAAC GTGGGACAAA ACCAACCGCT TACAGTCCTG CTACAGGCGA AGTTAAGGTG 15672 00 
AAAAGTGAAA TTGCTCATAA AATCCGAGCT GTCTGGATTC AGATGGGTAA GCACGGATTT 156726 0 
TTAGCTGACC CAAGCGnAAA AGCCTTAAAC AGTTATATGC GAAAAGTGAT GAACAAAGGA 1567320 
AAAAGTGTGC TTGCACTCAA TGTAGGGGCG TTAAACAGCA ACGATGCCAG CAGATTTTTG 15673 8 0 
GAAATTCTCA AAAAGTGGCA TAAGCGGGTA ATGCTTAAAC GTCTTGCTGA AAAATATGGG 15674 4 0 
TGCATTACAA GTGCTGAAAC AGGCTATGAT GAACTTTGTT TAGTATTTAA AAATTATCAG 1567500 
GGGGTAGCAT GAAACTCTGT CGTTGCCCTA TTTGCCACAG TGATATTCAC TTGGAAGCCC 1567560 
TTATTGAAGA TGATGCCGGT CGTGAATTAT TAGGCAAAAT TAGTCAACTT ACCCACGGTT 1567620 
GTGCCCAACC GATGGTTGGT TACTTAGGCT TATTTAAGCC AGCCAAAAGC AACCTCAACA 1567680 
ACGCCCGAGC TTTGAAGATA TTGAGCGAAG TGTTAGATCT CTACCCTTGC TCGCTGCTTT 1567740 
TGGCTCAAGC CCTCAGCGAA ACGGTGGCAA GCCTGCGCAA AAAACGCCAA CAAGCCTTGC 1567800 
AAACTGGGCA GAAAATTGAA CCGCTAACGA ACCATAATTA TTTAAAATCG GTGTATGAGA 156 7860 
CTCAAAAACC ACACTTTGCT GTGATTCGCT CCGGCAAAAA TCAGTCAGAA ACCGTCAAAG 1567920 
CCCAACAAGC GGAAGACAAA AAAGTGCAAG ATGCGATTTT ATATGTCGAA CGGTTCGTAC 1567980 
AATTAGGGCA AGAAGAGTTT GTGAAAAACA GCCCTGAATA TCAAATCTGG CTGAATCATA 1568040 
AGGCACAAAA ACAAGCCCTT TAATTCTCCC TCAAGGCGGT CATTACCGCC TTTTTTCTTG 156 8100 
CCTTAAACTC ACCCTTTTAG ACTTTTTTAT TTCTCGCCAG TCCTTTCTAT ATCAG CTTT A 1568160 
AGCCACTTTT CGGCTTGTAT TAAGAAAAAT TGTGCTAGTG GGAAATTTTA GGTTTTGTAC 1568220 
AATAGGCACA TTGATAAATT GAATTGGGTA AGCTATGTCG CAAACATTAC AACAAACAGG 156828 0 
ATTATTTGAT GATGAACACG CTGATATTGG TGCATTGTTC GACCATTTAG ACCAAATCCC 1568340 
CAGCGTAGAG TTAGAAAAAC GTTGGCCATC GCTATTGGTG GAGGTAATAG AGGTAATGCA 1568400 
AGCGGAGtAT TGCGCCAAAA TTTTGCAGAA GATAAAGCAA AAAAGACCGC TTCGAAGCTC 1568460 
GTGGGCGTAA TGGCTCACTA TTTTGGCGGT AAGTCGTTTT ATCTGCCCGC AGG TG AT AAA 1568520 
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ATCAAAGAAG CCTTACGAGA TGCACAAATT TATCAAGAAT TCAACGGTAA GAATGTACCT 156858 0 
GACCTAATAA AAAAATACCG ATTGTCAGAA AGCACAATTT ATGCGATCTT ACGCAATCAA 156864 0 
CGAACGCTTC AAAGAAAGCG ACATCAGATG GATTTTAATT TTAGTTAGGT GGTCTTATGA 156870 0 
AATTACTCAA AGCATTAGCT GTATTAAGTT TAGCGACAAT TTCCTCTCAC TCATTTGCCG 1568760 
TAGATGGGTT TCAAAACGTA AAATTCGGGG CATCTAAAAC CGAAGTAAGA AATGCGTACC 1568820 
AGAAATGCCA ATGGCAGAAA GATGAATACG ATCTTTTTTG CCCAAATTTT ACATTAGGTG 1568880 
CGATAAAAGA TACTGGAGCA TATTTTTATT TTATTGATGA TAAATTTGAA CGTATTGCTA 1568940 
TTAACATTCC AAATGTGAAC ATTGATGGCA TCGGACAAGC TCTAAGTGAA AAATATACTC 1569000 
TTTCATCTCA AC CGACACAG AGAGAATTAG CCAATCCAAA AC CGAATAAT GTGTATGACT 156 906 0 
TTGGATTTGA T AAAG AT AC C ATCTTAATCC GATATACATA TGACAACGAT ATGACTGAAG 1569120 
AGATTTTTCT CATTTATACT ACACCTGATT TTAACAACAA ATTACAAACA AAGGACGCCC 156918 0 
AAT CAGTTAA AGATCAACTC TAGTGTGATG ACTCACAAAC TCACCCCATA ACTCAATCCC 1569240 
CTAAACTCCA GTTATTAAAT AATCCTTAAT AACTGGAGTT TTTTATGTCT TTACCTATCA 156 9300 
CCAAAATTGT TGTGCATTGC TCGGCAACTC GCAACGG CAA ATC CATTAAA CAACCAGGCA 1569360 
AAAATG CCGC ACAAGTGATT GACGGCTGGC ACAAGCAACG TGGCTTTAAA CGTCAGCTTT 156 9420 
CAT CACAACG TGCATTTAAT CCGCACCTAT CTTCGATTGt tATCACTTtG TCATTGATGT 1569480 
GGACGGCTCA GTCGGAACCG GTCGCCAAGT GGGCGAAATT GGTGCACACG TTAAGGGGCA 156954 0 
CAACCAAAAT TCAGTGGGGA TTTGCTTAGT TGGCGGTATT ACCGCAAGCG GGAAAAATCA 156 9600 
CGGCGAATAC ACCGAAGCCC AATGGCAATC CCTGTACAAA CTCTTGCAAG AACTGGAAGC 1569660 
AGAACACCCG AAAGCGCTTA TTTGTGGTCA TCGTGATTTA TCACCAGACC TTAACGGCGA 1569720 
TGGGGTCATT ACCCCTAAAG AGTGGCTGAA AGATTGCCCG TGCTTTGATG TGTGGAGCTG 1569780 
GTTGGATAGC GAGCAAGTGG TCAATCTTGA CCATCTTTAC AAGGAGTAAC AAGCGGTGGG 1569840 
ATTTTCTGAA C TTTTTACTA ATGCAGATGG ACGACTTTCC ACTACTGCCA GCmTTCAATT 156 9900 
TTGGGGCTTC GTTGCTGCCA CTGGTGTGCT GTTGTACTCG GTTTATTTAG ATAAGCCCTA 156 996 0 
TGTGCCGGAA ATGTTCAGCA CCTTTTTATT TGCCTGTGTT GGCACTGCTG CCACCAAAGG 157 0020 
TGTGg CAAAT GCCCTTTCAC AACGGAGAGA ACAAGGAAAA GAGCAAGGGA GAGAGCAAGG 157008 0 
GAGAGAGCAA GAATGATGAA TTTAATTTTA GCCTTTTCTG GTGTGATTGC TTTATATGGT 157 014 0 
GGGTATCTCT ACCTACGTTT ACGTCAAAGC CAAAAGCAAG CAGCCACTTT ACAAAAAGAA 15702 00 
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AAAGAACAGT TGnAAACTCA 
AAACAGnAAA ATGAAGAAAA 
CACAACGATG GCGACCTCCG 
CAGCAGACAA GATACCACTG 
CCAAATTTGT GAAGAACAAC 
GAAGCCCTCT TACAAAACAT 
GTGGACGCAA TTGCCGAAGC 
ACACGCTTGC GTGCGAATCC 
GAAGGACGAT GATTAGCGAA 
CCCTGATTGC GATTTTTATC 
AGCACGATTT AAGCCAACTT 
TGGAAAGCAA GGTGGAAAAT 
TAACCGATGT GAAAGGCGAC 
AAGTGGGCTT GTTATTAGAA 
ATTACTCAAG ACCAACGCCT 
AACGAGTCGA TTATTAATGA 
GTCCGTACCC ATTTGAGCTG 
GATGGCTATA TGGTGGCAAG 
GGCAGTGGAA GGCGTAAAAC 
AAATGAATGA CAAAACCACC 
TCAAATCCAC CCTCACGATG 
AAGAAATTAA CAACATCATT 
CCGGCTTAAA CCGTTTTGCA 
GTGAAGTGGC AGAGGTCTGG 
AACTG CTG AT GGAAGCGGTG 
CCGTGGCAAA CGACCCGAAA 
AAGCCCAAAG TATTAGTGAA 
CTGCTGATAC CGCAGAAAAA 



PCT/US96/0S320 

AAAAACTGTT GCCGAAACTA AAGTTnAAAA TTACCAAGTG 157 026 0 
CCTTATTAGC CGTAGCCGTA CTAGCCTGCT TGAGCGGATG 1570320 
TGATTAACCC CAGTTGCGCG GGTTTTAGCT TAATCAAAGC 15 70380 
AAACCCTGCG ACAGGTTGCT GTGCATAACG CCACCTATCG 1570440 
CCTAATGGCA GATGTATTAG ACCAATTAAA TG AG CGAGAA 157050 0 
TCTCGCCCCA CATTTAGATA CCGAATTGAG CGATGATGAA 157056 0 
TGGTCGCCAA TGTAGCGAAT GTGGCTTGCC CATTCCCACT 1570620 
ATTCGCTCAC CGCTGTGTAA GTTGCCAGCA AGATTGGGAG 1570680 
TTTTGGGAAT TTGTGCGATC CAATTTTGGT GTCATTTCGA 157 0740 
GGGGCATTTT GGCTCAAACT CGACAGCAAA TACGCTAAAA 1570800 
GCCGACATTG CCCGCAGCCA CGATAACCGC CTAGCAACAC 157086 0 
TTGCCGACCG CAGTCGATGT AGAACGCCTA AAAACCTTAT 15 7 0920 
ACCAAAGCCA CTTCACGCCA AGTAGATGCA ATGAGTCACC 157098 0 
GCAAAATTAA AGGAATGATG AAATGTCGTT TAAAGAATTG 157104 0 
TGTGGTATTA CGCGTACTTT CCGAAGCCGG CTATGATGCC 1571100 
TGGCTTGGAT TTATACGGTC ACGATATTAG CCGCGATTTA 15 7116 0 
GTTAGAAGAG CAAGGCTTAC TCACTATTGA ACGCCTAAAA 157122 0 
TATTACCCAA CGGTGGCTTA GATGTAGCAC AAGGTCGTGT 15 7128 0 
GCCCCCGCCC GAAAATTTAA ACACCGTTTA AAGGAGGTTT 157134 0 
CGAGGGCGTG CCAGCAAGGT TGATTTATTG CCGCCAAACA 15714 0 0 
ATGTTGCGTG ATAAGCAATA CTCACAAGCC GAAATTCTGG 15 714 6 0 
GCAGACAGTG GCTTAGATGA ATCAATGCAG CTTTCCAAAA 15 71520 
TCCAAAATGG AACGTTTTGG CAAGAAAATT CGTGAAGCCC 157158 0 
ACAAAACAGT TAGTCGAAGC CCCACAAAGC GACATTGGCA 157164 0 
AAAACCATGG CATTCGACTT AACCCTCAAT GCCGATGAAG 15 71700 
TTTTTAAATC AGCTTGCCCT GATAGCCAAC CGCATTGAGC 15 71760 
GAGCGAGAGC GCAAAGTGCG CAAAGAAGTC GCCCAACAAG 15718 2 0 
GTGATTAGTC AAGCAGGCTT ATCTGCCGAT rCGGTCGCCC 15718 8 0 
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AAATCaAGCA ACAAATTTTA GGAATTGCCT AATGCAAACC TTACCCGATT TAATCCCCTT 1571940 
TGACCCAAAT GCCTTACTGC TCGGCTATCA AAAACGCTGG GTGGCAGATA CCAGTCAGCT 15 72000 
CAAAATCGCC GAAAAATCCC GACGCACCGG TTTAACCTGG GCTGAAGCGG CAGATGATGT 15 72060 
GATGATTGCC AGTCTTGCCA AATCAGAGGG CGGTTCAGAT GTGTTTTATA TCGGCTCTAA 1572120 
TAAAGAAATG GCACGCGAGT TTATTGACGC CTGTGCGATG TGGGCAGCCC AATTTAACCG 15 7218 0 
TGCAGCAGGG CAAATCCAAG AAGAACTCTT TAACGACGAA GATAAAGACA TTCTCACCTA 15 72240 
CGTGATCTAC TTTGCTTCCG GTTTTAAGAT TAAAGCCCTT TCTTCCAACC CGAAAAACTT 1572 300 
ACGCGGTATG CAAGGCGTCG TTTGTATTGA TGAAGCGGCG TTTCACGAGA AATTGGCTGA 157236 0 
AGTGCTAAAA GCGGCACTCG CTCTCACGAT GTGGGGTGCA AAAGTGCGGT TGATTTCCAC 157242 0 
CCATAATGGC GTAGATAACC TGTTTAATCA GTTGATTCAA GACAGCCGTG CGGGGCGTAA 1572480 
AAGCTATTCG GTGCATACCA TCACCCTTGA TGATGCTTGT GCGGAGGGCT TATATCAACG 1572540 
TATTTGCCAA GTCAGCAAAC AGCTGTGGAC GCCTGAAAAA GAAGCTGCGT GGAAAGCTGG 1572600 
TCTGTTGCGT GAAACCGCTA CCGAAGACGA TGCACTGGAA GAATACTACT GCGTGCCAAA 1572660 
AGCCAGTTCT GGGGCGTATA TTCCCCGCCC AATGATTGAG CGTGCAGCGA CCGAAGgCAA 1572720 
GGCCAAACTG CGTTTTGAGT GCGATGCCAA ATTTATGGAA TGGACGGAAG ACGAACGCAC 15 72780 
AGTCATCACC AGTGAATTTT GTCTTACCCA ACTATTACCG CACCTGCAAG CCCTCAACCC 157284 0 
TGACCGTCGA CACGCCTTTG GGGTGGATTT TGCCCGCAGT GCTGACTTAA GCGTTTATGC 1572900 
CGTCTGTGCC GTACAACCCG ACACCGCACG CCATTTTGAC TTAACGCTGG AAATCAAAAA 157296 0 
CTGCCCATAC AACCAACAAA AACAAATAAT GCTGTTTATG TTGGCAAATC TGCCACGCCT 157 3 020 
TATTGGTGCT GCCTTCGATG CCACCGGCAA CGGCGGCTAT TTAGCGGAAG CAGCTTTAAT 1573 080 
TCGCTACGGC AGCAGTATGG TCGAAGCCGT GCAACTGAAT GAAAAATGGT ATCGGGAGTG 157314 0 
GATGCCGAAA TATAAAGCCT TGTATGAATC AGGTTATATT CAAATTCCGA AAGATGAAGA 1573 2 00 
AATCATCTTA GACCACGGGC ATATACAGGT GATTAACGGT GTGCCAAAAA TTGACAAATC 157 326 0 
ACGCTCAAAA GATAAATCAG GCAAACGCCA CGGCGATAGT GCAGTGGCGT ATTGTATGGC 157332 0 
GGTGCGTGCC AGTTATATGA CAGGTGGAGA GATTGATTTC ATACCTCTGC CCGATAAACA 15733 8 0 
TTCAGACCGC AGCGAAAATG ATGAATTTGA TGACTTTATA TCCAACTGGG ACTGGTAAGG 157 344 0 
ATAACGAAAA TGCAAAGTAG AATTTTAGAT ATTCACGGCA ACCCCTTCCG CTTTGAAGCT 15 7 3 500 
GATATGCAAA CCGAAAGCGA AAGCCGCTTA ATGCCGCTGC AAT AC C ATT A CAGCGACCAC 1573560 
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CCAGCCAGTG GGCTAACCCC 
GATTTAGTCG CACAGGCAGA 
T CAGAACTT A GCAAGCGACG 
CGCAATGCCA CGCCAGAAGA 
GCAGTGTGGT TAGACGATTG 
AGCCAAGAAA TTGAGTGGGA 
CATTGGCGTG ATCCTGCGTG 
CGTGATGGCA CGCCCGAAGG 
CGCGCCAAAA CGGGCTATTT 
ATCTTTAAAA ACTATTCCGT 
TTGCGTTTGG GTAAATATCC 
GCGGTGATGA GTATTGGACA 
TTTGAAAAAG CGGCAGATGG 
AAATCAGCCA GTAAAGCCAT 
AGCACTAACG CACTCGGCAA 
CTAAAACGCC TTGCAGCCAC 
TGCAAATCAT TTAATGACGC 
GAGGATTTAA ACGCTTTTGC 
CCGAAGCAAT GGGCGCACGA 
TTGGCAAAAT CTTTTCAAAA 
GCAGTATTAT CGGTGCAACC 
GAAGATTACC AAGCCGTTAT 
GGCGGCTATG AATTTGCACA 
GAGCTGGAAA CTTTGCTTAC 
GCCAAACGAT AACAACACGC 
CTAGAGCCAA AACTGGCTGT 
TGGTACGAAC AGTTAGAAAG 
GCGGAAGTGT TAG AT AC CAT 



PCT/U S96/05320 

TGCTAAAGCC GCACGCATTT TACGAGCAGC CGAGCAAGGC 15 73 62 0 
ACTCGCTGAA GATATGGAAG AGAAAGACAC CCATATTCTT 15 736 8 0 
TGGCGCAATT ACCGCCGTAG ATTGGCAGAT TAAGCCCCCA 1573 740 
ACAGCGTGAT GCGGAAATGT TGCAAGAAAT TTTAGAAGAT 157 3800 
CATTTTTGAT GCCACTGACG CCATTCTCAA GGGCTTTTCC 157 3860 
GCAAGGCTTA GTCGGCGGCT TAAAACTGAT TAAAAACGTG 157 3 920 
GTTTATGACC CCAGCTTACC AACGCAACAG CCTCCGTCTG 1573980 
GGCTGAAATG CAACAATTCG GTTGGGTCAA ACACGTTGCC 1574 040 
AAGCCGTATC GGTTTAGTTC GCACTTTAGT CTGGCCATTC 1574100 
GCGGGATTTT GCCGAGTTTT TGGAAATCTA CGGCTTGCCG 1574160 
CGAAGGGGCA ACCGACAAAG AGAAACAAAC CTTACTGCGT 1574220 
CAACGCAGGC GGCATTATTC CGCGTGGTAT GGAACTCGAA 1574280 
CTCAGACAGC ACCTTTATGG CAATGATTGA ATGGGCGGAA 157434 0 
TTTAGGCGGC ACACTCACCA GCCAAGCAGA CGGGGCAACC 1574400 
TGTGCATAAT GATGTGCGTT TAGAAATTCG CAATGCCGAC 1574460 
CCTTACCCGT GATTTGGTCT ATCCACTTTA TGCTCTCAAC 1574 520 
CCGTCGCATC CCGCGCTTTG AATTTGATGT GGCAGAAAGT 1574 5 80 
CGATGGGCTA AACAAGCTGG TCGATATTGG CTTCCGCATT 1574640 
TAAATTGCAA GTGCCAATCG CTACTGAAAA TGAAGAGGTT 1574700 
TCCGACCGCT TATATGCACA GCAAAGCTGA CGGAAAAATG 1574 76 0 
CGACCCAGAG GATTTGCTGG ATAACTTAGA ACCCACGGCG 1574820 
CGATCCGCTA TTGAAACCCG TGGTCGAAGC CTTGCAAAAA 1574880 
GGAAAAACTA GCTATCCTTT ATGCTGAAAT GAATGATGAA 1574940 
TCGTGCGATT TTTGTCAGCG ACTTATTAGG ACGTGCCAAT 15 7 5 000 
CACCCGATGG CAACGACATT GATATGGGCT ATGTCTACGC 157 5 06 0 
CGATTACCTC AAATCAAAAG GCGTGAATAT TACTTGGAAC 157 512 0 
TGCGCACGCC CGTGCATTTA CCGTAGCAAA AGCCACTAAA 1575180 
CCGCTGGGCA ACGGAACAAG CGATTGCCAA CGGCACCGGT 157 524 0 
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GAGCGGGAAT ATATCAAAAA 
GCCAAAGATG AAAATGGCAA 
TTACGCACCA ATAAAATCAC 
GTGGACGAAC AGCCTTATTG 
CACTTAGCCC TGCACGGTAA 
CCGCCGAATG ATTGGGGTTG 
AGTCGTGGGC TTAAAATTTC 
GGCATTGATA AAGACACTGG 
CAAGGCGAAA TGAAAGTGGG 
ACTGATGTGG CCGTGTTGCG 
ACTATTCAGG CGATTAACAA 
GCAAATTTGG GCAAGCGAGG 
GAAATTGCGG AAGCTGTAAC 
GTAATGTCAG AAAAACGTTT 
GGACTAACAG CTGAAGAGTA 
TTATGGGATA CCCTAGAGGG 
CAGGTAATTG TTGATGTGCC 
ATCATCAATG CTTATAAAGT 
TATGTATTGC TTAAAGGAAA 
TATGCCATTA AAGAATGGGA 
AGTTCTGTTC AATTTACGCC 
AATTCGATAC CAGCACTATT 
GAGATATTAC TCG CAAAGTG 
TAGAGCAAGC CCCCACGGGT 
GATACGCAGC AGGTCACACT 
GTAGTTTAAG TTTAGATTAT 
GTGGTTTCCA TCAACTCGGA 
AAGACGGCGT CAGCGAAATT 



PCT/US96/05320 

ACTTGAGCCA ATGCTCAAGG AATTGGGCTG GTGGGGCAAA 1575300 
CGAAGTGCAA CTCGGTAGCC CTCGTCGCTT ACGCACCATT 1575360 
CGCTTACCAC GCTGCACGTT ACGCTCAACA AATGGAAAAC 1575420 
GCGCTATGTA GCCGTCAATG ACAGCCGCAC CCGAGCCAGC 1575480 
AATTTATCGT GCAGACGACC CCATTTGGCA GACAATGTAT 1575 540 
CCGTTGCCGT GTGGAAGCCC TGAGTGAATA TGCCGTACAA 1575600 
AAGCAGCGAT GGCGAAATGG AAATGGAAGA AGCGGTGGTC 1575660 
CGAAGAAATT CGCACCACGG TGAGCAAAAT CAAAACCGAC 1575720 
CGCTGGTTGG AACTATAACG TGGGTTCTGC CGCCTTTGGC 1575780 
TAAATTGCAA CAGGTGAAAA ATCGGGAGTT AAGACAGCAG 157584 0 
CAGCGAAGCA CGCCATAAAG CCTTTGCCGA TTGGGTGTTG 1575900 
GGCAAGTGCA AGATATATGT CGGCTGGGTT AGTGACGACA 1575960 
AGAAATAACC CAAGGCGGAA AAAATGCAGA ATTGGTTTTA 1576020 
GGCCCACGCA AATAGTGATA AACATCACGA AGGCGGTGTC 15 760 80 
TGCGTCTATT TCTCGCATTG TTGCAAATCC AAGCCTTGTT 1576140 
GCATAATAAT TTGATTTACA TCAATCAAGA ACGAACTATT 15762 00 
AAATAAACAC TCAATTAAAC CTAAGGAAAA AGTAGATGCA 1576260 
TGATATGAAC AACGTGAAAA GACAGCTTTC AGGTGGGAAT 1576320 
ACTGTAAGTG TTATGGTGGG GGTTGAACCC ACGATATACA 1576380 
ATGCCGCGTT ACCATTTCGC CACATAACAC TCACAGTTTT 1576440 
CAAATATCAG GAAAGTCAAA TTATATGCAC ATTGAATATA 1576500 
CAGCAGAAAT TTAAAAAGCT AGCGCAGGTG ATGGACGGGC 1576560 
GCTGGCGTAT TACGCCAAGA AGCCGAGAAA TTCTTTGATC 1576620 
GAAAAATGGG AAGACCTAGA TGAAGATTAC AAAAAATATC 15766 80 
GGCAAAATTT TACAAATCAG AGGCGGAAGA GGTTTGGCTG 1576740 
GGTGATAATT ATGCTTTAAT TGGTGCTGCT GAAGAGTATG 15768 00 
ACAACATTTA TGCCGGCACG TCCATTCTTA GGGCTAGGCA 1576 860 
AAAGCGATTT TAAACCGAGA GTTGTCGGAA TTAACTCAAG 15 76920 
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AATAGGCTAA AATCGCAAAT ATCGCCACAG AATCACGCTA AGGGCGTTTG AAAATCAATT 1576980 
TATATCATTT TACGTCTCAA AAAATTTAAA CGTGCTTAAA CGCATTTAAA CGGCATTTAA 1577040 
ACGCTATTCT AATTTAAACC TTTCTCTAAT TTTCCACCGC TGACTTTCAG CGTTTTATTT 157 710 0 
TAGGCTGATA TATCACAAAT CCGCCCTTCC CTCCCTTTAC CGCAAAATAG CGGTTATGAA 157 7160 
AGCAGAAAAA ACCTCTTTAG CGGTACTCAC CGCCCAACTT ACCAGCCCCG ACGGTTGGCA 157 722 0 
GCAACTTCTC CCCAAGGGCG AATTTCGCTC ACGGGACGGC TCGCCCACCG ACGTGGCGCA 1577280 
TTGGTTTATT GATGGAACGA TTGCCCAAAA CCTTATCCAC AAAGCCCGAC AGCTTAATCA 157 734 0 
AGATTTACTC GTGGACTACG ACCACGAAAC GATTTTGAAA GCGAAAAAAG GCATTGACGC 15774 00 
AGGCAACGTG GTGGCAGCGG GTTGGTTTAA TGCCGATGAA ATCCAATGGT TCGATGATGA 157 746 0 
AACACGGCAA GGCTTGTACA TCAAACCCCG TTGGACGCCA AAAGCCTATC AACAAATCAA 1577520 
AGATGGTGAA TTTGCTTTTT TAAGTGCGGT TTTCCCCTAT GACGAAAACG GCACGCCTCT 157758 0 
TGAACTCCGA ATGGCAGCCC TAACCAATGA CCCAGGCATT ACTGGTATGC AACGGTTAGC 1577640 
CGTGCTTTCG GCAACCCTTA AC C CACAGG A GAACGTCAAA ATGCCTGAAT CCTTACGCAA 15 77700 
ATTACTGGCA AAACTGGGTG TAGAAATCGC AGAAGGTGTA GAGCTAACCG AAGAGCAAGC 1577760 
CAACACCGCT TTAAATGCCC TTGAAACCTT GCAAACCGAC AAAACCAAAG CCGATGAGCA 1577820 
AGTGGCAACT TTAAGTGCAA AAAATACTGA AGTGGATCTT TCCCAATATG TGCCAAAAGC 157788 0 
GACTTATGAC GCGGTAATGA GCCAAGTGGC GGTGTTATCA GCAAAAACCG ATGATGTAGA 1577940 
AATCGACAAC CACATTTCCA AAGCCCGTAA CGAAGGGCGT GCAGTGGAAG CCGAAGTGGA 157 8000 
ATACCTCAAA CAATTTGGCA AACAACAAGG TGTGGCAGCT TTGTCTGCAA TGTTGGAAAA 157 806 0 
ACGCCCACAA ATTGCCGTGC TATCGGCGCA ACAAACCCAA ACCACCAAGG TGGAAAAGCC 1578120 
TGTTGAAAAA GGCACTGCCG TGTTAAGTGC TGCCGATAAA GAAGCAGCGA AATTATTGGG 157818 0 
TATTTCTGAA CAAGATTACG CAAAAGAACT GGAGGCGAAA TAATGGCAAA CGTAACCCCT 157 824 0 
GATTTAGTCA AAGCCCTGTT TGTCGGTTTT GGTAAAAACT TTAAAGACGG GTTGGCAAAA 1578300 
GCCCCGAGCC AATATACTGA AATTGCCACA GTCGTGAAAT CCACTACCGC AAGCAATACT 1578 36 0 
TATGCGTGGC TTGGTCAAAT GCCAGGGCTG ACAGAATGGA TTGGCGACCG CACCTTAACC 1578420 
GCGATTCAAA GCCACGGCTA TTCTATCGTC AATAAAAAAT GGGCAAACGG TGTAGAAATC 15 784 8 0 
CAACGCACCG ATATTGAAGA CGACAACGTT GGCGTATATA GCCCATTGAT TGAAGAATTA 15 78540 
GGTCGTGCTG CAGGTGAAAA AGCCGATGAA TTAGTCTTCG GTGCATTAAC GGCAGGCTTT 157B600 
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AAAACAGCGT GCTACGACGG TCAATACTTC TTCGATACCG ACCACCCTGT GGGTGCGAAT 157B66 0 
GTCGATGGTA CTAACCAGAA ATCGGTGAGC AACATTACCG ATGACAGTAC AGGCGTAACA 1578720 
GAAG CTAATG CGTGGTATCT CTTAGACTGT TCTCGCAGTT TAAAACCGAT TATCTACCAA 1578780 
GAACGCAAAG CCCCAACACC GGCACAGATT ACCGATGCCA ACGATGAAAA AGTCTTTATG 1578840 
AAAGACGTGT TTACTTACGG TGTGGATTCT CGCTCAAATG TAGGCTATGG CTTCTGGCAA 1578900 
ATGGCACACG CGGTGAAAGG CAAGCTGACT GCGGAAAATC TCTGGAAAGC GATTGAAGCG 1578960 
ATGCGAGCGG TGCGTGGTGA TGGCGATAAA CGCTTGGCAA TTCGTCCAAC GCACATTGTT 157 902 0 
GTGCCACCTT CTCTTGCGCA AGCAGCAACC AAGTTGCTTG AACGCGAATT GCGTGCCGAA 1579080 
GATGGTGTAG CAGTCGATAA CGAGTTCAAA CGTATGAACT TGAAATTGAT TGTGGGCGAC 157 9140 
TACCTCTAAT CAACTACAAG CGGTCAGATT TGCCAAATAT TTTACAAATT TGACCGCACT 1579200 
TTAAACCTGA TTTAAAGAGG ATTTAAATGC GATGGATAAA ACATTTTGTG TTGTGGTGCA 1579260 
AAACCGGATT AAAGAAGGCT ATCGCCGTGC TGGTTTCAGT TTCCACCTTG GGGACAATTC 1579320 
GCTTGCAGCT GTGTCAGAAA GCCAGCTCGC CCAGCTCAAA GCCGACCCAC GCTTGGTGGT 1579380 
ACAAATCACC GAAACAGGCA GTCAAGAAGG TGGCGAAGGG TTATCAAAAG AGCTGCGGGT 157 9440 
AGTGACGAAC AGAAACAACT TCGTGCTGAT CCACCATCAA CCGATTTAAA CACTTTCACA 157 9500 
GTGGAACAGT TAAAAGCCCA ACTCACCGAA CGTGGGATCA CCTTTAAACA AAGTGCCACT 1579560 
AAAGCGGAAT TGATTGCGTT ATTTGCTCCC GCCGATGGTG AAAAAAGTGA GGCATAACGA 157 9620 
TGGTGTTATA TGCCAACCGT GAAAGCCTGA TTAArCGTTA CACTCTCAAG GTGCTTGAGC 15796 80 
AAATCGCTTG GCTACCCGAA GsGCAATCGC TGGACGAAGC CAAAGTGCAA GAAGCCTTAG 157 974 0 
AAGACGCCAG TCAaACCATC GACAGTTATT TGGGTGGTCG TTATGTGTTA CCACTCAAAA 157 98 00 
CTGTACCAGC AGTGTTAGAA CGCCATTGTT GCTATATCGC TCGATACTTT TTAGAGAAAA 157 9860 
ATCGCGCTAC CGACCAGGCC CGTCAGGACT ATGAAGACAC AATCCGTTTT CTGGAAAAAG 1579 920 
TCGCCAGTGG TGCGATTTCT CTCGGTTTAT CAGACGATGA TGAAACGGTA GAAAGCGAAA 1579980 
ATGGCGCAAT GATGGAAAGT GCTGGCAGCG TATGGGGGCG CAATACCTCA AAAGGGTTTA 158 004 0 
TCTAATGAGT GTCATTGCTG AAACCAACGA GGCACTACTT GCTAAAATCA AAGCCCTGTG 1580100 
TGGGGATTAT CTGCGTGAAG TCGATACCCA CCCAGGACAA TGGGATGACA GTTCAGTCCG 158 0160 
CCGTTTAGTG CGTAATCCGC CTGCCGTTTA TGTGGCGTGG TTGGGGCAAC AGCCCAACAA 1580220 
TAATCCCCAC ACAGTGACCG CCCGTTGGGG GGTGTTTGTG GTGGCTGAAG TGTTAAACGG 1580280 
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GCAACGTCGC AATGCCGTCG GTATTTACCA AATTGTGGAA ACCCTCACCG CAGGGCTACA 158 0340 
TAAGCAACGC ATTGCGCCCA GCGGTATGTT TGAATTGCAA ACGGTGCAAA ACCTGTGGTC 1580400 
AGATACCCAA AGCGGAATGG GTGTTGCGGT TTATGGTATG TACTTTAACG CCGTGCAACC 1580460 
TTTGCCGGAT ATGACAAGCG ATGACACCTT GTGTGATTTT AAAATTTATG ATCACACCTT 15 80 520 
CAACCAAGAT AAAGATGAAC ACACGATTGA CGGCAAAACC CGCCTCACAG TGGAATTGCC 1580580 
AACGCAATCA GATTAAACAG GGGGCAATAT GCCAACATTT AAAATTAAGC CTAAAACAGG 15B0640 
ATTGCTGATT CGAGACCCAG AGACCTTTGA GTTGTTAAGC GAAAGCGGTG AAGATAAGCC 1580700 
CAAAATCAGC TACTGGCTCA ATCATCTTAA AAATGGCGAT GTGGAGCTGG TCACAGAAAC 158076 0 
CACCACAAAA GCCAAAAATA GCAACAAGGA GCAAGCCTAA TGTCTATTTC TTTCAATAAT 1580820 
ATTCCGTCCG CTTTGCGTGT GCCTTTAACT TACATTGAGT TTGACAATAC TAAAGCCGTG 15808 80 
AGTGGTCCCC CCACCGCCTT GCACAAAGTG TTGATGTTAG GCACAAAACT TGCCACAGGC 1580 940 
TCAGCTAAAG CTGGTGAAGC GGTGCGCGTG TCAGCGTATG CACAAGCCAA AACC CTATTT 158100 0 
GGGCGTGGTT CACAACTGGC TGAAATGGTT AAAACCTTTA AAGCCCACAA CAGCACACTT 1581060 
GATTTATGGG TACTCCCTCT TGATGAAGCG CCAAGTGGGG CAAAAGCCAC AGGTTCTGTG 15 8112 0 
CAAATTACCG GCACCGCAAC TCAAGCTGGC ACTTTTAGCC TGATGATTGC AGGTAACAAC 158118 0 
TACAAAACCG CTGTGACCAG TGGCGATACA GCAGATGTGG TCGCAGGCAA ACTGCAAAAA 1581240 
CTGATTGCCG CAGACCAAGA TGTGCCAGTG GTAGCAACCG TCGCAGGCAA CAC CATTACG 1581300 
CTCACTTGCC GTTTTAAAGG CGAAACCGGC AATGAGATTG ATCTGCGCTG CAATTACTAC 158136 0 
TCAGGCGAAG CCTTCCCTGA AGGATTAAAA GCCACTATCA CTGATATGAA AAACGGTGCA 15814 2 0 
GTCAATCCGG ATATGTCAGT GGCAATTACT GGTTTAGGCG CAGAATGGTG GAACTACATC 15814 8 0 
ATTAACCCGT TCACCGATAC CGAAAGCCTG AATTTACTGC GTGCCGACTT GGTAAAGCGC 1581540 
TGGGGACCAT TAAAACAAAT TGACGGCATC TGCTTTATGG CAAAACGTGG TACACACGCA 15816 00 
GAAGTCACCA CCTTTGCTGA GCAACGCAAT GACTATTTGT TCAGCTTGCT TGCTACCCAT 158166 0 
AAAGCCCCAC AGCCTGCCTA TCTTTGGGCA AGTGCTTATG CTGCCGTGGT TGCAGGCTCG 1581720 
CTTGCTATCG ACCCTGCTCG TCCTGTGCAA ACCTTGGTGA TGGATTTACT GCCACCGAGT 158178 0 
ATGTCAGACC GCTGGGACTT ACCGGAGCGC AACACGCTTT TGTATAGCGG TGTTAGCACC 1581840 
TATACGGTCA ATGCAGGCAG TCAGCCACAA GTGGAAGCAG CAATCACGAT GTATCGTAAA 1581900 
AATGCCTTTG GCGATAACGA TGAAAGCTAT CTCTATGTGG AAACCATAGC CACCTTGAGT 15 81960 
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TATTTACGCT ACGCCATTCG CAGCCGTATT ACCCAGAAAT TCCCACGCCA TAAATTGGCG 1S82 02 0 
AATGACGGCA CACGCATTGG ACCGGGGCAA GCAATTGTTA CGCCAAAAAT TATTCGTAAT 158208 0 
GAACTCTTGG CATTGTTCAC TGAG CTAGAA TTTGCCGGCT TAGTCGAAGA CTTTGAGCAG 1582140 
TTTAACCAAA CCCTCTTTGT AGAACGTGAT AGCAATAATC CGTGCCGCGT GAATGTGTTA 1582200 
TCCAACGAAA ACCTGGTTAA CCAGTTCCGC ATTTATGCAC ACGCCATTCA ATTTATTTTG 1582260 
TAAGGAGCAA CAATGGCAAC ACAATTTCAA GGCTCAGCAA TTATTCGCCT CAATGGGAAA 1582320 
GAATGGCCGT CCGACAACGA CGGTACGCTC ACCCCAGGTG GCAAAGAGCG CGAAACCGTC 1582380 
AAAGGTTCGC GTGTCTATGG CTTTTCTGAA AAACCTACTG AAGCAATGGT GGAATGTACC 1582440 
GTGTTTAACT GTGCCGAAAC CGATGTGATG GAATTACAAA ATATCACCAA CGCCACAGTG 1582500 
GAGTTTGAAA CTGACATTGG TCAAGTTTAT TTGCTCCCTG GTGCATGGAC AGTAGAGACC 1582560 
GGCACGTTAA GTGCGGACGG CAAAATCAAG CTCAAAATGG CTTCGATTGA ATGTAAACGT 1582620 
GTGCAATAAG GGGGAATCAA AATGAAATTG ATGTTAGAAA CCGGCTTAAT GTTTGGTGAA 1582680 
GAAGCCCAAT TAGAAGTAAC AATGCGTGAA CTTACCACGG GTGATTTACT CGATGCTGAA 1582740 
ATGGCAGCAG AACGTTTAGT GATGACCCCC GAGGGCGAGG CAGTGTTAGC CAAATCCCCT 1582800 
GCGTTATTCG GCTATGAGCT SSTCCGCCGT CAAATCGCTT CAGTAGGCAA AATTAACGGC 1582860 
CCGATTTCGA TGCGTCAGTT ACGTTCGCTC ACGACCGAAG ATTTAAACCG CATCAGCCTT 158292 0 
TATGCGCAAA GCTGGGAGTC GGCCAAAGCA GAACAGGTGG TCTCGCGGGG G CGATTGG AT 1582980 
ACAGCAGATC AGGAAACTGG AAAAGACCTG TCTGCTGTTA GCTAAGCATT ATCAGTGCAA 1583 04 0 
CCCTGTGTGG TTGCTTTCTC AACCTATCTT TAACTTGCCA CGCTATATTG GCTACATAGG 1583100 
AGGCAATGAT GGCAAATAAC TCTACCTCGT TTTTTGTCAA TCTAGCGGGC AACGTCTCAC 1583160 
AACAAGCGGC ACGATTTAGC AATTCGATTG CCAATATGGC AAACAAAAAC GTGAGCAGCC 1583220 
TGAACAAGGT CAGTCGTGCT ATTTCTGCGG TTTCCAAGGG CTTTAATGGG CTGGGAAACA 1583280 
TCACTATCCC TATCATTGGT GTCGGAGCAG CAGCTGGTGC GACCATGGTC GGGAAATCAA 1583340 
TGTTGCGTAC CGCCGCTGAT TTCGAGATGG CAAAAATCCG AATGAAGCAG ACCTTTGGTG IS 83 400 
AGCAAGGTGA GGCTGCCGAT GCGTGGCTTA AAAAATTCGC TACTGATACC CCAATGGCAT 1583460 
TTGCCGACAC CCAAGATGCA ATGATGCGTC TGAAAACCGC TGGCATTGAC CCGATGAACG 1583 520 
GTTCATTGCA AGCCCTTGTG GATTATAACG CCAAAGTGGG CGGCGATAAG GCAAACCTAG 158358 0 
ACGGCTATAT CTCGGCCATC AGTAAAGGTT TTATCAAAGG CAAGCTTTCC ATGGAAGAAA 1583640 
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TCAACCCTTT GCTTGAACGT AATGTCAAAG TATTTGAAAT CCTTGCCAAG GAAACAGGTG 1583 700 
GTAAATACAC CGCAGACCAA ATGCAAAAAA TGTTACAGGA AGGCAAACTA GGGCGTAAAG 158376 0 
CTATCCATGC CTTATTGCGA GGTATGGGAC GCGATGCTCA AGGGGCAGCC AAGGAACAGA 1583 820 
TGAAAACCTG GGACGGTTTA GTATCTAACC TTGAAGATAC TTGGACGTCG ATGCAGGCAC 1583880 
GCTTTATGGA ACACGGTGCT TTTGATGCCT TGAAAAAGGA ACTAGGCGAT TTTgTTGAGT 1583 940 
GGCTTAACGA AAAAATTGAT GATGGCACAC TTGATGATTT TCCGAAAACC GTCAGCGACA 1584000 
CGCTGATTGA AGCCCTAAAA AACCTAAAAG AGATGGCAAA AGACGTGAAG CCTGTTTTAG 1584060 
AGAGTATCGG CTCGGTCATG AGCTGGGTCT CTGAAAAGGC TGGCGGTTAC GGCAATTTAG 1584120 
CCAAATTTAT GGGAGCCTTA TACCTCGGTA ATAAAGTGCT GCGTAACGAC AAAGTGCAAA 1584180 
CGCTAGGCGG TTGGGGCTGG TCGGGAGCTA AATGGGGTTA TAACAAAATC TTCAACCGTA 1584240 
AAAAAGGCGG CGCAGGTGGT TTGGCTGATG GTGTGGCAGG TGCATTAGGA GCTACCGTAG 15843 00 
GCGTTACCCC TGTTTATGTA ACCAACTTCC CGATGGGCTT TGGTGGCGGT GGCGGTGGTG 1584360 
GTTATGGTTA CGATGTCATT GAAGATGGGC GTGATAAAGA TAAGAAAACC CAAAAGAAAA 1584420 
ACAAACCACC AAGACCAAAA CGAGGACGTG GTAGTGTGCG TTCCCCTGTT GCAGCAGTGG 15844 80 
CAGCTTCTGC GGCTGCCGTG CCTAAGGTTG CTGCACCTGT TACCACTGCC TCAAGCGGTG 1584540 
TGGCACGTTC CGTGGGCAAT GGCGTGAAAT CTTTAGGGCG AGGGGCATCA AAAGCCGTAC 1584600 
CTTACCTAGG AACAGGTTTG GCAGTGGCAG AAGGTGTCAC CGTGTTGATG GACGATACCA 1584660 
CCAACACCAA AGAGAAATCT GAGGCGATTG GTTCTATCGC AGGTGCCACT GCTGGGGCGA 1584720 
TAGTCGGACA AGCCCTGATT CCAATTCCTG TAGTTGGAGC TGCAGTAGGC TCTTATTTAG 1584780 
GTGGTTGGCT CGGCGAATGG TTAGGCTCCG AAGTCGGAGA GTATCTTTCT GATCCTGAAC 1584840 
CGATTAAAAA CGAGCTAAAC GGCACAATTA ACATTG CGGT GAAAGCCTCT GACCAACTCA 1584900 
TTGCCACGGC AACGCAAGCC AAAATACAAA CCAATCAACA ACGGGATAGC TTAGAAACAG 1584960 
CAGTGCAAAT GGGAACATTA GGCATGGGAG GTATGTGGTA ATGGCAAGTA AGATTACAGG 1585020 
TAAAGGTAGC TTTCGTGGTG TGCCTTTTCT TATTGAAGAA GAGCAAGGCT TAGACGGAGG 1585080 
TCGCCGTATT GTCTCACACG AATATCCGTT GCGTGATGAG GGTTTAACCG AAGATATGGG 158 514 0 
CAAACGCCTG CGCCGTTATC AAGTCTCTTG CTTAGTTATC GGTGACGATC ACTTAGCACA 158 5200 
GGCAGAAAAA CTGATTGACG CCCTTGAAGC CAGTGGTGCA GGCACGCTCA AGCACCCTTA 1585260 
CTTTGGCACT ATTG AGGTG C GGGTGGACGA CTACCGTGCG AAAAACTCAA CCAACCATCA 15 85 320 
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AAGGGTTACG CGTTTTGACA TCAATTTTCT GCCGGCAATC GAAAAAAATG CCCCAGAAAT 15 8 5380 
TGCCGAAGAC ACCGCTTATT CGGTGTTGTC GGAATATCAA GCAACCCTCA ATAGCCTGTC 158544 0 
GGACGAATTT GCCGAAATGG TGCAAGATGT GTCGGGTTTT ATCGAATCTA TGGTAGATAA 1585 500 
TCCACTGTTT CGCCTTGCTG ATACTACCGC CGCATTTATC GAAAACATCT TTGAGGGCGT 1585560 
GGCAAATACG GTGAGCGGAT TAACAGAAGT GAAAGACAAA GCCTTGTCGA TTAAAAACCG 1585620 
CTTGAGCAAT CTGCTTTTAA CGCCAAAAGT GTTGGCATAC GAACTGCAAC AACTGACAAG 1585680 
ACTGAACGTG CGAAGTGCGG TCAATTCGCA ACGACAATTT GTACAACACA TTGTGATCAC 158574 0 
TGATTCCATC AGCTCAGCAT TAGGCGATTT AACTGCGACT AAAAACGAAA TCAGCAAAAG 1585800 
CACACTGGAC GAAATGGTGA CAGCCAAAAC CAACAATGTG GCTGAAACAG AAATTTTAGC 158586 0 
CCGTCAGTTT AAAAACTTAC ACGAGCAAGA AATTTTTGAT GCCTTGATGA ACAAAACCAC 1585920 
GTTTTTATTA AAACGTTTAG TACTTTCTAC CCTTGCGGTG GAATATGGCA AAGCGATTTC 158598 0 
TGATGCGGTG ACTGAGTCTG TGGCACAGAA AACGGTCACG GAAGAGACAA TCGCCACTCT 158604 0 
GATTGAATCC AAAACCGATG TGCAGCGTTA CATTGCTGAG GTGGACGAAC AGCTGGAAGC 1586100 
GGTCATTTTA GACAACGCCG ATGCAGAACA GTGGACAAGC TACGCAGCCC TTGAGCAGTA 1586160 
TCGCTTAACC TTAATGCGAG ATTTACAAAT CCGTGGCGAG CGATTGGCAA ATGCCATTGA 1586220 
AGTGAAGTTA AACGACACTT ACCCTGCCAT TTTGCTCGAA TACCGCCACA CCGGAAACAG 1586280 
TAAAACGTGG AAACGCTTGG CGCTGCGTAA CGGTATTTCG CACCCGCTCT TTTGTTTAGG 158634 0 
TGGCACTACC TTGGAGGTTT TACAGTAATG CCAGATACAA ATAACACAGA AACCAATAAT 15864 00 
AAGATCGAAC TCTATCTAAA TGGCAAAATT TTATCCGGTT GGAAAAGCCT TAACCTGCAA 158646 0 
CGCTCGCTGG AATCAATGAG TGGTCGTTTT GATTTAGGCA TTGCTGTGCG ACCTGAAGAT 1586 52 0 
GATATATCAG TGCTTGCCGC AGGTTCGCCA CTGGTGCTGA AAATGGGCGG GCAAACCGTG 1586 580 
ATTACCGGTT ACTTGGATGA AATCAAACAA CGCGTAAGCG GTAACGACAA AACTATCTCT 1586640 
GTGAGTGGAC GAGATAAAAC TTGCGACTTG GTGGATTGTG CCATTATCCA CAACAGCTAC 15867 00 
CAATTCAAAA ACCAAACTGC CAAACAAATT GCCGAAGCCA TCTGTAAACC TTTTGGCATT 158676 0 
AGCGTAGTAT GGCAAGTGCA AGCCCCTGAA GCCAATGAAC GAATCCCTGT CTGGCAAGTA 1586 820 
GAACCAGGCG AAACCGCCTT TGATAATTTA AGCAAAATCG CCCGACACAA AGGCGTGTTA 15868 80 
GTCACCAGCG ACGTGGACGG CAATTTGCTT TTCACCGAGC CGAGCAACAA GCAAGTCGGT 1586940 
AATCTTACCC TTGGCGAAAA CTTGCTCGAA CTGGAACAAA CCGACAGCTG GTTGCAACGC 1587000 
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TTTTCGCTCT ATCGCGTGAT TGGTGACGCA GAACAAGGCG GCGCCAAAGG TGAT AC C AAA 15 87060 
ACCAAAAACA AAGCGGCAAA AGGCAAGAAA AAGATGATGG CGTGGTAGAA GATCCCGATA 15 87120 
TTTACCCAGG AC CAGCAGAA GGAGGCAAGT AATGAGTGCA AGCGGTTTAA AAGTAGAAGT 158 718 0 
CAATGACGAA GCCATCAATC GTTATCGCCC GATGATTATT ATTGCCGATG ACAATATGAC 158724 0 
CGGCTCTAGC GGTTATCAAC GTGCCGACTG GGAACGCAAA CGTCGCCAAG CCGAAGGCAA 15 87300 
AAAGC CACAG CACGAGTGCA AGGTTGGTTT AAGCCTGACG GCACACTGTG GCTACCGAAT 158 7360 
GAACTGGTAG TACTCGATGC CCCACAATTT GGCATACACA AGGCTGAACG CCTGATTGTA 15 87420 
GATTGCACTT ACACCTTAGA TGAGAAAGGT ACCATTACTG AAATGACCTT AATGCACCGT 1587480 
GATGCCTTTG ATGAACCAGC TGATGACACC TTAGACGATA CCAAAGACAG CAAAGGCAAG 15 87540 
AAAGACAAAG GTAAAAAAGG TAAATCGAAA AAGGCGAAGA AGTCTGATAA AGACAACGTG 1587600 
TCTGAATTTA CTGGTTTTTT AGACTAATTT AAACGAGATT TAAACAGGAT TTAAAAGAGG 158 766 0 
TTTATGCAAG CAATAAATCG CATAATTGCC CCACTTAAAC GAGGGCTACA ACTACTGGTC 15 8 7720 
AGCCGTGCGG TGGTGTCAGT GGTGAATGAT GCCTACGCAC GCCAAAATCT CCAGCTACGG 158 7780 
CTGCAATCAG AAGAAGTGGC CGATGATGTG GAACGCTTCC AAAACTACGG GCATTATTCT 158784 0 
GTGCCCAAAG CCGGTGAAGC CATTGTGGTG TCTGTCGGCG GCAAACGTTC CCACTTGGTT 158790 0 
GCCGTGGTGG TTGATGATAA AAGCGTGCGT CCTGCCGGCT TGATTGCTGG CGACAGCGTG 1587960 
TTGTATCATT TAGAAGGTCA TCAACTGCGC TTAACCGAAA ATGGTGAAGC GATCCTCTCG 1588020 
TGTAAAAAAT TCACTATCGA AACCGACACC CTCGACTGTT CCGCACAACA AATCACGTTT 158 8 080 
GATAGTCCGC AAACGACCTT TACCGGTAAC GTTGATATTA TGGGAATATC AACAGCAACC 1588140 
GACCACCAGT CAAGCGGAAT CAGCGGAAAA AACCACGACC ACGAAGAACG TGTGGGCAAA 1588200 
CCTGTTCCGT AAGGAGCAGT ATGTCAGATT TAGCCCTAAC ATGGCATAAC GGCGAAGGCG 15882 6 0 
ACTTGGTGCT AGGCACTGAG TCGCTTTTGC TTGATGATAG CCTTACCAAT GCCATTATCA 158 832 0 
TTAGCCTGTT CACTGATTTG CGCGTGGAGG GTGAACGTGG CTGGTGGGGT GATAGCTATA 1588 3 80 
ACGATGGCTT TCAAACCGGC TCAAAACTTT GGACTTTAAG CCGTGCCAAA CAACTCCCCG 158 844 0 
AAATCCTTGA TGACGCGCAA CTTTACGCCA GCCAAGCCTT GCAATGGCTA GTTGATGATG 158 8 500 
GCGTAGCCAA AAGCGTGCAA GTGATTGCCT CCAATCCGCA AATGTCGGTC TTGCTGTTAG 1588 56 0 
AAATCCTTGT GGTGTTGCCC GATGGCAGCA CAGAACAACG CACCTTTCGT GCAAATTGGA 158 862 0 
GTCTCTAATG GCATTTAATA CCCCGACACT CTCTACCCTG ATTAAACAAG GCGAGCAACA 158 86 8 0 
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GTTTCAATAT CGCTTCCCAA CACTTAAACG ACACAATGTG ATTGGCGTGA TTAACCGCAT 1588 740 
TTGTGCAGCA TTAAGTGCCG GCGAACATAT GCACTTGGAC TGGCTCGCAC GCCAAATTAT 1588 800 
CCCCACCACC GCGGAAGAAG ACTATTTAAT CGAATACTGC CTCTATAAAG GCATTGTACG 158 8 660 
CAAACAAGCC TCAACCGCCA CGGGATTAGT GACTGTGACC GCAGCCAACG ACACTACAAT 158 8 920 
CCCCGCAGGC ACAGTGTTTG AAGATACCAA CACAGGGCTG ACCTTTATCA CCACCCAAGA 1588980 
AACCGTGGTA AAAGCCGGCA CCGCTGATAT TGCGGTGAAA TGTGAAACCA CAGGCGTAGA 15 89040 
AGGTAATTTA AAAGCCGGTA CAAGCCTTTC ACTGACCTCG GCAATTTTGG GCTTATTGCC 1589100 
CACCGCAACC GTCAAAGTAA TGAGCGGTGG CGCGGACATT GAATCCCTTT CGCGTTTATT 158916 0 
AGCACGCCTA ATTTATCGGG TTCAGTACCC GCCAGCTGGT GGAGCATCAC ATGATTATAT 158922 0 
ACGTTGGGCA ACGGAGGTGC CTGGTGTTAC TAGAGCTTGG TGTTTCGAAC GCTATTATGG 158 928 0 
TGGTGGCACA GTTGGCGTAG CATTTGCTTG TGATGAACGT GAAGATATTT TACCAACGCC 158 9340 
AGAAGATATT GCCCGTGTGC GTGCCTATAT CGAAGGACAT AAGAATGAAG TAACAGGACA 158 9400 
ATTTGAAGGC ATGCCAGCAA ATGTAGAACT GTATGTCTTC GCACCACAGT TTCAAGCGGT 158 946 0 
CAATTTTAAG ATCCGTCTTG CACCTAATAC GCCAACCTTA CGCCAAGCAG TACGTAAAAG 158952 0 
CCTTGCTGCT TATCTTGCCA ACGCTGGCGT GGGGGCGTTG CTCTATCTTT CGCAAATTCG 1589580 
TGCGACCGTT TCCAACACCG CAGGCGAAGT CGATAACAGC GTGATTTTTC CAACCGCAGA 158964 0 
TGTGCAATTG TTAAGCGATA ACATCGCTAT CCTAGGAGAC ATCGAATGGC TATGACCCAC 1589700 
G CCAGTATTT AGACGCGGCG AT AAAATTG C TCCCAGTAGG GTTAGCGTGG AAACGAGCGT 1589760 
TAGACAGCAA TCTTGCCAAG GTGCTTGCCG TGCGTTGTGA CCAACTTGTA GAAGTCAATA 158 9820 
GCAAAGCTCA CACCCTCATC AAAGAGCGAA TGCCGGGGCA AGCTACATTG TTACTTGAAG 1589880 
AATGGGAAGG ATTTTACGGC TTGCCCGAGT GTGGGCGGCA AATTGTAGGG AAAACGCTAG 158 9940 
TACAACGACA AAAGCAAGTA CAGGAAAAAG AGAATGAAGT GGGGTCAAAT AGCAAACGGT 1590000 
TCTTAGAAGA GATAGCAACC CAAGCTGGAT TTAAAGTCAG AGTTGTTAAC CATTATCCAC 15 9006 0 
ACCATTGCTT GCGAGATTGT ACCTACCCAC TTTATGAACA AGCAAACCAT TGGCGCATTT 159012 0 
TTATGTACAC CCCAGCAGTA TCATCTATTA GGTACGCAAC TTGTTTAGAT GATGTGGTGA 1590180 
AAAATTTAAC CATATTTGAG CGTAATAAAG AGCTAGAGTG CTTGTTAAAA CGTTATCAAT 15 90240 
ACGCTCATTT AGAATTTGTA TTTATCTATG AAGAGGAAAC TCAATAATGT ATCACTTAGA 15903 00 
CAATGATTCA GGGGTGTCAA CGTTTGCCTT GGCCCCCGTT AAAAGCACAC AGCGTCTTTG 15 90360 
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GTTTACCGAA GGTGGTCATG GCAATGCTAT CAGTTATCCT GGTGCTGACT GO TTT AAT AT 15 9042 0 
GGTACAGGCC GAATTGTTCT CTATTTTAGA TGATGCCGGA ATCCAGCCTG ATAAGGGGCG 1590480 
GTTGAATCAG ATTTCACTTG CTATCCGTAA ATTATCAGAA GGTAAAGTTG AAGATTTTAG 159054 0 
CCAACAACTC AAACAAGCCG ATGGTTATAA ATATATCGGT CGGTGTAAGT CTGTTGCTGA 1590600 
GTTGCGCACT ATCCGCCCAA CTGAAAATGG GCAACGCATT TTGGTAGATG CTTATTATGA 15 90660 
AGGCAGTACT GCAGGTGGTG GAGAGTTTGT TGCGGATTTA CAAGACCTAA TTACACCTGA 15 9072 0 
TGACGGTGGG ACATGTTTTG TAGTACCGAA TAATGGTGGG CGCTGGAAGC GATTGTTCTC 15 90780 
TTCATCATTG CAAGATACCG ATTTCGGCGT AATTGGCGGC GTTGCTGACG ATACAACGAA 159084 0 
TTTAAATGCG TTTTTAGATG CGTTGCGGAC ATATAAAGTT AAAGGCTACT TTACTTCACG 15 90900 
CCACTATAAA ACCTCAGCTG CATTAAATAT TGCGGGGGTC GATATTGAAG GGGTTCTAGC 159096 0 
TGGTTATAAA AACAAACACG GCACGCGAAT TACAGGTAAC GGTAACCACA ATATCTTTGA 1591020 
GCAAATGGGG GGGGAATTAC AACACATTAC TTACTCGCTT AAAAATTTTG CGTTAAGCGG 15 91080 
TGGCATTGTT GGGTTGAAAA TGACCTATGC CGTCAATGCA GTGGTTGAAA ATGTATTTAT 15 9114 0 
TGACAATGTA GAACGTGCTT TCTTGCTGGG TGACTCACAA TTCGTCGGCC CGATTTGGTG 15 91200 
CAGCCTGAAA AATTGCCGTG GTGAAGGTCG CATCTCTGGC TTGGAGATTG ATGGCAACAA 15 9126 0 
ATGGGCAAAC GCTAATATGT TTGAAACTTG CTTTTTCAAA GGCGACGAAT TTGCCGGCAG 15 91320 
TATTACGGCA AAAGGCGGGA TTGGAGCAGT CTCGAACCAT TTTGTTAACA CCGAATTTGC 15 913 8 0 
TGGTAAAGGT GTTGGTGTCA AGCTCGGGAA AAACAAGTCG ACCGCTTTTG ACAACTGCTA 15 914 4 0 
TTTTG AG AG C GAGGGGCCAT CCCTACTCAT CGAAGATTCA ACCGCAGATT TAGCATTGAA 15915 00 
CAATGCAACA TTTGGAAGTT TAACTGAAAA TAATAAGACG GGGAAAACAT CGTTTATCCA 159156 0 
TCACTCTTTA GGCACTTGTA ATATGTCTAT TTCGAGTGGG TATATTTATC TCGCTGGCAA 1591620 
CAATCAAAAC AACTTAGCAT TTATTGAGAG TGATAAGCCG GAATCTCTTG TGGTAAATAT 159168 0 
GGCGACACCA GTAAAACGAG AAATATATAC GGCAACTGGC TTTAAATTAT TCAAAAATCC 1591740 
TGATTTACCA AACAAAAATT CCCGGGTGCA CTATACTAGT GGGTATGTTT GTGAGTTTTC 15 918 00 
TAGCCAGAAC AAAAATGCAG AGCTTGGTAA TGGTGATTTA ACAGCTTATT ACAATTTAAA 15 9186 0 
TAACAGTCGT TGTGCTGTTG GATTAAATTT AAAAATTGGT TCAAGCACAA CAAAAGGTAC 15 91920 
AGGGCAATGG CAATTTCGTT TACCATTCCA AGCTAGTGGA ATTGGCAAAT ACTACTTGGG 15 9198 0 
TCAAGCAATA G C CAT AAAAG CTGATGGTAG TAAGTTAATG ACAGGTGTAG CACGTATTGT 15 92040 
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AGGAGGGTCA AACCAAGTTG TAGCTTATTT TAATAATGTT AATCCAGCTG ATGCTACACG 1592100 
GCCGTTCGAA TGGACTGAAG GTGACCGATT AGATATTTCG ATTGAGTATG AGATTTAAAA 1592160 
ATGCCAAAGA AACACTACTG TACAGGTTGG CGAAAAGCCC CTACCAATAT CAATAGTTGT 1592220 
TGCCACCAAC ACGACCGAGA CTACGGCATA CACGGCACAA TCAGTCGCGC TGATGCGGAT 1592280 
AAACGTCTAA GAGAATGCTT AATTGCACAA AGGTATCCAT TCAAGGCATG GATATTTTGG 1592340 
GTGATAGTAC GATTATTAGG TTGGATATTT TATAAGGAAA ATAAACTAAG CCATTAAAAC 1592400 
AACGAAAAAA TATCAGGGTT TTATATTCTC AGTTTTTGAA ACGTAATATT GAACGAATTA 1592460 
GCAAATTTGA TAAAAGGAGG GTTTACCTCG CACAAAGTTT AAAAAGAAAA GACGGCGATA 1592520 
ATAACGGCAC GGCAATGCGC GTTATTACCA GCTACGCAGA ACATGCCTGC ATATAGCCAT 1592580 
ACGCCGCCTA CCTTGCGCAA GGCGGGCGGA TTGTAACAAA TCTTTTAATT ATGGAGAATA 159264 0 
TATGCAGTCA ATTAAAACAA TCCGTTGCAC ATTTTGTAAC AAATTATTGG CGAAAGTAGG 1592700 
TACAGTTGGT TATTTAGAAA TCAAATGCCC ACGCTGCAAA GTAATTAACT TTACTAAATA 15 92760 
ACTTTATTTG AGTGTCGGAA TACCTTGAGT ATCAGAACGC CATAGAAGGA AAAACTATGG 15 92820 
CAAACAAAAA AACTTTTAAA CAAGCCCCGC TACCGTTTAT CGGGCAAAAA AGAATGTTTT 1592880 
TGAAACACGT GGAAATTGTG TTAAACAAAC ACATTGATGG AGAAGGTGAA GGTTGGACGA 1592940 
TTGTGGACGT ATTTGGTGGG AGTGGTTTAT TAAGCCATAC TGCCAAACAA CTAAAGCCAA 1593 000 
AAGCAACCGT AATTTATAAC GATTTTGATG GCTACGCCGA GCGATTAAAT CACATTGACG 1593060 
ACATCAACCG ATTACGCCAA ATTATCTTCA ATTGCTTACA TGGTATTATA CCAAAAAATG 1593120 
GACGATTAAG CAAAGAAATT AAAGAGGAAA TCATCAATAA AATCAATGAT TTCAAGGGTT 159318 0 
ATAAAGACCT GAACTGTTTA GCTTCTTGGT TATTATTTTC TGGTCAGCAA GTTGGAAGTG 1593240 
TTGAGGCGTT ATTTGCTAAA GATTTTTGGA ATTGTGTGCG CCAAAGCGAT TACCCAACGG 1593300 
CTGAGGGCTA TTTAGATGGC ATTGAGGTTA TAAGTGAGTC GTTCCATAAG CTAATCCCCC 159336 0 
GCTATCAAAA TCAAGATAAG GTGCTACTAT TACTTGATCC ACCTTATTTA TGCACTCGCC 159342 0 
AAGAGAGTTA CAAACAAGCC ACTTACTTTG ATTTGATTGA TTTTCTACGC TTAATCAATC 1593480 
TAACCAAACC TCCTTATATC TTCTTCAGCA GCACGAAAAG CGAATTCATC CGCTATTTGA 1593540 
ACTATATGCA GGAGAGCAAA ACAGATAACT GGCGAGCGTT TGAGAACTAT AAACGAATTG 15 936 00 
TGGTGAAAGC GTCAGCTTCC AAAGATGGAA TTTATGAGGA TAATATGATT TATAAATTCT 15 93 66 0 
AAATTTAAAC GCTCTCTAAA TACCGTTTAA ACATATAAAT GAGCCATTAA AACAACGAAA 15 93720 
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AAATCTCAAG GTTTTATTTT CGTAGTTTTA ATGGTTTTTT TTCGCAGTTT TAATGGCTCG 159 J 78 0 
CTACAACGCA ATAAAATCGA ACTCGCAATA TAAGTCTGAG CAATAATGAT CCCTACAGGG 1593840 
GAAAAAATCC ATTTACTTAT AAAAGGAAGT AGTTCAGCCA ATATCCCTTG TGAACTAAAA 15 93 900 
AGTAGAAGCA AACTTAGTCC TGTGACTAAT GGTGGCAAAA CCATTGGTAA ATCAAACAAA 1593960 
GTGTCAAAAA ATGATTGAAA AGGCAACCGC ACTTGACTCA TTCGCCATGC AGATGGAATA 15 94020 
GCAATACATA ATGCTAATAT CAAAGAAAAA AGAGACGTTC CCAATGACAT TAGCAATGCA 1594 080 
AAATGCAATT CGGAATTAAA TAATATTTGT TGAAAAAAAT AAAAATCTAA TTTTGCGATT 1594140 
AAAGAAAGCA CCGATCCCAT AACAACAAAT AATAGTATTA ATAATGGGAT CAGCGCTAAC 1594200 
TTTAAACTTA GACAATTATT TAGCCGGTAA GAAACCTTCA TCAGTAAAAT ACTTCACGCC 159426 0 
TTGAGGAGAT TTAAAGAAAT CAAATAACTG TTGAGCTTCT TTTGGATATT TAGAAGAAAA 15 94 32 0 
AAGTAGACCA ATAGTAACTT TTTCTTCTGG TGTGCCTTTT GGACTTGGTA ATAATTCAAC 1594 3 80 
CTTGTCTCGA ACTTTCCAAG CACCTGAACG ACCTACTACA GCTGCATCTA CATCACCATT 15 94440 
TAATAAATAT AGCATTAATT GTTTTACCGT CGCAGCTTTC ACAACAATTT TATCATTAAG 15 94 500 
TTGCTTTTGA TATCCTGACA ACTCAAACAT TTTTTCAGCG CCTTTACCAA GAGCCATTGC 1594560 
TTTACTATCA CCAATACCTA AACGTAATGA GCTTTCAGCT AATGCTTTAA AAGAATCAAT 1594620 
CCCTGAAATT TTATCTTTAC GAATAGCCAT AACTGGAACA TGCAATACTA TGGTCCCTAT 1594680 
ATTGTTTACA TCATTAGTTT TCTGTAATTT TGTGACATAA TCCTCTGAAC CCGCTAAAAA 15 94740 
AAGATCACCA CTTTTTACCG TGTTATAACG AGCTAGAATC TGTCCAGAAC CACCATATTC 15948 00 
AACAGTTACT TTATTTCCTG TTTCTTGTTC ATATTGGTGA ATAATTTTTT CCACAGGCTC 15948 6 0 
CTTCAGTCCC GCCCCAGCAT ATAAATACAA GTCTGCAGCT TGTACAGAAA ATGTAGTTAA 1594920 
AATCATTGAA GTTACAGCAA CTAATTTTTT CATTTTCTCT CCTTATAAAA TGAGTTTCAG 1594980 
CGAAAATCGA TATATATAAA ATTGTATAAT GAATTATTCG AAAGATTTAT TCAATCTTTA 15 95040 
GTTTATAAAT TAATCGATTT TTTTTCTAAT TTCATGACAT GGCACTAATT GACTTAATTT 15 95100 
TGAAACAACA AAAAAGGTTG GGACTCCCCA ACCTTTCACT TAATCTTTCA ATAATTTAAT 15 95160 
TTTTTCAATC ACATTTGTTG TTGAACAACC ATTTTCAAAG TTTAGCACTT TAACATCGCC 15 95220 
ACCGTTTGCC CAAACTTCTT TACTGCCTGC AATCTCTTCG GGTTTGTAAT CGCCGCCTTT 15952 80 
GACTAAAAGA TCTGGTAGAA TTTCGCCGAT TAAACGTTGT GGTGTATCTT CAGTGAAAGG 1595340 
CACCAACCAG TCTACGGATG CCAAACCAGC CAATACCGCC ATACGGTTTT CAAGATTATT 159 54 00 
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AATTGGGCGA CTTTCACCTT TTAAGCGTTT AACAGAATCG TCGCTGTTTA CCGCAACAAT 1595460 
TAGACGATCG CCCAATTTGC GTGCATTTTC TAAATAAGAA ATATGCCCTG GATGCAAAAT 1595520 
ATCAAAACAG CCATTAGTCA TCACAATTTT TTCACCGCGC GCTTTAGCTT GTGCGACAGC 1595580 
ATCTTTTAAT TCTGCTTCAC TCATAATGCC AAATCCAGTT TCAGGACGAG CATGAATCGC 15 9564 0 
ATTTTCAAGT TCCACGGTCG AAACCGTTGA AGTCCCCAAT TTCCCCACCA CAATTCCTGC 15 95700 
GGCAACATTG GCTAGGTAAC AAGATTCTTC GAAAGAACGT CCATCTGCTA ATGCGGTTGC 1595760 
TAATACGCTA ATGACAGTGT CACCGGCTCC CGTCACATCA AACACTTCTT TTGCAACAGT 1595820 
TGGCAAATGA TAAGGCTCTT GATTTGGGCG TAATAATGTC ATGCCTTTTT CAGAACGCGT 159588 0 
CACCAAAAGT GCGGTTAATT CAATATCAGA AATTAATTTT AAACCTTTCT CAATAATCTC 1595940 
TTCTTCCGTA TTGCATTTAC CCACAACAGC TTCAAATTCA GACATATTGG GTGTCAATAA 1596 000 
TGTAGCCCCA CGATAACGTT CAAAATCAGT TCCCTTTGGA TCGATCAACA CAGGCACATT 15 96060 
CGCTTTGCGT GCAATTTGAA TCATTTTCTG AACATCTTTA AGCGTGCCTT TGCCGTAATC 159612 0 
AGAAAGAATC AAAGCACCGT AATTTTTCAC CGCACTTTCT AACTTCGCTA ATAAATCCTT 1596180 
GCAATCTACA TTATTGAAAT CTTCTTCAAA ATCAAGGCGG AGCAGCTGTT GATGACGAGA 159624 0 
TAAAATACGT AATTTAGTAA TGGTTGGATG GGTTTCTAAT GCAACAAAAT TACAATCAAT 1596300 
TTTTTGTTTT TCTAATAAGA GGGAAAGTGC AGAAC CAGTT TCATCTTGTC CAATCAATCC 1596360 
CATTAACTGA ACGGGTACAT TGAGTGAAGC AATATTCATC GCCACATTTG CTGCACCACC 15 96420 
CGCGCGTTCT TCATTTTCTT GTACACGAAC CACTGGTACT GGTGCTTCTG GTGAAATACG 15 964 80 
GTTGGTTGCG CCGAACCAAT AACGATCAAG CATCACGTCG CCTAATACGA GTACTTTTGC 1596540 
TTGCTTAAAT TCTGCTGAAT ATTGAGCCAT TTTAAAATCT CTCTATTTGA ATAACCAAAA 1596600 
TTGTGGCGAT TTTACCACAA CTCAAATTTA CGATAAACTA CGCCCCTAAC TTACGTGGAA 1596660 
AGAACAATGA AAAACGAAAA ACTCCCTCAA TTTCAACCGC ACTTTTTAGC CCCAAAATAC 15 96720 
TGGCTTTTTT GGCTAGGCGT GGCAATTTGG CGAAGTATTT TATGTCTTCC CTATCCTATT 15 96780 
TTGCGCCATA TTGGTCATGG TTTCGGTTGG CTGTTTTCAC ATTTAAAAGT GGGTGAACGT 1596840 
CGAGCTGCCA TTGCACGCCG TAATCTTGAA CTTTGCTTCC CAGACATGCC AGAGAATGAA 1596900 
CGTGAGGTAA TTTTGCAAGA AAATCTCCGT TCAGTAGGCA TGGCAATTAT CGAAACTGGC 15 96960 
ATGGCTTGGT TTTGGTCGGA TTCACGTATC AAAAAATGGT CGAAAGTTGA AGGCTTACAT 15 97020 
TATCTAAAAG AAAATCAAAA AGATGGAATT GTTCTCGTCG GTGTTCATTT CTTAACGCTA 15 97080 
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GAACTTGGCG CTCGAATCAT TGGTTTGCAT CATCCTGGCA TTGGTGTTTA TCGTCCAAAT 1597140 
GATAATCCTT TGCTTGATTG GCTACAAACG CAAGGTCGTT TACGCTCTAA TAAAGATATG 1597200 
CTTGATCGTA AAGATTTACG CGGAATGATC AAAGCTTTAC GCCACGAAGA AACCATTTGG 15 97260 
TATGCGCCTG ATCACGATTA CGGCAGAAAA AATGCCGTTT TTGTTCCTTT TTTTG CAGTA 1597320 
CCTGACACTT GCACTACTAC TGGTAGTTAT TATTTATTGA AATCCTCGCA AAACAGCAAA 15 97 380 
GTGATTCCAT TTGCGCCATT ACGCAATAAA GATGGTTCAG GCTATACCGT GAGTATTTCA 1597440 
GCGCCTGTTG ATTTTACGGA TTTACAAGAT GAAACGGCGA TTGCTGCGCG AATGAATCAA 1597500 
ATCGTTGAAA AGGAAATCAT GAAGGACATA ACGATATATA TGTGGCTACA TCGCCGTTTT 1597560 
AAAACACGTC CAGATGAAAA GACGCCTAGT TTATACGATT AAAAGTGCGG TCGAATATCA 15 97620 
CCGCACTTTT TGATAGAATT TTCTCAAATT TAAAAAATTA ACGAATAACC TCACCATGAC 15 97680 
AACCAATTAT TCAGCTCAAG AAATTACCGT TCTTAAAGAT CTCGAACCAG TGCAAATTCG 1597740 
CCCGGGAATG TACACTGACA CTACTCGCCC TAATCATTTA GCACAAGAAG TTATTGATAA 15 97800 
CAGTGTGGAT GAAGCCCTTG CCGGTTTTGC CACAAAAATT GAAGTAATTT TACAC CCTG A 1597860 
TCAATCCATT GAAGTCACAG ACAATGGTCG CGGTATGCCT GTGGATATTC ATCCTACGGA 159792 0 
AGGCGTTTCT GGCGTAGAAG TGATCCTGAC TAAACTGCAT GCTGGTGGTA AATTCTCCAA 1597980 
TAAAAATTAT GAATTTGCGG GAGGTTTACA CGGTGTGGGG ATTTCTGTGG TAAATGCGCT 1598040 
TTCTGAACGC GTGGATATTC AAGTCAAACG CAATGGCGAA ATCTATAAAA TTGCCTTTGA 1598100 
AAACGGCAGT AAAGTAGAAG AATTGGAAAT TATCGGGACT TGTGGTAGAC GCACAACTGG 15 98160 
AACAATCGTT CACTTCAAAC CAAATCCAAA ATATTTTGAC AGCGCAAAAT TTTCCGTTAG 159822 0 
CCGCCTACGC CATTTATTAA GAGCGAAAGC AGTCCTCTGT TCAGGGCTTG AAATCAAATT 15 982 80 
CATTGATAAA GTAAACAATA CTCAAGACAT TTGGTTATAT GAAGATGGGC TTTCCGATTA 159834 0 
CCTTATCGAA GCAGTAAATG GCTTTGAAAC CCTTCCGAAA AAACCATTTG TTGGCGAATT 15984 00 
TAAAGGAGCA AATGAAGCGG TTAGCTGGGC ATTACTTTGG TTGCCAGAAG GTGGCGAACT 1598460 
AATCGGCGAA AGCTACGTAA ACTTAATTCC GACTATTCAA GGCGGAACGC ATGTTAATGG 1598520 
CCTACGCCAA GGTTTATTAG ATGCTATTCG TGAATTTTGC GAATTTAGAA ATCTATTACC 159 8 58 0 
ACGTGGGGTA AAACTTACCG CCGATGATAT TTGGGATCGC TGTTCTTACA TTCTTTCCCT 1598640 
TAAAATGCAG GATGCGCAAT TCGCAGGGCA AACAAAGGAA CGCTTATCAT CACGCCAAAG 1598700 
TGCGGTGTTT GTCAGCGGTG TTTTAAAAGA TGCGTTCAGC CTATGGCTAA ATCAAAATGT 15 98760 
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ACAAGATGCT GAAAAATTGG CAGAAATTGC TATTAGTTCT GCACAACGCC GATTACGTGC 15 98820 
AGCAAAAAAA GTCGTGCGAA AAAAACTCGT TAGTGGCCCT GCATTACCAG GAAAATTAGC 15988 80 
TGATTGTGGC TCACAGGATT TAGAAAAAAC GGAATTATTT TTAGTGGAGG GCGACTCTGC 159894 0 
GGGCGGTTCA GCAAAACAAG CGCGTGATCG CGAATATCAA GCGATTTTGC CGTTACGTGG 1599000 
GAAAATCTTA AACACATGGG AAGTTTCCCC TGATCAAGTA TTAGGTTCAA CCGAAATTCA 15 99060 
CGATATCGCC GTGGCTCTAG GGATCGATCC TGACAGCAAT GATTTATCAC AACTTCGCTA 159912 0 
TGGTAAAGTC TGTATTCTCG CGGATGCTGA CTCCGATGGT CTGCATATTG CCACCCTACT 15 9918 0 
CTGTGCCCTG TTCTTACGTC ATTTTCCGAA ATTGGTACAA GACGGTCACG TTTACGTAGC 159924 0 
AATGCCACCA CTTTATCGCA TTGACTTAAA TAAAGAAGTC TTCTACGCAT TAGATGAAAA 15 993 0 0 
TGAAAAAGAG GCGATTTTAG ATCGGTTGAA AAACAAAAAA GGCAAACCGA ATGTTCAACG 15 99360 
CTTTAAAGGT TTAGGTGAAA TGAACCCATC GCAATTGCGT GAAACAACAA TGGATCCTAA 159942 0 
TACGCGCCGT CTCGTTCAAT TAACTTATGA TTTAGGGGAA GATCAAGGCT CAGATACATT 15 9948 0 
AGAACTGATG GATATGTTAT TAGCGAAAAA ACGTTCCGAA GACCGTAAAA ATTGGTTACA 1599540 
AGCGAAAGGC GATCAGGTTG ATTTATCTGT TTAGACTAAA TTAATCTCAG CAAATCCGAA 159960 0 
TTTTAATAAA TTAAGAATAT ATCAATTAAC AGAAACAAAA ATGACAAATA TCAACTATGA 1599660 
AGGCATTGAG CAAATGCCTC TACGCACCTT CACTGAAAAG GCTTATCTCA ACTATTCTAT 1599720 
GTATGTCATC ATGGATCGTG CGTTGCCTTT TATCGGTGAT GGTTTAAAAC CCGTTCAACG 1599780 
TCGTATTGTA TATGCGATGT CTGAACTTGG CTTAAATGCC ACGGCAAAAT ACAAAAAATC 15 9984 0 
TGCTCGTACC GTCGGTGATG TACTCGGTAA ATTCCATCCA CATGGTGACA GTGCTTGTTA 15 99 900 
TGAAG CTATG GTGTTAATGG CACAACCCTT CTCTTATCGT TATCCACTTG TAGATGGTCA 1599960 
AGGTAACTGG GGGGCACCAG ATGATCCAAA ATCCTTCGCA GCCATGCGTT ATACGGAATC 16 00020 
TCGCCTATCT AAAATCTCTG AAATCTTGTT GAATGAACTC GGACAAGGAA CAGTAGATTA 16 00080 
TCAACCAAAC TTTGATGGAA CCTTGGCTGA ACCACAATAT TTACCTGCTC GTTTACCGCA 16 0014 0 
TATTTTATTG AACGGCACAA CAGGTATTGC GGTGGGGATG GCCACAGATA TTCCACCACA 16 00200 
CAATATTAAC GAAATTGCTG ATGCGGCAGT AATGTTGCTA GATAATCCTA AAGCGGGATT 16 0026 0 
AGATGATGTA CTTGAAATTG TTCAAGGCCC AGATTTTCCA ACAGAAGCGG AAATTATTTC 16 00320 
GCCAAAATCA GAAATTCGTA AAATTTATGA GCAAGGTCGT GGCTCAATAA AAATGCGTGC 16 003 8 0 
AACTTGGAAA AAAGAAGACG GTGAAATTAT TATTTCAGCG CTTCCACATC AATCTTCGCC 16 0044 0 
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ATCCAAAGTC ATTGCACAAA TAGCCGAACA AATGACGGCA AAAAAACTGC CAATGCTAGA 16 00500 
AGATATTCGA GATGAAGCCG ATCACGAAAA TCCAATTCGC ATTGTGCTAG TTCCTCGCTC 16 0 0560 
AAATCGCGTC GATACTGATG CCTTAATGGC ACATTTATTT GCGACCACAG ATCTTGAAAA 16 0 0620 
AAGCTACCGT GTAAATATGA ATATGATCGG GCTTGATCAT AAACCAGCGG TAAAAGGCTT 16 006 80 
ATTAGAAATC TTAAATGAAT GGCTTGACTT CCGTCGCACA ACGGTCACTC GTCGCCTTCA 16 00 740 
ATATCGCCTA GATAAAGTGC TCTCTCGCTT GCATATTTTA GAAGGCTTGA TGATAGCCTT 16 008 00 
TTTAAATATT GATGAAGTTA TCGAAATTAT ACGCCACGAA GATGATCCAA AAGCAGAGCT 16 0086 0 
TATGGCACGC TTTAATTTAA GCGATGAACA AGCCGATGCC ATTTTAAATT TACGCTTACG 16 00920 
TCATTTAGCG AAATTAGAAG AAAACCAACT CAAAGCAGAA CAAGATGAAC TTGAAAAAGA 16 0098 0 
GCGGTTAAAT TTAGAAGCAA TTTTAGGATC AGAACGCCGT TTGAATACGC TTATCAAAAA 16 0104 0 
AGAAATTCAA GAAGATGCGA AAAAATATGC CAATCCACGT ATGTCTCAAC TGGTCGAACG 16 01100 
TGAAGAAGCC AAAATGATCT CTGAAAGTGA TATGACACCA GCAGAACCAG TTACTGTCAT 16 0116 0 
CTTATCAGAA ATGGGCTGGG TACGTTGTGC AAAAGGACAC GATATTGATC CTAAATCATT 16 0122 0 
AAGCTACAAA GCTGGTGATA GCTATCTAGC TCACGCTTGT GGCAAAAGTA ATCAAGCCGT 16 012 80 
TGTATTCATT GATAGCACGG GGCGGAGTTA TGCACTCGAT CCGCTTTCCT TGCCTTCCGC 16 0134 0 
TCGCTCCCAA GGCGAACCAC TTACAGGTAA ACTCAATTTA CCCACTGGTG CGACCATTGA 16 014 00 
ATATGTTGTA ATGGCCAGCG AACAGCAAGA ATTATTGATG GCTTCTGATG CAGGATATGG 16 0146 0 
TTTTATTTGT AAATTTGAAG ATTTAATTGC ACGTAACAAG GCTGGAAAAG CCTTGATTTC 16 01520 
TTTACCAGAA AATGCCAAAG TGTTGAAGCC TAAAACATTG ATAAATTCTA CCGCACTTGT 16 0158 0 
TGTCGCAATC ACATCAGCAG GCAGAATGTT GATTTTTCCA GCACAGGATT TACCGGTATT 16 0164 0 
ATCAAAAGGT AAAGGCAATA AAATGATCAC TATTCCCGCA GCGAATGCAA AAGATCGTAG 16 0170 0 
CGAACTATTG ACAAAATTAT TGCTTATTTC AGATCAAGCA AGTCTTGAAT TTTATTCTGG 16 0176 0 
AAAACGAAAA ATTGTATTAA AACCAGAAGA TCTGCAAAAG TTCCGCGCAG AACGAGGCAG 16 0182 0 
AAAAGGTTCG ACATTACCAC GTGGATTACA TACCAATCTT GAAATTATGG TAATCGAGCC 16 018 8 0 
GTAACACAAC ACATCACTTA AACATAACAT AGGGAGATCC AATTTATGAG CTATACTTTT 1601940 
AGCACGTATG AAACCCTTGC ATTAGCAAGC TTAGTTTTGC TATTGGGCTA TTTTTTGGTT 16 02 000 
AAACGCATTA ATGTATTAAA AACATTTAAC ATTCCAGAGC CAGTTGTTGG TGGCTTTATT 16 02060 
GTTGCCATTG GTCTTTTAAT TTGGCACAAA ATTGATGGAA CATCCTTTAA CTTCGATAAA 16 02120 
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AATCTACAAA CCACAATGAT GTTAGTGTTT TTTACTTCTA TCGGTTTAAG TGCCAACTTT 160218 0 
TCCCGTCTAA TTAAAGGTGG AAAGCCACTC GTTGTATTTC TATTCATTGC TGCATTATTA 160224 0 
ATCTTCGGAC AAAACGTTAT TGGCATTGCA AGTTCAATGG CATTAGGAAT CCATCCCGCT 16023 00 
TATGGCTTAC TTGCAGGTTC AGTAACCTTA ACAGGTGGTC ACGGCACTGG AGCTGCTTGG 160236 0 
GCGGATACAT TTGCACATCA ATTTAATCTA CAAGGTGCAA CTGAAATTGC CATTGCCTGT 1602420 
GCAACTTTCG GTTTAGTATT CGGTGGTATC ATCGGTGGTC CTGTCGCTCG TTTCTTATTA 1602480 
AATCGCCAAA AACAAGGCGA AAATCCTGAA AATGATGAAG TTGATGACAT TCAAGAAGCA 1602540 
TTTGAACACC CAACTTATAA ACGTAAAATT ACTGCACGTT CATTAATTGA AACAATTGCA 1602600 
ATGATTTCAG TATGTTTATT AATTGGTCAA TATTTAGATG TACAAACAAA AGGTACTGCA 1602660 
CTCCAATTAC CAACTTTCGT ATGGTGTTTA TTCACTGGTG TTATTGTCCG CAATATTTTA 1602720 
AC C AACATTT TCCGTTTCCA AGTAGCAGAA TCCGCTATTG ACGTATTAGG TAGCGTAGGC 16 02780 
TTATCCATCT TTTTAGCAAT TGCTTTAATG TCATTAAGAC TTTGGGAACT TGCAGGTTTA 16 02 84 0 
GCAATTGACG TATTAATTGT TCTTGCTATT CAAGTAGCAT TTATGGCTGC CTTTGCAATT 16 02 900 
TTCATTACTT ATCGAGCAAT GGGTAAAGAT TACGATGCCG TCGTATTAAG TGCTGGACAC 1602960 
TGTGGTTTTG GTTTAGGCGC AACCCCAACA GCAATCGCAA ATATGCAAGC TGTCACCAGC 16 03020 
CGTTTTGGGC CATCGCACAA AGCATTTTTA ATCGTTCCAA TGGTCGGTGC ATTCTTTATC 16 03 08 0 
GACTTAATCA ACGCTGCGCT ATTAAAAGTT TCATTTGCAG TTGTAAATAT ACTCGCGTAA 16 0314 0 
AGTGCGGTTG AAATTGACAA TGTTTTAGAG AAATGCCTTT ATCTTGAATT GATAAAGGCA 1603200 
TTTATTTCAA TATAATCAAT TATTTCAGCT GCAATATCAA TCCCACTTGT TTTTTCAATC 16 03 260 
ATTTCTAAGC CTGGGCTTGC ATTCACTTCT AAAACCAATA ATCCTTTTTT TGAACGAATT 16 03 32 0 
AAATCCACGC CAGCTACATC TAAACCGATA GCTTTTGTTG CTTGAATGGC TATCTGCTTT 1603 3 80 
TCTTCATCGC TTAGGGTAAT TTTTTCGGTT TTTCCGCCAC GATGGCAATT CGCCCGAAAC 1603440 
TCACCATTTT GCCCAATTCT CTGCATCGTT GCTACCACTT GATCACCTAT CACAAAACAA 16 03 500 
CGAATATCCG CATTGCCCGC TTCTTCGATA AAATCTTGCT GTAGCATAGA TATATTGGTT 1603 560 
TGCTTAAAAG CTTCCATAAT ACTCACCGCA CTTTGTGGCT TTTCAGCTAA AATTACCCCA 160362 0 
ATTCCTTGTG AACCATTTAG CGTTTTTAAA ATTGTCGGCG AACTGATATG AGGTATCGTC 16 036 8 0 
GCCTGAGCTT GTACTTCACC ACCACTTAAA AGTGAATTGG GAACAGGAAT ACCAGCCTTC 16 03 74 0 
AG CAAAAGTT GCAAACTTTT CCATTTATCA CGCGCATTTA AAAATGCCTG AGATGAATTT 16 03 8 00 
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AAACAAAAAG TCCCTTTGCC TTCAAAATGC TGTAAGACTG AACATCCCAT TTGCGTACTC 16 03860 
GTTGTGCCAA ATCGAGGCAA AACTGCATCA TAATCAGACA ATAAATAAGG TTTCGACTCT 16 03 920 
GAATTTTCTT GATAAAAAAT CTGAAAGTGC GGTGGATTTT GCGAGAGTTT TAAGAAACAG 16 0 3 980 
TGATTCGGAT CTAAAATATC CATCTCATGC CCTTGATGTT TAGCCGCTTC TTTTAAGCGT 16 04040 
TGGCAACTAT AAAGACGAGG TTCTCGGCAA AGCATTAATA ATTTCATAAC ATTTAATTTA 16 04100 
TTATCTACGA TGTTCCGTAT ATTACACGAA TAAAAACGCT TTATGTAGAT GATAAAAATC 1604160 
AGTAGAATTA CCTAGAATTT TTAACTCAAA AAAGGGAAAT CTTATGTTCG TTGTTATTTT 16 04220 
TGGTCGTCCT GGCTGCCCTT ACTGTGTACG AGCAAAAAAC CTTGCTGAAA AATTAAAAGG 16 04280 
CGAAGTTGCT GATTTTGACT ATCGTTATGT GGATATTCAC GCAGAAGGCA TTACTAAAGA 16 04340 
AGATTTATCA AAATCTGTTG GTAAACCAGT AGAAACCGTA CCACAAATCT TTATTGATGA 16 04400 
AAAACCAATT GGTGG TTGCA CTGATTTTGA AGCATTAATG AAAGAACAAT TTGGTATCGT 16 0446 0 
TGCTTAATTT TTCTTTTTAA TTTATACAAA AAAGCCACTT TCAATCGAAA GTGGCTTTTT 16 04 520 
TCATAGAAGA GTTTTAACCG TTATAACGTT TAAAAATTAA TGTCGCATTT GTACCACCAA 1604580 
AACCAAAGCT GTTTGACATG ACAGTTTGTA ATCCTGCATT TTCTTTCGTC TCAGTAACGA 16 04640 
TGTTGCAACC TTCAGCGGCT TCATCTAAGG TTTCGATATT AATACTTGGT GCAATAAAAT 16 04700 
CATTATCCAA CATTAATAAC GTGTAAATTG CTTCGTGTGC ACCCGCCGCA CCTAAAGAGT 16 04 76 0 
GAC CAGTCAT TGATTTAGTT GAAGAAATCG CTGGGATTTT GTCACCAAAT ACATTTTTGA 16 04 820 
TTGCACCTAA TTCTTTCACG TCACCTACTG GTGTAGATGT GCCATGTACA TTAATGTAAT 16 04880 
CAATTGGGGT ATCGACAGTT GCCATTGCTT GTTTCATACA ACGCTCTGCA CCTTCACCAC 16 04 94 0 
TTGGTGCAAC CATATCGTAA CCATCAGAAG TTGCGCCATA ACCTACAATT TCAGCGTAAA 16 05000 
TTTTTGCACC ACGAGCAAGT GCATGTTCTA ATTCTTCCAC AACCACAACA GCACCACCAC 160506 0 
CTGCAATAAC GAAACCGTCA CGATTTGCGT CATAAGCACG AGATGCTTTT TCTGGCGTTT 16 0512 0 
CATTGTATTT AGTTGAAACG GCACCCATCG CATCAAATTC AGTTGCACAT TCCCAAGATA 16 05180 
ATTCTTCCGC ACCACCTGCA AAAACCACAT CTTGTTTGCC TAATTGAATT AACTCAACCG .16 0524 0 
CATGACCGAT ACAATGTGCA GAGGTTGCAC AAGCAGAACT CATTGAATAG TTCACACCAC 16 053 00 
GGATTTTATA AGGAGTAGCT AAACAGGCAG AAACACTTGA TGCCATTGTT TTCGTTACTG 16 0 5360 
CGTAAGGACC AATCGCCTTT ACACCTCTAG GACCACGCAC CGCATCACAA GCCACTAACT 16 054 20 
GGTTATGTGC AGAACCCGTA CCCGCACCAA TCACTAAACC AGTACGATCA TTAGAAACTT 16 0 5480 
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GATCTTCTGT TAAGCCAGCA TCCTCAATCG CTTCACGCAT AGAAAGATAA GCATAAGCCG 1605540 
CTGCATCACC CATAAAACGG AACACTTTAC GATCAATGTG CTCGCTTGGG TTTAATTTGA 1605600 
TTGTTCCGGC AACATGGCTA CGCATATTCA TTTCTACAAA CTCAGGCACA ACTTCAATAC 1605660 
CTGATTTCCC TGCTTTTAAT GAAGCCAATA CTTCTTCTTT GTTGTTACCG ATACTTGAAA 1605720 
TAATCCCAAA GCCTGTAATT ACAGTTCTTC TCATTGCTTC TTCCTTATTG TTTTATATGT 1605780 
AAAAATAACG ACTCAAAATT ACTACGAAAT AAAAATATTT CAAGCAATAA TTCATTTGTT 1605840 
CGACCAGTTC AGAAAATCGC GTTATTATAC GCAAATTTCA TTAGGCAAGA AAGGAATAAA 1605900 
AAATGACCTT TAGCGTCCAA CATGCTGAGA TTCACTTCAA CCAAAACCAT ATTCCCGTCT 1605960 
CAGATCAATT CGATGATGTC TATTTTTCTA ACGAAAATGG ATTGGCAGAA ACCGATTATG 1606020 
TTTTTCTACA AGGTAATCAA CTTTGGGAAC GTTGGATAAC ACACAAAGAC GCTAATTTTG 1606080 
TCATCGCTGA AACAGGATTT GGTACAGGAT TAAATTTCTT TGCGGTAACC AAATTGTTCC 1606140 
GTGAATTTCG CCAGCAACAC GAGAATCATC CTTTAAAACG CCTAAATTTT ATTTCCTTTG 1606200 
AAAAATATCC GCTAAAAATC ACCGCACTTT TGCAAGCGCA TCTTGCCTGT CCGCAGTTTG 16 0626 0 
AAGATTTAAG CGCTCATTTG CAACGTTATT GGCCTTCATT GATTCTAGGT TGTCATCGTA 1606320 
TTCATTTTGG AGAGACAACC TTAGATTTAT GGTTTGGTGA TGTATCAGAA AACTTGCCAC 16063 80 
AACTTGGCGA TTATATGAAT GAACGTATTA ATGCTTGGTT TTTAGATGGC TTTGCGCCGA 16 0644 0 
GTTAAAAATC CTGAAATGTG GAATGATGAT CTCTATAACT TAATGTTTCG TTTCACGAAA 16 06 500 
CCCAATGGAA CTTTTGCCAC TTTCACCGCA GCAAGTGCAG TCAGAAAAGG ACTTGAATCC 1606560 
GCAGGCTTTA ACGTGACAAA ACGTAAAGGC TTCGGCAAAA AGCGAGAATG TTTAAGTGGG 16 06620 
CTAAAAATAC AATCAAAATC TACCGCACTT TCAACACCTT GGTATCTTGC TCAGCCTGCG 1606680 
AAAATGGAAA AACAAGATGT CGCTATTATC GGCGGTGGTA TTGCCTCTCT TTGTGCTGCT 16 06740 
ATTTCCTTAA TAAAACG TGG GGCAAAAGTC ACCATTTATT GTGAAGATGA CGCGCTCGCA 1606 8 00 
CTTAATGCTT CGGGCAATAA ACAAGGCGCA TTTTATCCGC AACTTAGCGA TGATAATGCG 16 06 86 0 
CTTACCGTTG ATTTTTACCT GCACGCTTTC AGTTACGGTC GCCAATTACT TGATTGGGCA 1606920 
ATCGAACAAA ACATAGTGTT TGAACACGAA TTTTGTGGCG TGGCACTATG TGCTTACAAC 1606980 
GAAAAAAGTG CGGTTAAATT AACAAAGATT TCTCAGCTTG GTTTACCGAA CGAAATCTTC 16 0 7 040 
CAAATGCTGA GTGCTGAACA ACTCAGTGAA AAAGTGGGAT TACCGCTTAA TTGCGAAGGC 16 0710 0 
GGTTGGATTG AACAAGGGGC TTGGCTTGCA CCAAGACAAT TTGTTCAAAA TGCCTTTTCA 1607160 
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TTTCTTGAAA AGCAGGGTGT CGTCATTAAA ACCGCACAAA AAATTACCGC ACTTTCTCAG 16 07220 
CTAGAAAAAG GTTGGGAACT AAAAAATATG CAAGGTCAAA AATACTGCCA TGAAGTCGTC 16 0 7280 
ATTCTTGCGA ACGGACATAA AATTACTGAT TTTGTTCAAA CAGAAAAGCT ACCGCTCTAC 16 07 340 
CCTATCCGCG GGCAAGTCAG CCAAATTCCA ACATCAGAAA ACTTACTCAA ACTGAAATCT 16 074 00 
GTGCTTTGTT ATGATGGCTA TCTTACTCCA GCCAATCAAT TAAAAACCTC ACATTGCATC 16 0 7460 
GGCGCAAGCA TGTTCGTGAT AATGTTGATC GCGATTTTAG CGAACAAGAA CAACAAGAAA 16 07 52 0 
ATCAACAAAA ACTCCAGCAA AATATCGCCC AACCTTGGAC GCAAGATGTG GATACATCAG 16 07 58 0 
ATAATCTCGC TCGTGTAGGC ATTCGTTGCT CTGTAAGAGA TCTTGCCCCA ATGGTGGGAA 16 07 640 
ACGTGCCTCA TTTTGAACAG CAACAAGCGG ATTATTACAA TCTATTTAAC CTCCGCCGCC 16 07700 
GTAAACAACC TATTCAAAGT GCAGCCAATT TTCAGAATCT TTTCTTAATC GCAGCCTTAG 16 07 76 0 
GTTCTCGTGG GCTTACCTCT GCTCCACTCT TAGGCGAAAC CTTAGCTTCA ATCATTTATG 16 07820 
GCGAGCCATT ACCAATAAGC GAAGGCATAT TACATAATCT TTCAGCTAAC CGAGCTTGGG 16 078 80 
TAAAAAAGTG GTTGAAAGGT TCAAAAGTTG AATAAACTCA TAAGATTCAG AGCCTTACAA 16 07940 
AAATAACTTT AACGTGTTAA AATCAAACAA AATTTAAATA TAAAAATGAA TACAAAAATG 16 08 000 
CTATGCAATC AATCAATCAA TCAATCAATC AATCAATCAA TCAATCAATC AATCAATCAA 1608 060 
TCAATCAATC AATCAAATTG TAGGATTTGT TAAAACTTGC TACAAGCCTG AGGAAGTATT 160812 0 
TCATTTTCTT CATCAGCATT CCATTCCTTT TTCCTCCATT GGAGGAATGA CCAATCAAAA 1608180 
TGTTCTACTT AATATTTCTG GAGTTAAGTT TGTATTACGG ATCCCTAATG CCGTAAATTT 16 08 240 
ATCACTTATA AATCGAGAAT ATGAGGCATT CAATAATGCA CAGGCATATC GTGCTGGCTT 1608300 
GAATGTAGAA ACTCCCGTAT TAGATGCCAA AAGTGGCGTA AAACTGACTC GTTATTTAGA 16083 6 0 
AAATAGTAAT ACGTTAAGCC AGATACAATT AAACGAACAA AGTTGTTTGT CTCAAGTTGT 160842 0 
GAATAATTTA TATCGTTTAC ACAATAGTGA ATTTGTTTTT CGTAATGTAT TTAGCGTATT 16084 8 0 
CGATGAGTTT CGCCAATATT TTTCATTGCT AGAAAACAAA TCCGCTTTTT ATCAAGCTGA 160 8540 
TTCGAGAATG GATAAACTTT CAGCTGTATT TTGGCAATTT GAAGAAATCA ATAAAGAGGT 16086 00 
AATTTTACGT CCGTGCCACA ATGATTTAGT CCCTGAAAAT ATGTTATTAC AAGATGATCG 16 0866 0 
GCTATTTTTT ATCGATTGGG AATATTCGGG CTTAAATGAT CCGCTATTTG AT AT AG CT AC 160 8 720 
TATCATTGAG GAAGCTCATT TATCGAAAGA AGCTGCTGAT TTTCTATTAG AAACCTATTG 16 08 78 0 
CAATCAGACA AATAAATATC ACAAGACAGA ATTTCAAATC GCTCACAAAC GGTTAAAAAT 16 0 8 840 
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CCATCGTTTT TGCCAAAATG TATTGTGGTT TTTATGGACA AAAGTAAAAG AAGAACACGG 16 08 900 
CGAGAATTTT GGCGATTATG CGTTAAAACG CTTAGACGCA GCATTTAAAC TGTTAGAGGA 1608 960 
ATTGCCATAA TGCGTGGCTA TCTCTTTGGC ATACTGTCCG CTGTATTTTG GGCATTATCT 1609020 
GGACTGTTGT ATAATGAATT GCCATTAAGT GAATATACTG CGTTAGGGAA AGTGATTTCA 1609080 
TTGCTTTTTT TAATTGATTT TTGCTCGTTA TTAGTTATCG GCATCACATT ATGGCGAAAA 160914 0 
AGTGCGGTAG ATTTTCAAGG TGTTTTTTGG CAACCTGCGT TATCTGGCAT ATTAGG CGGA 1609200 
CCAATAGGAA TGTCTGCCTA TTTATTAAGC ATTCATTATT TAACAATCTA TTATGCTGCA 16 09260 
CCGCTTTCAT CTCTCTTTCC TGTTTTCGCT GCGTTAATGT CTTATTGGAT TCTAAAAGAA 1609320 
AAAATTACCA AAACAGCCCA ATTCGGATTC GCCTTGGCTA TTATTTCTTC TTCGTTGCTT 1609380 
GCTATTGAAG TAGGACAAGA AATAACCTTT AATACTATCG GTTTTATTTT TTTAATAATT 160944 0 
TGTATATTAG GGTGGTCATC TGAAATAGTG ATATCCTCCT ATACAATGCG TTCTCTCTCT 1609500 
GGACTTCAGG TGTATTTTTT AAGACTATGT GGTTCAACTA TTGGTTATTT ATTGATTCTA 1609560 
TTTATTCTTT CCTTGAAAAA TTTCTCACTA GATATACTTA GTTTTAATTA TGTACAAATT 160962 0 
GCTGGTGTAA TAATCTTTGG TGCATTATCT TACTGCTGCT ATTACCAAGC GATTTATCTG 1609680 
TTAAAACCAA TCAAAGCAAT GGCATTAAAT ATCACATATT CTGTATGGGC AATTGGACTT 16 09740 
GGTTATCTGC TCTATAAACA GCCAATTAAG CCCATTACCT TACTGCTCAC CTTATTATTA 1609800 
AGTGCAGGAG TGATCGTTAC ACTTTATTAC AAAGGGGAAC AAAAATGAAT GCAATCATTT 16 0986 0 
TAGCAGCAGG ATTAGGCAGC CGATTTAAAG ACATCACACA AAGCACACAT AAATCATTGT 16 09920 
TAGATATTCA CGGCACACCT AACTTAGAAC GGACACTCAC TTTTCTACGT CAAGCAAATA 16 0998 0 
TCGACAATAT TGTCATTGTT ACAGGGTATT TACACGAACA ATTCGAGTAT CTAAAGAAAA 1610040 
AATATGACTG CACCTTGATT TACAACGAAA AATATCGCGA ATATAACAGC ATTTATTCCT 1610100 
TTTCTCTGGC GCAAGACTTC TTTAATGATT GTTATGTTAT TGATGCGGAT GTAGTGCTTA 1610160 
ATCGTAATAT TTTTCTAACG AAACCATCAC ACAGCAAATA TTTCACAGTT ATTCGTTCTA 1610220 
AAACGCACAA TGAATGGCTA CCGATTTTAA ATAGTAATGG ACAAGTAATA CGTATTGATA 1610280 
TTGGTTCACT GAATCAACCC AGTTTGTCAG GAATATCATT CTGGACTACA CAGGATTGCA 1610340 
ATATCATTCT AACTTTGCTC AAAGAATACA CAAGTGAAGT GCGGTTAAAA AATCCAAAAC 1610400 
TTTATTGGGA TACCATTCCG ATGGAATATA TAGAGAAATT GAATATCTAT ACGGAACAAC 16104 6 0 
TTAACAGTGA TGATATATTT GAAATGGATA ACCTTGATGA CTATCACCAC ATTTTACAAA 161052 0 
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AATTGACACC AAACAAGGAA AAATAATGAA AAAATTGACT CTCAGAGAAC AACAACTCGT 1610580 
TTGTCTAAAC ATCTTAGATT ATTTCCACGC ACTGTGTGAA CGATATAAAA TTAGCTATTC 161064 0 
TCTCGGTGGT GGAACATTAA TCGGTGCTAT ACGCCACAAA GGCTTTATCC CTTGGGATGA 1610700 
TGATATTGAT GTTTATATGC ACCGTGATGA ATATCAAAGG TTCGTTGATG TTTGGTTTCA 1610760 
AGAAACTCAC GAACACTACA ATATGGAAAC GGCGGAAGAT ATCCTTGCTC AATATACTGG 161082 0 
TGAAATGGCA AAAATTTTCG ATTGCCGCAC TCAAATAACA GATGCTAAGG GAAGAAAAAG 1610880 
CCCAATGTTT ATGGATATAT TTATCTATGA TGGCGTACCG AATGAACCAA AGATCATCTA 161094 0 
TCCACTGATG AAAAAGCATC GAAGAATTAA ACTTCGCTTT TCCTCTTGCA AAAAAAGATG 161100 0 
GTTAAGGGCA AAAGAAAACA CCGTGCAAAA AGCTATACTT AATAAATTAA GCCACTTTCT 1611060 
ATTTTCCAAA ATGCAAAAAA ATTTAGCACA ATTCCAAATA AAATATCCGA TAAAACAATG 161112 0 
CGATTATATT GGTCTTGTAT TATCTGACTA CGGTGGTTGG CAAAAATCTT ATATGCCGAA 161118 0 
GGAATATTTT AACCATGTTA TTTATAAAGA ATTTGAAGGA CGACAATTTC AAGTAATGAA 161124 0 
TGGATATCAC GAACACTTAA CACAATATTA TGGAGATTAT ATGAAGCTTC CACCAGAAGA 1611300 
AG AC CAAAAG CCACATCATA TTCAAGAAGC GTATATTTTG TAAGCGAAAG GGCAGATTTA 161136 0 
ATTCTGCCCT TTTTCAATTA TTACTTCACT TTTCCACAAT TCAAACAATA CAAATACTGA 1611420 
CCTTTAGGAT CATTAAATTT AGTTAATATA TTCAATTCTT TTTGTAATTT TTGAATTGGC 1611480 
GCAGGCAAAC CAAGCCATTT AACTAACTGC TCTTGCGCCC CTTTTTTAGT ATCG CTCAAT 1611540 
AAGGTGCTAA TTAAACTAAC GTTATCATCT GTAAACCATT CCACGCTAAA ATCTTGCACG 1611600 
GCAGTATCTT GGCGTTGATT CACTAATTGC TCTGCTTTAT TGACCGCTTC ATTAAAAGAA 1611660 
CCTATCTCAT CCACTAAACC ATTTTGGAAT GCATCACTGC CCAACCAAAC CTGCCCTTGA 1611720 
GCCAGTTTAT CTACTTGTGT TTTAGAAAGC TGGCGACCTT TGCTGACAAT TTCTAAAAAT 1611780 
CTGTCATAAC CGTGCTCAAT TTCTGTTTGA TAAATATCTT GCACGGGTTT TGCTAATGGA 161184 0 
GAAAACGCAG ATGTATTAGC TAATTCAGTG GTTGAAACAC CATCTGCATG CACGCCTATT 161190 0 
TTCTTAATAC TATTTTCGAA AGTCGGGAAC ATCGTGAAAA TACCGATAGA ACCCGTAATT 161196 0 
GTATTTGAAT CGGCAATAAT ATAATCTGCA GTGGATGAAA TCCAATAACC ACCTGATGCT 1612 02 0 
GCCATTGCAC CCATAGATAC GATGACAGGC TTTCCAATTT TCTGTAAGTT TTCAGTTTCT 1612 08 0 
TGTCGGATAA TTTCAGAAGC AAAAGCACTT CCGCCAGGTG AATTAACGCG TAGAATCACG 161214 0 
GCTTTCACAG AATTGTCATC GTGGGCTTTA CGAAGAATTC GTGCAATGGT GTCGCCACCA 1612200 
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GCATTTTCTT CATCACTTTC TCCATCAATA ATCGTTCCTT CAACATTCAC AACCGCAATT 161226 0 
TTATTCGGTA CGTTGTAATG TTCTAAACGA TCAGGCAGTT GAGTCAAATA ATCATCAAAT 161232 0 
TCGATAAGGT TCGCTTTTCC ATCACTTCCT TTGCCAAAAA GTGCGGATAG TTTTTTATCT 1612380 
AAATCCAAAC GAGTTACAAC ATCAGTTACT AATCCACGTT GTTGTGCGTA TGCCGTACTA 1612440 
TTGCCTTTTA ACGCTTTAAG TTCTGCAAGA TACTGTTTCG CATTCGGCAA AATGCGATCT 1612500 
TTCTTAATAT TACGATTTTC ACTGACGGAT AAAACATAAT TATTCCACAT TTCGCCTAAC 1612560 
CAACGTTGCA TATTTGCTTT TGCCTCAGCC GACATATCGT TGCGTAAAAA TGGTTCAACT 1612620 
GCTGATTTAT AAGTCCCTAC GCGGAAAATA TGTGGTGTAA CGGCTAATTT GTCAAGCATC 1612680 
TCTTTAAAAT ACAAATTCTC TTGCGATAAA CCGTGAATAT CCACGCTTCC AATTGAATTT 161274 0 
AAATAAATTT CATCAGCAAA GCTCGCTAAA TAATATTGTC CTTGTGAATA ATTATCTGCA 1612800 
TAGGCGATCA CTGGTTTCCC TGCATCTTTA AAGTGACTGA TAGCACCACC AATAAAATCT 161286 0 
AATGCGGGCA AATCTGCCCC TTCAAAATAA TTAAGATCTA ACACTAATCC TTTAATTTTA 1612 92 0 
GGATCATCTT CCGCTTGTTG AATGGCAAAT ACCACATCAA AAGTCGAAAT TTTTCTAGGG 1612980 
ACGTGCTCGC CATTCAATTC GCTTAACGCA TCTTGCCAAC GAAGTGTTTC ATCTCGGTTG 1613040 
TCCGCTAAAT AAC CATCTAA ATTGAGCAAT AATGCGCCTT CGCTCGTTAA TGCAGTAGAT 1613100 
TTTTTCCCGC CACTTGAAAA GCTAATAATC GCCACTAGCA ATAGTACAAA GCCTAAAAAC 161316 0 
ACGACATTCA TCACAAGATC ACGAATGAAA CACAGCACTT TCCAACAAAA TTTTAATACT 1613 22 0 
TGAAACATAC AAATTACCTT TAAAAAATTT GTGCTAGCGT ATCACAAAGC CTTGTCAAAA 1613280 
ACTATGCTAT AATCCACCGC ACTTTTACTT ATAAGGGATA ATAAAATGGA TGCACTTACA 1613340 
CTTTTAACCA CAAGAAAATC AAACAAAAAA TTGACCGCAC CTGCACCTAA TGCAGAACAG 1613400 
CTTGAGCGTA TTTTCGAAGC AGCAATGCGT GCACCAGATC ACGGAAAATT ACATCCTTAT 1613 46 0 
CATTTTATTG TAATGGAAAA TGAGAGCTTA AATAAATTAG AAACGCTACT TAAAGCTGCC 1613 520 
GTTGTAGAAT TTGATCTTGG GGAAGAAAAA TTGATGAAAG CCGAAAACCT AGCACATCGC 1613580 
GCACCTATGG TTATTGGCGT GGTAGCAAAA ATCGATCCAA CTATCGCTAA AGTGCCTGGT 161364 0 
TGGGAACAAA TGTTGAGTGC AGGTTGTGCA ACTTATGGAT TACAACTGGC TGCACAAGCA 1613 7 00 
CAAGGATTTG ATAATGTGTG GATTTCAGGG AAATGGGTTA ATGGCACTGC ATTACGAGAA 1613 76 0 
GCGTTCGGAT GTCGTGAACA AGATCGTGTG ATTGCGTTAG TCATGATTGG CACGGGCATG 161382 0 
GAGAAAGCAG AACGTGAATG CCGAGTTATC GATACAAAAG ATTTTGTAAC CTATCTATAA 161388 0 
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AATATTGCTT GCTTTCCTCA ATACTTAGAG AAAAGCAAAA TATTGCTCTA CTCTTCTTCC 1613 94 0 
AATTCATCCG CCATTGTCGC CAATATTTCT CGTGTAAGAA GGGCCAATGC ACGATAAAAA 1614 000 
GGCAAAGTTG CTTGATTTTC TACTTGAGTT AAAAACTTCG CTGCACAAGG CAGTAAAAAA 1614 060 
GTTTCAAAGA ATTCTTGTTG AGCCACTAAA GAATCCGAAT TATCTTCAAG CCAAGAGGCT 161412 0 
GTGAGCAATA AT AAA GC AAA ATGATCCGCA CTTTCCACCT CTGGCATATT GCGTACAAGG 161418 0 
CGAAAATTCA CAAATTCTTC AACATCAATG CCATAAGCTG AAATAGCCGT CATCACTTTA 1614240 
CCATTGGTAG CAAATAATTT TTGATACTCT TCGTTCAATA AATTGAGATC GATTTTAACT 1614 3 00 
TGCAAGCTAT TCAGCGCTAA TTCACTTTCT TTATCAGTAT CTAACGCCCA AACTTGGCTC 1614360 
AAACCTTCTT GTTGTAACCA AACAAATGCG TCAGCGAGTA CTTTATCTGT TGGAAAACGA 1614420 
TAAAAAAGAT TACCGAATAA TCGACTAATT AATGAAAAAT TATTAATTTG TTTTTCAGAC 16144 80 
ATTACTCTTT TTCCTTTAAA AGTGCGGTCA ATTTTGCTTG AGTTTTTTGA GCAGCAAGTT 1614 54 0 
CAATCATCGC TTTACGCGCC TTATCATCAA TTAAATGAAT ATCTCCAAAT AATTCAAACT 1614 6 00 
CGACATTTTC AATTCCACAA TAATTGAATA ATCCATTAAT CAAACAATGA TTAAGCGATT 1614 660 
TATCTACACC AAATTCTTTA TATTTATCAA CATTACTGCC AATCGTAATA AATTGCTGCA 1614 720 
TTTGCTTATT TTTGAGCAAC CCCACTGATT CGCCGTTTTC CGTTTTATAA GCAAAG CCAT 1614 780 
GGCTTAATAC GCGATCTAAA TAGCCTTTCA AAATTGCTGG GAACCCCATC CACCAAAGGG 1614840 
GATAAACCAA CGTAATTAAA TCTGCTTGAA GAATAAAATC ATGCTCTTGC TGAATATCTT 1614 900 
CTGGAATAAT ACCATTGTTA GCATTCTGCA ATTCTTCATG AGATAAAATT GGATTAAAAT 1614 96 0 
TCATTTCATA AAGATCTCGA AAAAATACAT TTACACCATT TTCTTGACTA ATTTGCTCAA 1615020 
TACGATTGGC AATCGCTCGC CCAAAACTAC GCACTGAATT AGGATGAGCA AAAATAATTA 1615080 
AGTGATTCAT TTTTCTTACC TATTTGTAGG GAAATAAAAC GTGACAGAAG TCTATCAAAA 161514 0 
TAGAGCGCAC TTTGCATATA AAATCACATA AAAAAAGCGG GCATATCCCG CTCTCTTATT 1615200 
TGCATCATCA TTATGCTGCG TTTTTACGTT CTTCTTCCAT ACATACTGCC GCAGTAAATA 1615260 
ATACGTCAGT TGATGAGTTT AATGCTGTTT CGGTTGAATC TTGTAAGATA CCAATAATGA 1615320 
AACCAACACC GATCATTTGT GCTGCTACAT CATCAGAAAT ACCAAATAAG CTACATGCTA 16153 8 0 
ATGGGATTAA TAATAATGAA CCGCCCGCTA CGCCAGATGC ACCACAAGCA CAAAGTGCTG 1615440 
CAACAATACT TAATAAAAGC GCACTAACGA AAGAAACTTC TAAGCCTAGT GTATGAACTG 16155 00 
CGGCTAAAGT TAAGATAGTA ATAGTAATCG CCGCACCCGC CATATTAATG TTCGCACCCA 1615560 
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ATGGAATAGA AACAGAATAA GTTTCTTCAT CAAGATTTAA GCGTTTTGCT AATTCAATGT 161562 0 
TCACTGGAAT ATTTGCTGCA GAACTACGTG TGAAGAATGC AGTTACCCCA CTTTCGCGTA 1615680 
CACAAGTCCA CACTAATGGG TAAGGATTAC GACGGATTTT CCAGTAAACC AAAATAGGAT 1615740 
TTACAACAAA AG CAGTAAAT AACATCGTAC CAATTAATAC AGCAAGTAAT TGCACATAAC 1615800 
CGCCTAATGC GACTAAACCT TTATCAGACA AGGTTTCAGC CACTAAACCG AATACACCAA 1615860 
ATGGCGCAAA AGAAATAATC ACGTGAACAA TTTTTGATAC ACCTTCTGCA AAATCAGATA 1615920 
ATACGTTCTT AGTTGCATCA GATGCATGAC GTAAAGCCAA ACCTAAACCA ATAGACCATG 1615980 
CTAATACACC AATAAAGTTT GCTTTGAAAA TTGCATTTAA TGGATCATCT ACCACATTTA 1616040 
AAATTAATGT TAGCAACACT TGACCAACGG CTTGTGGTGC TGAACTTGAA TCTTCTTTCG 1616100 
CAGCCAATAC CACTTCCGTT GGGAATGCGA AACCAGCAAT AACAGCAACA AATGCAGCTA 161616 0 
AGAATGTGCC TAAAAGGTAA AGCACAATTA TTTCTTTCAT ATTGCTTTTC GTACCAATTT 1616220 
TACGGTTTGC AAGGGCAGCC ATAACAAGAA AGAAAATTAA AATTGGTGCA ACGGCACGCA 1616280 
GAGCTTTTAC AAAAATCGTA CCTAATACGC CAACTTTTTC AGCAAGATTA AAACCAATGG 1616340 
TTTCTTGTAA TGGTGCTGAA ATCAATGCAA CAACAATACC AAGAACCAAG CCAGCGGCAA 1616400 
TTCGTTTTAC CAAACCACCC TGAAATAACA GACTAAATAG ACGTGATGTG TTCATATTTT 16164 60 
TATCTTTCTT TTAGTAAATT TAACTTCAGA TTGTTACCAA TCCACCTAGG GGG AATTAAA 161652 0 
GATAGCGTAA AATTTTAATG AAAGAAAATA TTTTTATTAT TTTTCACTCT AAAAGTGAAC 1616580 
TTTTTTCTAA AGTTATTAGA TATTCTCTAA AAACATACTT ATAAAAAAAT TTTTTATTTA 161664 0 
ACCTATTGAC ACCCTGTATG AAATATCAGT AAAATTTAAC TGTACAAAAA AACAAGGTAA 1616 700 
AAGGTTATTT ATCCATATTA TTTAACAGGA GATAAGAGAA TGAACAACCA AACTTTGGCT 1616760 
ACACAATATG AAATGGATTT TTCTTATAAT CCACTGCCTT TTTTCAGTGA TATAGAAGAT 161682 0 
AACCTTAAAT TCAACAAAAA ATTAGATTTA AATCTTTACT GTATCAAACG TCCAAAACAA 1616 88 0 
ACTTGTTTTA TTCATATAAC TAACCCAAAT ATGTTGGCTT GGGGAATTGA AAGCGGCGAT 1616940 
ATGTTAGTCG TCGAAAAAAA TGACGATCTT TATTCTGGTG ATCTTGTTGT GCTAGAAGAA 1617000 
AATAATGAAT TTCATGTCTA TGAATTTATG GCGCATAGCG GCAATTATCT TTTCATGGCA 161706 0 
TTGGATTCCA CAACACAAAA TATAAATACA AAAAGATTGG TCAAATTTAC CTATTATCGG 161712 0 
CACCGTGACC AATACGATTC ATCAAATGAA ACGTCGCGAT AAAATGAAAT GGGCAGCGTA 161718 0 
GTTAAAAGCA AATAAAAAAG TGCGGTGAAA ATCAACCGCA CTTCTATCTA GTATCTAGAT 161724 0 
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TATATTTCAA TTAATTACTC GTCGCTTTAC GTCTAGCAAT AACTGCATCA GAAAGTTGTT 1617300 
GCAATAATCT TTCAGAATCT TCCCATCCAA TGCACGCATC CGTAATACTT TGTCCATAAG 1617360 
TCTGTGCTTT GCCATCAACT AAATCTTGAC GACCTTCCAC TAAATGGCTT TCCACCATTA 16174 2 0 
CGCCAAAGAT TTGTTTAGAA CCAAATGCAA TCTGATTACA TACGTCTTGG CAAACATCCA 1617480 
TTTGCTTTTT ATATTGTTTA CTGCTGTTTG CATGGCTAAA ATCAACCATA ACGTGTGGAA 1617 540 
TACGCCCTGT TTTTTCAATA TCAGCACAAA CTTTTTCTAC ATCTTCAGCA CTATAGTTAG 16176 00 
GGCCTTTATC TCCACCTCGT AAAATAATAT GGCAATCTTC ATTCCCTTTT GTAGAAACAA 161766 0 
TTGCAGAATG ACCAAATTTA GTGACAGATA AGAAATAGTG AGGAGCTTCC GCTGCACCAA 1617720 
TTGCATCTAA AGCGACTTTC ACACCACCAT TAGTGGCATT TTTAAACCCA ACAGCACAAG 1617 780 
AT AAAC CTGA AGCCAACTCA CGATGAACTT GTGATTCTGT TGTTCTAGCC CCAATCGCCC 1617 840 
CCCAGCTCAT AAAATCTGCC AAATACTGAG GTGTAATCAT ATCTAAAAAC TCGCCCGCTG 1617 900 
CAGGCACACC AAGATCATTA ATATCTGAAA GTAATTTCCG TGCAATACGT AACCCATCAT 1617 960 
TTAAACGATA AGTATCATTC AAATATGGTT CATTAATTAA ACCTTTCCAA CCCACCGTTG 1618020 
TACGCGGTTT CTCAAAATAC ACACGCATAA TAATTTCAAG GCTATCTTTG TATTTTTCAC 1618080 
GTAATGGTTT TAAACGAGTC GCATATTCAA TGGCTGCTTT CGGATCATGA ATAGAGCAAG 161814 0 
GCCCAATCAC GACTAATAAA CGATCATCTT TACCATGAAT AATATTATGT GCCTCATGAC 161820 0 
GAGTTTGCTT CACTAACGCC GCAGCCTGTT CACTTGCTGG GTATTTTTCT AATAAGGCAA 1618260 
TGGGTGGTAA CACCTGATCG ACTTTTTCAA TTCGCGTATC GTCGTTTGCC ACGACAATTT 1618 3 20 
CAATTTTCTC TTTAGCCATA CATTACTCTC TTGCTTTCAA ATGTTGTGTT TAAATTATGT 16183 8 0 
AG CTAATCTA CACTTATTTT TGTACTAGTA AACTAGTTCG ATATGTTTTT TTAGAATAAA 1618 440 
ACCTACAAAT TCCCTATTAA ACTATCTTTA CAACTCTCTT GCAAGCTGAA TAAAACGAAA 1618 5 00 
TAATTAAGTA AATAAAAGAT AAAAAAATAC CGCACTTTTG TGCTGTACTC TCGAAATTAA 1618 56 0 
TGGCTACTTA ATACTTGTGC AGGTTGTAAT TTAGCAGCTC GGCTTGCTGG ATAAAGGCTT 16186 2 0 
GCCATTAAAC TCAATGCAAG TGCTGCAACT AAAACCATCA AAACATCCAA CCAATGCAAC 16186 8 0 
TCGCTTGGCA AGAAATCCAC AAAATACACA TCGCCCGATA ATAATTTCTT ACCGATAACC 161874 0 
CACTCAATAC CTTGAATAAA GGTTGTAAGA TTTAATGCAA GTATAATGCC TAACACAATT 1618800 
CCAATTAAGC AACCTTTCAT TCCTGCCTGT AAGCCATACC AAATAAAAAT ACGTTTGATA 161886 0 
AACGCATTAT TCGCCCCAAG CGTGCGCATA ATGGCAATAT CGCCTTGCTT ATCTTTTACT 1618 920 
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GCCATAATCA GCGTAGAAAC AATATTAAAA CACGCAACAC CGATCACAAG CACCATTGCG 161898 0 
ATATACATTA CGGTTCTAAT AAG CTGAATA TCGCGATACA TATAACCAAA TTTACTAATC 1619040 
CAATTTTGCA TATATAGCAT CTGCGGATAA TCATTAAGCA TTGATAAATC CAGATTTCTC 1619100 
G C AG AAAAAG GATCATCTAA TTTCAATTCA ACACCTGTAA TTTGATCAGG TTGATAAGTC 161916 0 
AAAAAGGTTT GTGCTTGAGC AAGCGGCAAT AAGGCATAAC TATAATCAAG CTGACCATCT 1619220 
AAGCGTAAAA TAGAGGTAAC TTGCACTGGC TCACGAGTTG GTTGAGCAAA TTGTTCATCG 1619280 
CCGTTTTGCT GAGAAATAAG CAAGGTAATC CAATCCCCTA CTTTTACATC AAGTTCTTTA 1619340 
GCGATACCCG ATCCCAAGAC CAATCCGCCT TCTTTCTCAA ATTTGTTCCA ACCTTGCTCT 1619400 
TGTACAAAAT TGCCAATTGA ACTTACCTTA TCTTCTGCTT GTTTTTCAAC ACCTTTGACC 1619460 
TGAACAACTT TCAATTTTGA GCCATTTTCT ACCAATGCCG TAAAGCTAAC AAAAGGAGAG 161952 0 
ATTCCTTTAA TTTGTGGATT TTGTTGTAGG CGTTTTTCTA AATTTTGCCA ATGGTGAATG 1619580 
GTTGGTTCCG TCGCATTGGG TGCAGATAAA ATCTCTGCAT GGGGAACCAC TGCAAGAATT 1619640 
CGTTGATTAA GCTCACGCTC AAAACCATTC ATCGCACTTA AACCAACAAT TAAAACTGCA 1619700 
ACACCCAATG CAATACCAAT TGCAGAAAAT TTTGCAATTA ACGCGACTAA AGGATTTTTT 1619760 
TGTTTGCCAC GTTGATAACG CCAGCTAATA AAAAAAGGCG TATTCATTAT GCACCTTCCT 1619820 
TCAAAAGACC ATCTTGCATC ACTAAACGGC GTGATAATTT TTCCGCAAGC CCCATATCGT 1619880 
GAGTGACTAA TAAAAAAGCA ATATTTTGCT CTTGATTAAG TTGTTGAATC AGCTCAAAAA 1619940 
TACTTTCAGT GGTCTTGTGA TCGAGATTTC CTGTGGGTTC ATCCGCTAAA ACTAACGATG 162 0000 
GATTATTCAC TAAAGCACGC GCAATCGCCA CACGCTGACG TTCCCCACCA GAAAGCGCAG 162 006 0 
AAGGACGATG GGTAATTCTA TGACTTAATC CCACCGCACT TAGCATTTTT TCGGCGCGAT 162 012 0 
CTTTCGCTTC AGTTTTATTT TGATGACCAA TCAACATCGG CATCATCACA TTTTCAAGTG 162 0180 
CGGTAAAATC CGCCATTAAA TGATGAAATT GGTACACAAA TCCTAAATAA CGATTACGCA 1620240 
AAG C AG CT AA TTCATTAGCC GATGCTTTTT GCAAGGATTG TC CATTAAT A AACACTTCCC 1620300 
CACTACTTGG CTGATCTAAG CCACCCAAAG TATGTAATAA AGTACTTTTC CCTGAACCAG 162 0360 
AGCTTCCCAC AATCGCAACC AATTCTGCAG GTTCCATAGA AAAAGAAACG CCTTTTAACA 1620420 
CTTGCGTTTG ATTTTCGCCT TCTTGATAAA ATTTATTGAT ATTTTCGCAT TTTAATAAAT 16 2 0480 
AGTTATTCAT TTTTTACTCG TTTTAACCGC ACTTTAGCGG CAGATAACAC CATCAAAAAC 162 0540 
TTGCACGAGT CTATCACACT TTTCCTTGAG CTTAAATTTC AATACACCTA AAGTATTCAA 162 0600 
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ATCCTGTTTC AGGAAAATGT TTTTCAAGAT AACGTTTTAA ATAGCGTTGG GTTTCTTGAC 162 06 6 0 
TAATAATAGG TCATATTCTG GGTAACCGTT ATACATTACA CTTAATACTG AAATACCTCG 162072 0 
AGTACGACAA GCCTCTAAAC TTAATAATGT GTGGTTTATA CTGCCTAGTT TTCCCGATGT 16 2 078 0 
CACTAAAATT AAAGGGTAAT TATTTAACTG GATATAATCC AACGTCGTCG CCTCTTCACA 16 2 084 0 
ATAAGGTACC ATTAAGCCAC CAGCACCCTC CAATAGTACA TAATCATATT TTTCTGCCAA 162 0900 
AAGTGCGGTA GATTTTTCAA TGATTTTTGC TTCAATTTTT CTACTTTCTC GCTTTGCAGC 16 2 0 960 
TAAATGTGGC GAACAAGGAT ATTCAAAAAC ATAAGGGCAG GTTTTGCCTT GTAAATCTTC 162102 0 
TTCCGTTAAA TCAATCCCTT GAATCTTTCG ATGTACAAGC AAATCATCAG CAATATTTTT 162108 0 
ACAGCCTGTT TGAATCATTT TTTGTGTAAT CACGGAACAG CCTTGTTCCA TCAACTTTTT 162114 0 
AGCATAAATG CCTGTTGCAA TCGTTTTTCC CACATCAGTA TCAATGCCAG ATATAAAAAT 1621200 
AACCTTTCCC ATAAATATTC CTTACTGATT TTCTATGTGA GAATAGCGTG CGATAAAAAA 1621260 
TAACGGATGA TAAGTCAGGC GCACTTTGCC CGACGGCATA CCAAACGCCG ACAAGTAATC 1621320 
GCCAATAAAT CCATTGAGAT TTTTTCTTGT CCAATTTTTT TGGTTCGTGG CTGTTACGCC 16 21380 
TGTATATTTA AGGTGTTTGA GTACATCTAA CGGCGTATCA AAGTCTAGTA TTACCTTAAA 162144 0 
ATCCTCACAC CATAAAAGCT CAAAATCTTT GGCTAACCAA GTCTGCCATT GGGATAAAGT 1621500 
CGGGTAATTT AAGCCTATAT TTGTGATCTG GCGGACTTCT TTTAAATTGT CTTCGCCAAA 162156 0 
GGTTGCAACC GCCAATAATC CGTTTGTTTT CAAGCCTGTT TTGCAATGGG CGATAAAAGC 162162 0 
GTCGGGTTGG TGAAACCATT GCACGGCGGA TGCGCTTGCG ATTAAGTCAA ATTGTTG CAA 1621680 
AAAAAGGAAA TGTTCGGCAT CGCCGCAATA AAAATCAAAG GATTGCGGCA ATTTTTCAG C 1621740 
CAGTTGGGTC TGCACATCGC ACAAATCATT AAATAACCAA TAATCCGCTG AAATCTGTTT 162180 0 
TTGCAACAAT GAACTCAACA TACCAGACCC GCAACCAAGC TCCAAAACAC TATCTAGTGA 1621860 
CCCATTTGGT AAATAGTCTT GCAAATGCGC CATTAAATTA ATCGTCATTT TCTGTTGGAT 162192 0 
TAAGGCGTGC CTGTCATAAT CGTTTAATGC TTTTTGGAAA GCCTGCCGAA TGCGCGATTT 162198 0 
ATCTACGGAA GTTAATGATC CCATAATGCC GACCAGTGGG TAAATCTTGA AAACACATAA 1622 040 
TGCTCACCCT CTATTTCCTG AACTGCACAA CGCAATGCCC AATATTGGTG CTGATTAGCT 16 22100 
GGCGTAAAAA TTTTATCGCG AGAACTAACC CATGCATTTG CCCAGTGAAT AAGATCTATG 16 2216 0 
CGTTTATCCT GCTGAATCAT CGCAAAAAGT GCGGTAAGTT CTTGATGAAT TTCGTCAAAC 1622 22 0 
GGACGGGCTG GAAATAATTG GTAACGTTCA AAAGATGCTT TATCGCCACA GATTCTGCGT 16222 8 0 
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TCAAATTTTA AACGGGTATT TTCTGTGAGA TTCTCTAGCG TACCTTTAAA AATAGCGTAG 1622 340 
GGAATACCGA AGCTATCATC ACAAGGTAAA CCTGTGCCAT TCACTGCCGT TGCGGATTTT 16224 00 
AATCTTATTC CTTGTAATAC TCGCTCTGCC ACCCAAACGC CCATAGACCA CGCCACCAAA 1622460 
CGGATGTGCC GATAGGCGGA AAGATCAAAA TCCAAATTTA AATCTTGATA ATCATAGCAA 162^52 0 
AT CAAT AAAT CGTGATTTTC CGGCAAAATC AAATGATTTA CAGCATCGGG CGGCGTTCCC 162258 0 
CAACCTGCAA AATACAGGAT TAAATGTTCG CCTTGGTAAT CGTAAAATTT CGTTTTCATA 1622640 
TCATATATTT ATAAATGCAC CGCAAACTGC CGCACTTCAT CTGCCGTCAT ATCGGCAGTT 1622700 
AGAGACAGGC GGATTCTGGA TGTGTTTTTG GGTACTGTCG GCGGTCTGAT TGGCAAACAA 1622760 
TAATAACCTT GCTCTTGCAG ATCTTTCGCC TTAGCAAGGG TTGCTTCGTT CTCGCCTAAA 1622820 
ATATAGGGAA CGATGCAAGT TTGGCTTGGC ATTATTTGCG TTCTGTGTTC CACTTCTTGG 162288 0 
CGTAAAAATG CACTTAACTG CTCAAGATGC GTTCTTTCTT TTGAAAGTTG TGGTAATCGT 1622940 
TCAAAAATAA AATGAGTCCA CGCCACATTA AAGGGCGGAA GTGCGGTTGA AAAAATCAAT 1623000 
GGACGCATTT GATTAATCAA ACATTCTTTT AATATTTGAT CACAGACGAC ATAAGCCCCC 1623060 
ATTGAAGCTA AGGCCTTGCC AAAAGTGCCA ACCAACAAAT CTATATCAGC TATCACATTA 1623120 
GCTCGTTCGG CAATACCCAA TCCGTTTTGC CCATAAACAC CGACGGCGTG GGCTTCATCC 162318 0 
ACATAAAGAT AAGTATTGGG AAATTGTTTT TTTAATTGAA CAAGCTGTTT CAAATCCGCC 162324 0 
ACGTCGCCGT CCATACTGAA AACAGATTCG GTAACGATAA AAGTGCGGTC AAATTTTCCG 16233 00 
ACGTTTTTTT CAAGCAGATT TTTCAAATGT TCATAATCAT TATGACGATA ACGAAAGAAC 1623360 
TCACATTGGC TTAAACGAAT GCCATCAATC ATGCTGGCAT GCACTAATTT ATCTGCCAAA 1623420 
ATCAAACTTT TCGTCGTCGT CAAAGCAGGC AAAATGCCGA TATTGGCGTG ATAGCCGCTG 1623480 
TTAAATAATA ACGCACTTTC CCGTTGGAAA CGTTGTGCGA CAAGCTCTTC CAAATCGGTA 1623 54 0 
TAAATAGGAA AGTTGCCCGT TAATAAACGC GATGAAGAAC TGGTAAAAGA GGGAAAATTA 16236 00 
CCGCCATATT GCTGTAAAAA AGACTGGCGC AAGTTTTCAT TTGATGCCAA ACCTAAATAA 1623660 
TCATTAGATG ACATATTCAG CATTTTGCGA TTTTCTCGCG TAATATATCG TCCTTGATGA 162372 0 
ACTAAATCTG GAATTGAACG ATATTGATTT TTTGCGCTAA GCTGTTCCAG TTGCTGTTTG 16237 BO 
AAAGCATCCA TTTTTTATCC TAATGTTCAT ATTCCTGAGT TAAAGCCAGA ATCATGCCTT 1623840 
CCGTTAATTT CTGAAGTTCA TCATCTTTAA TCACAAATGG TGGCATAACA TAAACCAATT 16 23 900 
TTCCGAAAGG CCGAATCCAA ACACCTTGTT CCACAAAACG TGGGACTAAA GTTTTCATAT 16 2 3 960 
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ACCACCCCAA TCGCCCCTAA TGCACGAACT TCTTTGACGT 1624 02 0 
GAAAGCTGTT GTTTTAAGGA AGACTCAATT CGCTGAATAT 162408 0 
AACAATAAAC GGATAGATTC TGCTGCAATC GCACAAGCCA 162414 0 
GGCCCGTGCA TAAAGCATTT AGCCTCACCG CTACAAATAG 162420 0 
GTAATGCTTG CAGATAAAGT CAAATACCCA CCTGTTAAGG 16242 6 0 
TCTGGCGAAA TGCCTGCGTG TTCAGCTGCA AATAATTTTC 1624 320 
GCAATTTCAT CAAAAATTAG CAATATACCA TATTGTTTAC 1624380 
AAATAAGTTG GCGAATAAAA ATACATACCG CCCGCACCTT 1624440 
AGTGCGGCGA TTTCATTACC TTTTTTCTTA AGTAAATCAG 1624 500 
TCATTCCAAG ATTCATTAAA TGGAATGTTG GGTTGAGGAA 1624560 
CTATGATGAA ATAAATGATG CATCCCTGTG GTTGGATCAC 1624620 
GTATCGCCGT GATAACCAGA ACGAATAGTG GCAAATTTTT 1624680 
GCGTGCTGAT ATTGAATAGC CATTTTCATC GCTACTTCCA 1624 740 
GCAAAAAAGA TCTTATCTAA TCCATTGGGC AAAATTTGTA 1624800 
ACCGCTGGGT CATGGGTAAA TCCGCCAAAC ATAATATGGC 1624860 
TGTGCCGCCG CATTTAAACG AGGATGATTA TAACCGTGCA 1624 920 
ATACCATCAA TCAAACGACG ACCATCTTTT AAAGTTATCA 1624 980 
ACCGCATAAA GCGGCATATC AGAAGAAACT GAAGAATAAG 162 5C4 0 
TCAAAAGCTA AAAGTGATTG TTCATCCACC ATTTATTTAC 162 5100 
CTCAAAGCTG CTGCAGGTTC TACTTTCGCA GCTCGATAAG 1625160 
AAGGAAAGTA ACAGCGAAAA TCCAATGACA AAAATCATTT 162522 0 
GGTAAAAAAA CACCTTGTGG ATTTACCGCA CTTACAATGT 1625280 
AAAACACCTA AAATAGCACC GAGTAATGTG CCAACAAATC 162 534 0 
ATGAACACTG AACGCACTTG GGATTTTGTT AAGCCTTGAG 162 54 00 
CCTTGTTTAT CCACCACCAT CAAACTTAAA GAGGTGACAA 162 54 6 0 
ATAATCAAAC TAATCAGCAA ACCCATCATA TTTTTTTCCA 16 2 5 520 
TCGCCTTTTT GCACACGCCA ATCTGTGATT TTTTGTGTCG 16 2 5 580 
GTAATTTGGA ACGGATCATT CAGAAATAAA CGATAGCCCT 16 2 564 0 
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GTGCTTGCTG AGGTTGAATA CGCATTAAGC GACCAATATC TGTAATATTA GCAAAGGCTT 162 5 7 00 
CGTAACCAGA TGCTTCGCCA TAACCATAAT AAATATCGCT AACAGTAAAT AAACGCTGCA 1625760 
TTGGCACCCG ACCGAATGGT GTATATTGGC TATTTTCCGT AATCATCAAA CGGATTTTAT 162582 0 
CCCCAATATT CACGCCCAGT TTTTGCGCCA GTTGATCGCC AATGACCAGT TTAAACTCCC 162588 0 
CTCTAGGCAA AATTTCATTA AATTTAGTCT GATCAAAAGA TTCAACCAAA GGATCATCAG 1625 94 0 
AAAATGATTG AATAC CTATA ATTTGTCCTG CACTTACGCC TTTTGCCGTT TGATAAATCA 1626 000 
CATTTGTTGT ATTGATCGGC ACGGCTTTTT GGACAAAGTG CGGTAAATTT TCTAGCGTTT 162606 0 
TTTCTGTAGA AATAGGCTGC TCTTCGCTCA CAATCGCATG AGGAATAGAA GATAGCACCT 162612 0 
GTTGTTTTTG GTAACCTTCT AATCCATTCA TCACCGAAAG CACGATGATC AATGCCATCA 1626180 
CACCTAGCAC AATCCCCAGG CTTGCAAGAT TAGTCACTAA TCGCCCAAAA CGATCCGCAC 162624 0 
TTTTCGCACG CCAATAACGT AGTGCAATAT AAAGAGAAAT AGGAAAATTC ATTATTTTTG 1626300 
ATGTAATTGT TGTACAAATT CTTCGATGTT TTGCATTACT TTGCCAACTA ATGTTGTCAC 1626360 
TGCACTATCA CTCGCCCAAG CAATATGTGG TGTGATAATT AAATTAGGCA TCGTTTTTGC 1626420 
AG CTAAAATT AACGGATTAT CTTTTTCTGG TGGCTCTTTT ACCATTACAT CCAAAGCCGC 1626480 
TCCGCCTAAA TGCCCCGTTT TTAACGCATC AACTAAGGCA AGTTCATCAA TCAAAGGCCC 1626540 
ACGCCCTGTA TTAATCAAAA ATGCACCTTT TTTCATTTTG GATAAGGTTT CTGCATTAAT 1626600 
TAAATCCTTT GTTGTTTCCG TTAATGGGCA ATGCAACGTC ACAATATCCG CTTGTTTTAA 162666 0 
TACTTCATCA AAAGGCGTAT AACCTTCACG GCAAACAGTG GCATCTTTAT GTTCTGCATA 1626720 
AAGCACTTTC ATTCCCACGG CATTAGCCAA ACGCCCCACT TCTGTTCCTA GGCAACCTTT 16267 80 
ACCAAATACG CCCAACGTTG AACCGCGCAC ATCTGTAATT GGATAATCAA AATAACAAAA 1626 84 0 
TTGTTTACTT TCCGCCCATT TTGCTTCCGT TTGATCGCGT AACCAACCTG CCAAACTGTG 162 6900 
TTTTAAAGAA AAAATCAGAC CGATTACGTG TTCTGGCACG GTTGTACTGG AATAACCTGT 1626960 
CACATTACGC ACGGCGATGC CCATTTCTTC TGCAGCCACA AGATCAACAT TATTTGTACC 1627020 
TGTCGCAGTA ATGGCAATCA GCTTTAATTT TGGCAGTTGT TGCAAAGTTT CACGATCAAA 162 7080 
AATCACTTTG CTCGTAATCA CAATATCTGC ATCCTTTACG CGTTCAATCG TTTGCTCAGC 162714 0 
AGATGTATGT TCATATTCTG TCCAAGTATG TTCAAAACTT GGGCGAGGAA TTGAAATATG 1627200 
TTTAGGAATA GCCGTGCTAT CTAAAAATAC GATTTTCATT AATTGCTCCT TTTTTATATA 1627260 
CAAAGTGCGG TCAAAATTAA CCGCACTTTT GATGAAATTT AAATTGAGG.T ATCCAATTCT 162 7320 
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GGAAAAGATT TTACTAAATC ATCGATGGCT TTCATTTGGG AAACAAAGCC TTCAAGCGCA 16273 80 
GAAAGTGGCA ATGCAGAAGG GCCATCACAT TTTGCTTGAT TTGGATTTGG ATGTGCTTCT 1627440 
AAGAATAAAC CTGCAATGCC TACTGCTAAA CCTGAACGCG CTAATTCGGT TACTTGTGCA 1627500 
CGACGACCAC TCGATGCTGC CCCAAATGGA TCACGGCATT GAAGTGAATG GGTTACATCA 162756 0 
AAAATAACAG GGCTACCCTT AGAGGCTTTT TTCATTACAC TAAAGCCAAG CATATCCACA 162762 0 
ATTAAATTAT CGTAACCAAA ATTTGTTCCA CGATCACAAA GAATGATTTT ATCGTTACCA 16 2 76 BO 
CATTCTTCGA TTTTTTCCAC AATATTACCC ATTTGACTTG GGCTTAAAAA TTGTGGTTTT 16 2 7 740 
TTCACATTAA TCACTGCGCC TGTTTTTGCC ATCGCTTCAA CGAGATCTGT TTGACGCGCC 162 780 0 
AAAAAGGCGG GAAGTTGAAT AATATCGACA ACATCAGCAA CGGGCTGACA TTGATAGATT 16 27 860 
TCGTGTACAT CGGTAATAAT TTTTACCCCG AATGTATCTT TTAATTCTTG GAAAATTTTT 1627 92 0 
AATCCTTCTT CCATGCCAGG TCCACGGTAA GAATGAATAG ATGAACGATT CGCTTTGTCA 1627980 
AAAGACGCTT TAAATACATA AGGCACGCCA AGTTTCTCTG TCACTTTCAC ATAAGCTTCG 1628 040 
CAC ACT TG C A TTGCCATATC ACGGCTTTCC AGCACGTTCA TTCCGCCAAA AAGCACAAAA 1628100 
GGTTTGTCGT TTGCAACATC AATATTGCCA ATTTTTACAA TTTTATTTTG CATAAATTTT 1628160 
CCTTAAATCA ATGGAGGGGA AAAGTATCTT TATTAATCTC GCCTTTAAGT TCTAAAAGTT 162 822 0 
GCGTGCGGAT AAACGCCGCC GTTGGATCTT TTGGACAATG TTCCACAAAA AATTCTAAAT 162828 0 
CTTTCAATGC TGAAGGATAA GCCCCCATTT GAGCTAAAAC TAAGCCACGG TCACGGATAT 1628340 
GATAAGGATT TTCAGCATCA GTAATCATTA AATTCTTAAT ATAGTGATAT GCCATATCGT 1628400 
TATGCTCTTC ACGAATAAGC GCATTTTTCG CCAGTTGCTC AAAGCGAGAA TAAAGTAAAG 1628460 
AAAGATCGGC TCTATCAAGT TCTTCGGGTT GAATTTTCGC CCCAAACCCA AATGCACCTT 1628520 
CATAAAGTTG CTGCAATTTT TCTTGTGAAA TATAAGTGCC ATCCCAAGGA TCAATAAAAG 162 8 580 
CCACTTCATC TCTGACTTCA GCACGTAAAA TTAACTGTGT TGGGAAATTT ACTGGGTAAA 162864 0 
TTGGCAAATC CAATGCCTCA GCTAAATAAA ACACCATTGC CCCAAGAGTC ACTGGCATTC 1628700 
CTTGACGATG TTCAAACACA TAAGGCAAAT ATAAATTGCG AGCATAAAAA TAATCTTCTG 1623760 
GATCGCAATG AAAGCCCCAA TCACCATAAA ATAGCTGTAG TAACTGATGA ATCTGCTCTT 1628820 
CTTTCGGCCA ATCTGGCGAA ATTTTTTTAC GCGCTTTACG CACAAGCCCA CCCATTTTTC 1628880 
CCCGAAGTTG TGCTTCTGAG CTGCCATCAT CAGAGATAAC AAGATAAAAA TG CAC AAATT 1628940 
TATCGTATAA CGCACGTCGA TAATATTTCA TTACTTCTTC CAAAAACCTA AAGTGACACG 1629000 
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GCACAGTTTC AACCATTTCC CAATGATTTT CTTGGAAAAT 162 9060 
GTTGCCATCC GTGTTCAAGC AATAATACGC CATTAGAATT 162 9120 
CAATAATATG ACGTAAATCA GCATACCCCT CATCATTGGC 162 918 0 
CAAAACGCAC ATCGCCTTGA TGCAAATGTT CATCTTGCGC 1629240 
TGACGATAAG ATCAAACTTC CCTGTTATAT TATCAAACCA 162 9300 
CATTTAGCTG ATTTCTTTCT GCATTAGATT GAGCTAATGC 162 9360 
CCACACCAAT TATTTCCAGC GGAATATGCC GCTTTTGGCA 162 9420 
CCAAAGCGAG GGCGATTGCG CCTGTGCCAG TGCCGAGATC 162 94 80 
GATTTTCTTC CAGTTTTTCT AACGCAATTT GTAATGCCTT 162 954 0 
CTGGTCTTGG AATCAATGTG CCTTTTGAGA CATTTAATGG 162 9600 
CACCAAGAAT ATAAGCGATA GGTTCACCTT TTAGACGACG 162 966 0 
TTAACCGCAC TTTTTCATCA ATCTCAGTAT CATCAAAAGC 1629720 
TGCCAGTAGC GTGTTGAAGA AGCACAAGTG CATCAATTTT 162 9780 
TTTTTGCTAA ATCCGCAATC GCTTGTGCCA GCCATTCTTT 162 984 0 
TTTTAACACT ATCGTGCCAG CCACTAAATC AGTTAAAGAA 162 9900 
TGCAACAATA CCGCTAATAA TCAATAAGAA ACTTGTCCAC 162 9960 
CTCACGGCCG ATGTATTTAC CAAATTCAAC AGGCTGATTG 163 0020 
CAAGCCTAAC CAGCGTTTTG CCATTGTTTG ACCATAAGTT 163 0080 
ACCAGCATAT ACAATCATCC CCACTACACC GGCAAAATCC 1630140 
AGCCATCACC CAAAGCACAA GCCCATTAAT CATACTTGCA 1630200 
CGCTTGAGCG AGTTGAGAAG GCTTGAAAGC AGAAGAAAAT 163 0260 
AATGATCATT TTATTTCCTT TTAAAGTTAA AAAGGACATC 163 032 0 
ATTAATTCTG TTCAGACAAT GCAGCCAACT GATCCGCTTG 163 0380 
GAATCAGTTC ATCAATTTTA CCATTCATCA CTTCATCCAA 163 0440 
TACGGTGATC TGTAACTCGA CCTTGCGGAT AATTATATGT 163 0500 
CGCCCGAACC TAATAAGTTA CGACGCATAT CTGTTTGTTC 16 3 0560 
CTGCTTGAAC AATACGTGAC GCTAATACTG ACATTGCTTT 163 0620 
AACGCTCATC CTGACATTCC ACCACAATAC CTGTTGGAAT 163 0680 
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ATGTGTAATA CGCACCGCAG AATCCGTTGT ATTTACGTGC TGACCACCAG CGCCTGATGA 163 0 740 
ACGATAAGTA TCAATACG C A AATCTGCTGG ATTAATTTCT GGCATTTCAG ATTCAGGCAA 163 0B00 
TTCTGGCATT ACCGCAACGG TACAAGCAGA CGTGTGGATA CGCCCTTGGC TTTCAGTTTT 16 3 086 0 
TGGTACACGT TGCACACGAT GACCACCAGA CTCAAACTTC AACTGACCAT ACACACCTTC 16 3 0920 
GCCAGTGACT TTAACAATCA CCTCTTTATA ACCGCCTTGC TCACTTTCGT TAGCACTTAG 16 3 0980 
CATTTCTACA CGCCAGCGTT TACTTTCAGC ATAACGACTG TACATACGGA ATAAATCACC 16 31040 
CGCAAAAATA CCCGCTTCAT CACCGCCTGT TCCCGCTCGG ATTTCTAAAT AGCAGTTATA 16 31100 
TTCATCATTA GGATCTTTCG GCAGTAAAAG AATTTGAAGT TGTTGTTCCA CTTCTTCAAT 16 31160 
TTCCGCTTTG GATTCTTCGA TTTCCATTTG TGCCATTTCT TTCATTTCAG GATCGTCGAG 16 3122 0 
CAATATTTCA GCTTCTTCAA TATTTTGATT TAATTGCGTC CAACGATTAA AACATTTCAC 16 31280 
CACTTCTTCA AGTTG CGAAT ATTCTTTAGA ATACGCACGG AATTTATCCT GATCACTAAT 1631340 
TACAGAAACA TCGCCCAATA AGGCTTCTAG CTCTTCATAG CGTTCTTTTA AACTTTCTAA 16 314 00 
TTTTGCAATA ATGGAATCTT TCATCATTTG TAAGTCACCG AAAATAAAAT CGGCGTATTC 16314 60 
TAGCCGATTT TAGGGAAAAT TGACAGCGAA AAGGAAATTA AGAATCTCAG ACGCTTTATT 16 31520 
TGTGATTTAC CCACTATTTA TTGGTGTCTT GTTTTTGATT GAGCTCACGA TATTTATCAC 1631580 
ACCCTTCTTG ACTGCGTAAA TCGCAAGCAT CGCCAAAATA TTTTTTGGCT TTGGATTTAT 16 3164 0 
CTTTTTCCAA CTCGCCTAGC TTAATTAACA CTTTCGGATC TTTACTTAAC AC CAATTCTT 1631700 
CTTTAATTGC TTCAATTTTT TCTTGAAGAT CAGGCTGTTT TGGCAAATCA AAAACACACT 163176 0 
AAAACAAGGC GACAATATGC TTGCTAATCC T AGTTG CCAA TTATGCTTTG TTGTACTCTC 163182 0 
TGTAAAGAGA GTACAACACC CAGTATACTG GGTGTGAAAT GATTAAAAAT TGAACTATTT 163188 0 
AATTAGGAGG GAATTGGAGG GCTTAAGACT GAAAAAAGTG AGCAATTTTG ATCACTTTCT 163194 0 
GCCATTAAAT ACACGTGACA TCAAACTTCG CCAAATTAAT GTCATCTTCT GTGCTATAAA 16 3 2000 
ATGCCACTAA CGCCTTGCGT AATGTTTCAG CTCGTTTTGG TAAACCTTTT TCCGCGTAGA 16 32060 
TTTTCACTTG TTCATACACG GCTTGTTTAA AAGGCTGTGT ATCGCCTGGA TTGCCATTCA 16 3212 0 
AATTATCCGC ACTGGCAAAA TAACGAAAAC CTGCCGCCGT CGCCAAAATC CACTCTAATG 163218 0 
CTTGCGGTTT AACTTCAACT TTTTCAAAGT CACGCTGGCG TTCTTCTGAA CGTCCATCTG 1632 240 
GCTCATACCA ATAACCAAAA TCTTCTAGTT TACGGCGTTC TTTGCCTGCC ACTAACCAAT 163 2 3 00 
GGGCAATTTC ATGCAATGCA CTGCTGTAAA AGCCTCGTGC AAAATAAATC GCGTTATAAG 16 3 2 360 
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GCACTTCATC ATTTGCGGGT AAATAAATAG GCTCATCACC GCCTTTGACT AAGCGAGTGT 1632420 
TGTATTCCTC TTCAAAACAT TGATTAAAAA TTGCAATAAT ATCTTCTAAT TTATGTTCCA 163 2480 
TGGTATCGAC TCCTAAAAAA CCGCAAGATT ATATCACCAT AGGCTCATTT GTTCTTGTTT 163 2 540 
ATTTTCTTCA GGTAAATTGA CATGTAACCC AATCAAACGA ATCGATCGCC CTTTTGCTCG 1632600 
CATAAAAATT TGAGGAAGTA ATTGCTGAAA ACTCTCCAAA GAAAGTGGCA AACCTGTTTT 1632660 
CTCCAAAGTA GTTACTTGAA AATCTTCAAA TTTAAGCTTT ACGTATAAGT TCGCGAATCT 1632720 
TTTTGCATAA AATCATCATA ATGATTGCTC CTAAAATAAA AAGAAGTACG CATAGAATGA 1632780 
TGCGTACTTA ACGTAGGGTG GGCTTTAGCC CACCAAAATA TCTCACGATT GTTTGTTGGT 163284 0 
GGGCTGAAGC CCACCCTACA ACTACTAAAG CCCACCAAAA TATCTCTCGA TTGTTTTTTG 1632900 
GTGGGCTAAA GCCCACCCTA CAACTACTAA TCAACAATCA ACGGCTCGCA TTATAGGAAA 1632 56 0 
CAAGCAGGTT TAAATACAGA AAATAATAAG AATAGTTTTT ATTTCTTGAT TTTTATCAAA 1633 020 
AATCAATCTT TATTGTTGTG AGAAAATACC TTTCTTCATA TAATATGTTT GAGAATTATT 1633080 
ATTATTTTTT TTATAGGACT AAATATGACC AATTTTAGAT TAAACGTGCT TGCCTATTCC 163314 0 
GTTATGCTTG GGCTAACGGC AAGTGTTGCT TATGCTGAGC CAACCAACCA ACCAACCAAC 1633200 
CAACCAACCA ACCAACCAAC CAACCAACCA ACCAACCAAC CAACCAACCA ACCAAAATAG 163326 0 
TAATGCTTCT GAACAACTAG AACAAATAAA TGTTTTGGGT TCAGATAACA ACAATGACAA 163 332 0 
CACCCCACCT AAAATTGCCG AGACTGTAAA AACGGCGAGT CAATTGAAAC GCCAGCAAGT 163 33 8 0 
ACAGGATAGT CGTGATCTTG TGCGCTATGA AACCGGTGTG ACTGTGGTAG AAGCTGGACG 1633440 
TTTTGGTTCG AGCGGTTATG CCATTCGTGG TGTGGATGAG AACCGAGTGG CAATTACAGT 16 3 3 500 
AGATGGCTTA CATCAAG CAG AAACCCTTTC TTCTCAAGGC TTTAAAGAAT TATTCGAAGG 1633 560 
TTACGGCAAT TTTAACAATA CCAGAAATAG TGTGGAAATT GAAACGTTGA AAGTCGCTAA 163 362 0 
AATTGCGAAA GGCGCTGATT CTGTAAAAGT GGGTAGTGGT TCTTTGGGAG GCGCTGTACT 16 336 8 0 
TTTTGAAACA AAAGATGCCC GAGATTTCCT GACTGAAAAA GATTGGCATA TCGGCTATAA 1633 740 
AGCGGGCTAC TCAACGGCAG ATAATCAGGG ATTAAATGCT GTAACTCTTG CAGGTCGCTA 1633800 
CCAAATGTTT GATGCATTGA TTATG CATTC TAAGCGACAT GGACATGAAT TAGAAAATTA 16 3 3 860 
TGACTATAAA AATGG CAGAG ATATTCAAGG GAAAGAAAGA GAGAAAGCGG ATCCTTATAC 16 3 3 920 
GATTACGAAA GAAAGTACAT TAGTGAAATT CTCTTTTTCG CCAACAGAAA ATCCATCGTT 1633980 
TTACAGTCGC CTCTGATACT TATCTTCAGC ATTCCCGCGG ACATGATTTT TCATATAATC 16 34 04 0 
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TTGTTAAAAC AACATATATT AATAAAGATG AGGAAGAACT TCGTCATACA AATGATTTGA 1634100 
CAAAACGTAA AAATGTTTCC TTTACTTATG AAAATTATAC TGTTACGCCA TTTTGGGATA 1634160 
CGCTCAAGTT AAGCTATTCA CAACAAAGAA TTACAACAAG AGCAAGAACA GAAGATTACT 1634220 
GTGATGGTAA TGAAAAATGT GACTCTTATA AGAATCCTTT AGGGCTTCAA TTAAAAGAGG 16342 80 
GAAAAGTCGT TGATCGGAAT GGTGATCCTG TTGAGTTGAA GCTTGTTGAG GATGAACAAG 163434 0 
GTCAGAAACG ACATCAAGTT GTTGATAAAT ATAATAATCC TTTTAGTGTA GCCTCTGGAA 16344 00 
CTAATAATGA TGCTTTCGTA GGTAAACAAT TATCTCCTTC TGAGTTTTGG TTAGATTGCT 16 34460 
CTATTTTTAA TTGTGATAAG CCTGTCAGGG TTTATAAATA TCAGTATAGC AACCAAGAAC 1634520 
CAGAGTCGAA GGAAGTTGAG TTAAATAGAA CCATGGAAAT TAATGGAAAG AAATTTGCTA 16345 BO 
CTTATGAGTC TAATAATTAT AGAGATAGAT ACCATATGAT TTTACCAAAT TCTAAAGGTT 1634640 
ACTTGCCTTT GGATTATAAA GAGCGTGATT TAAATACAAA GACGAAACAA ATTAATTTAG 1634700 
ATTTAACAAA AGCCTTTACT CTCTTTGAGA TTGAAAATGA ACTTTCCTAT GGTGGTGTTT 1634760 
ACGCGAAAAC GACCAAGGAA ATGGTGAATA AAGCAGGATA TTATGGGCGT AATCCTACTT 1634 820 
GGTGGGCGGA GAGAACGTTA GGGAAATCAT TGCTTAATGG ATTGAGAACG TGTAAGGAAG 1634880 
ATTCTTCATA TAATGGGCTA CTATGTCCTC GTCATGAACC TAAAACGTCT TTCTTAATTC 1634940 
CTGTAGAAAC AACAACTAAG TCTTTATATT TTGCAGACAA TATCAAGTTG CACAATATGT 1635000 
TGAGCGTAGA TTTAGGTTAT CGTTATGATG ATATTAAATA TCAGCCAGAG TATATTCCTG 163506 0 
GTGTAACACC TAAGATTGCA GATGATATGG TCAGAGAATT ATTTGTTCCA CTCCCTCCAG 163 512 0 
CGAATGGAAA AGATTGGCAA GGAAACCCTG TTTATACACC TGAGCAAATT CGTAAAAATG 1635180 
CGGAGGAAAA TATTGCTTAT ATTGCACAAG AAAAACGCTT TAAGAAACAT TCTTATTCTC 163 524 0 
TTGGGGCAAC GTTCGATCCT CTGAATTTTT TACGAGTACA AGTAAAATAT TCAAAAGGGT 163 5300 
TTAGAACCCC GACTTCGGAT GAACTTTATT TTACCTTTAA G CATCC AGAT TTTACGATTT 16 3 5 360 
TACCCAACCC AAATATGAAG CCAGAAGAGG CAAAAAACCA AGAAATTGCC TTGACTTTTC 163 5420 
ATCATGATTG GGGCTTTTTC AGTACAAATG TATTTCAAAC TAAATATCGC CAATTTATTG 16 3 5480 
ATTTAGCTTA TCTAGGATCA CGAAATTTAT CTAACTCTGT GGGTGGTCAG GCGCAAGCAA 16 3 5 540 
GGGATTTTCA AGTCTATCAG AATGTAAACG TAGATCGTGC AAAAGTGAAA GGGGTTGAGA 16 3 56 00 
TTAACTCTCG CTTGAATATT GGTTATTTCT TTGAGAAGTT AGACGGTTTT AATGTAAGTT 16 3 566 0 
ATAAGTTTAC TTATCAAAGA GGACGTTTAG ATGGTAATCG ACCAATGAAT GCAATTCAAC 16 3 5720 
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CAAAAACCTC TGTTATTGGA TTAGGATATG ATCATAAAGA GCAGAGATTT GGAGCGGACT 163 578 0 
TATATGTAAC CCATGTTAGC GCGAAGAAAG CTAAAGATAC TTATAATATG TTCTATAAAG 163 584 0 
AACAGGGATA TAAAGATAGT GCTGTTCGTT GGAGAAGTGA TGACTATACG CTAGTTGATT 163 5900 
TTGTTACTTA TATAAAACCA GTTAAAAATG TGACTTTGCA GTTTGGTGTA TATAACTTGA 163 5960 
CAGACCGTAA GTATTTAACT TGGGAGTCTG CTCGTTCAAT TAAGCCATTT GGAACAAGTA 1636020 
ACTTGATTAA TCAGGGAACA GGTGCGGGTA TTAATCGTTT CTATTCACCT GGTAGAAACT 1636080 
ATAAATTGAG TGCAGAAATT ACGTTTTAAT TAAACTAGAG AAAGCCTGTG AAACAGGCTT 16 3614 0 
TCTTTTTGCG TGAAAGTGCG GTGGATTTGA CAAAGATTTA TTTAATTAAG AGTTGGAAGT 1636200 
AGTCTTGTAT ATCTTCCAAA ATATCTGCCT CATCTTGAGG TGTTAAAATC AAGAAAGGGC 1636260 
GTGCAGGAAT CGCTACTTTA CGACCTCGTC CAGCTTTACC GCCGAATTGA TGAATAGCCG 163 6 32 0 
CGTAAGGCTC ATTCGTCCCC ACAATGGCTT CATTGTTGTT ATATTCAGAA GTAATGCTCG 16363 80 
CCATCAAGTT TTCAGTATCC ACCAAAGGCG TACCTTGGCG AATCTTTAAT TTCTTCCACG 1636440 
CAGGACGACC ACCCACTTCA AAGTTCTGCG CGACAGCCGA TTCCATTGTG CCCGCAATGC 1636500 
TACGCATTAA AGGAGCTCGA TGAGCGGTGG CTTGTGCAAG GCGTTCTAGT GCCGATGTAA 1636560 
TTTCTTGTGC GTTATTGATT TCAATTTCTA TCATAATCGT TGATTTTTAA AATTTAAGGG 1636620 
GGTATATTTT AGTACGCACT TAGAAAAGCG ATGAATCTCC CAGATCGCAA GCGAAGAGGT 1636680 
GAAATAGACT CGGGACTGTG TGTAGGTGTG GGGAGCCCTA CCTAAGTGCG TAATCCTTTT 1636740 
CTAATAGCTT TTTAAGCTCC TTGTCTTTTA TTCGTCTAAA CGACAGCACA AAGATTTCTT 1636800 
TTGGTAATAT TTTCACTACA AGCATTTTCC CTTGTCGAAT AAAGGTGTAA CGATCTGCAA 1636860 
AATCTTTCAC TTGTAGTAAA TGCTCGGGAG CATTGATGAT ATCTGGCAAC GCTCATACTC 1636920 
ATCAATCCCA AAATCTTGCC CATCACGGCT ATTAAACTGT TTAATTAAAG TATCATCAGA 1636980 
AAGCCACACT GTGCCAGTTT TGCTTTTCAA TAAATC CTTA CTTTCCGCAC TCAAGACACC 1637 040 
TGCCGCAAAT TTAAAATTTT tGGTAAGGCT ATCTCGCACC TGTAACATCT GCTCAGCAGT 1637100 
GAGTTTTTTT CCTTCAGGGC TGAGCGTTTG TTTCATCTCC GCCATATGCT TTGCCAACAA 1637160 
TTCAAAATCG TGCTTAAACT CCCCACCTTT CATCTCAACC TTCGCAAACG CATGCGCCAG 163 7220 
TTTTTCAGGA TAAAGATCCA AATTAGGCTT GTAGTTTAAT CGCCCTACAT TGTAATCAAA 1637280 
GCCTTTATCC GTCACACGTA TCGTGCCATC AGGCAATTTA AACCCTACCG TCTTTTCACG 16373 4 0 
ATTACCTTGC TTATCTGCTG GGCGTTCTAC TTCCACCAAA AATTCAGAAC TGTCGTCAGG 16 37400 
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CTTATCAATC CCACGGCGTT TCAAATCTCT TTCGCCTAAC CTTCCTGCGG TTCAGGAATC 163 7460 
CCTAATTTAT CCCACACCCA ACTTTCCGAA ATCTGCACGC CAATGCCCGT AAGTTTAGGG 163 7520 
ATGGCATCTG CAAATACCGA TAAGTCTTCA TATTCTTTTG TGTCAAACTC AAAATAAGGG 1637 580 
ATACGATGTG GCGCAATATT CGGATCAACA TTAATTTGCA AATACGGCAA AATGATTTGT 163 7640 
TGAGTGATAA TTTGCGCAAG GTGGCGCAAT GACAAAACGT TGTGATCAGC CTATTTGTAT 16 37700 
TGAGTATGAA GAATGCGAAC CGAATAAATA CGGTGAGATT CGTAAGAAAA TTGTGGGGGT 16 37 760 
AAAAAACAGA TTCACAGAAA AGAAAATCAT CACCAAATTA AAAAACTGGG TGATTAAATC 163782 0 
AGCGAAAAGT GCGTTGGGTT CCACCGCACT TAATTCGGAG ACCACCGAAC AAACAAGGCG 1637880 
CATCGAGCCG CTTGGACTTG TGTCAATAAC TGTAACCGTT CAAAAATTGA ACATCAAGCT 16 37 940 
AATCTATTGA TGTTGCCTAT CGGTTCGCCA TTAAAACCGT CACAAATTGA CCTTTTAATG 1638000 
CTCCATGGAC GGTTACAGCT TAATGACTAT CGGTGGATTT GTTGTGAAAA CGATGAAGTT 1638 060 
TTCATTAAAG AAGAAAAAAT TCCGTTGGCT CAAGCCTTTG GTTGGGGTCA GATCATAACC 163812 0 
CGCCTTTGTT TTATAGCCTT CTGCCATATC AGGTGCGTAA TAAGTATTTT GCAGAATACT 1638180 
GAGATCTCTA TGGCCCGATA TTTTGGCTAA TACCATTACA TCCACTTTTT CTGCCAATCG 1638240 
TTCACGGCGG GTGTCGTGAA AATGTAAATT GGCATTTTCA AGCCCTTCCA TCTTTTTGAG 16383 00 
CTTGCGGAAG TTGTGATCCA GTTGGCGTGC TTCCATTTGG AATACTCGCG GATCACTTTC 163836 0 
TGTTTTTACC GAAGTAAGAT GTTGTAAAAT CTCTATTGCT TTTACCGAAA GAGGCACCGT 1638420 
GCGTGAATGT CCATTTTTAG TAATTGGCAA AAAGGTGGTG CGCTTTTCAA AATTAATATT 1638480 
ATTC CAAGTT AAACTTGCTA TTTCCCCTGC TCTCATTGCT GTCTCTATAG CAAAAAGAAA 16 38 540 
TGCCGCCCCC GTGCAATTTT GTAAGGTTTT TGGCGGTTCA ATATGTTCGA CATCATAACC 16 38600 
TGACACAAAA ATCAGACGCT CAATTTCATG TTCATTATAT CGACGAGTTC TTGGTGCTGG 163866 0 
CGCTTTTGGT TTCTCAAGAT ATTTTAGGGG GTTTTCTGTT ATAAAATCCC ATTCAATCGT 16 3 8720 
TTTGGCCATT AGAGCAGAAA GCGAACTACG TTCACGCAAA ACTGTTGTTG GAGAGACTTC 1638780 
TTTTAATCGT TGATTTTACC ACTCACGAAA GTGTGCTTTT CCTATTTCTT GTAAAGATAT 16 3 8840 
TGCGGCAAGC GGAGTTCGAG AAAGACGCAG TAGTCTTATG CGCTCTTCAC GTTTCCCGCG 16 3 8 900 
CTTGGTTACA GTGACTTCTT TTAGATACTT ATCAATGAGT TCATCCAATG TAATATCAGG 16 3 8 960 
GATTTCATTA TACTTTCCTG ATTCAAGCTG TTTTTCGAGC ATTTCTGCCC ATTTTTTTGC 16 3 902 0 
GTCTGCTTGA GTCAAAAAAA TGGCTGATTT GCTCACGCCA AACTTGCGCA CTTGTGCGTG 16 3 9080 
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CCAACGCTTG CCATTCTTGA TAATTGTCGC CATGGTTTAT TCCATAAAAA TGTGTGCAAT 163 914 0 
GGAGTATAGA ACAGATCGAA ATCGATCCCA ATCGGTATAA AAATACTACC TTTTAGGCGA 163 92 00 
TTTTGATATA AAAAAGAAGG TATGTTTTAG TGTGTTAAAT TATATAAGCT ATTGTTTTTA 163 926 0 
CTTATATTTT ATCTATTTTT ATCTGAAAAT TGGGGAATAG AGAAAAATAG AGATGGTGCG 163 9320 
ACTAGCTGGA CTCGAACCAG TGACCCCCAC CATGTCAAGG TGGTGCTCTA ACCAACTGAG 16 3 9380 
CTATAGTCGC ACTGTGTGAA GTAGTCGTGA TTATAGATAT TTTTAACTTG AACACAAGTA 163 9440 
TTTTTCTTAA AACCCGATAT AACTGGCAAA AAAGTAAACA AAACCAGCTT AAATAACTGA 163 95 00 
GCCGTTTTTG ATTTCCAAAA GTTTTAAGCG TATAATGTGC ACCGATTTTT TATCTGGCTA 163 9560 
ATATGTAGCG AAGTAAAATA AC AC CTTT AA AATTTTGTAA TTATTGACGG AGTAAATAAT 163 9620 
GTCTAGAAGA CTAAGAAGAA CGAAGATTGT ATGTACTATG GGCCCATCAA CTGACCGTGA 1639680 
TAACAATCTT GAAAAAATTA TCGCAGCGGG CGCAAACGTA GTTCGTATGA ACTTCTCTCA 163 9740 
CGGTACACCT GATGACCATA TCGGACGTGC TGAACGTGTA CGTTCTATTG CGAAAAAATT 163 98 00 
AGGTAAAACC GTGGCAATCT TAGGTGATTT ACAAGGTCCT AAAATTCGTG TTTCTACTTT 1639860 
TAAAGACGGT AAAATTTTCT TAAACGTTGG CGATAAATTC ATTCTTGATG CAGAGTTACC 1639920 
AAAAGGCGAA GGCACTCAAG AATCCGTTGG TTTAGACTAT AAAACGCTTC CTCAAGATGT 163 9980 
TGTGCCGGGC GATATTCTTT TATTAGATGA TGGCCGTGTT CAATTAAAAG TATTATCAAC 164 0040 
TGATGGTGCA AAAGTTTTCA CTGAAGTTAC TGTTGGTGGT CCATTATCAA ATAATAAAGG 164 0100 
TATCAATAAA TTAGGTGGCG GTTTATCTGC GGATGCCCTA ACAGAAAAAG ATAAAGCCGA 1640160 
C ATT ATT AC C GCTGCACGCA TTGGTGTTGA TTTCTTAGCC GTTTCTTTCC CTCGTTCAAG 1640220 
TG CAGATTTA AATTATGCAC GTGAACTTGC TCAACAAGCA GGTTTAAATG CAAAAATCGT 1640280 
TGCTAAAGTT GAACGTGCAG AAACCGTTGC TAATGATGAA GCCATGGACG ATATTATTTT 164 0340 
AGCCTCTGAT GTAATTATGG TTGCACGTGG TGACTTAGGT GTAGAAATCG GCGATCCTGA 16404 00 
ATTAGTCGGT GTACAGAAAA AATTAATCCG TCGTTCACGT CAATTAAATC GTGCTGTAAT 1640460 
TACAGCGACT CAAATGATGG AATCAATGAT TAGTAACCCA ATGCCAACTC GTGCTGAAGT 164052 0 
AATGGACGTT GCAAACGCAG TATTAGATGG AACTGATGCA GTTATGCTTT CTGCAGAAAC 1640580 
AGCAGCTGGT CAATATCCTT CTGAAACAGT GGCAGCAATG GCTAGCGTAT GTTTAGGTGC 164 0640 
AGAAAAAATG CCAAGCATTA ACGTTTCTCG TCACCGTATG GATAAAGAAT TTGAAACTAT 164 0700 
TGAAGAATCT GTTGCGATGT CTGCAATGTA TGCAGCAAAC CACATGAAAG GTGTAGCGGC 164 076 0 
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AATCGTCACT TTAAGTAGCA CAGGCCGTAC TCCATTATTA ATGTCACGCA TTAGCTCTGG 164 082 0 
CTTACCAATC TTTGCTTTAT CTCGTAATCA AGAAACCCTA AACCTTTGTG CACTATACCG 164 088 0 
CGGTGTAACA CCAATTTATC ACGGCGAAGA AAGTCGTACA GAAGCTGGTG CAAAAGCAGC 164094 0 
ACCTCAATCA TTAAAAGAAA AAGGTTATTT ATCTACTGGC GATTTAGTGC TGGTAACCC^ 164100 0 
AGGTGGTCAA GGTGCGACAC AAACTAACGT ATGTCGTACA TTAATTGTTG AATAATCAAC 164106 0 
AATCTAAATA TGTTAAAATA AAAGAGCGGT GGATTTTTCC ACCGTTTTTT ATTTCCTTTT 164112 0 
TTCACCGCAC TTTTCACTTA AAnCCAATAG ATATTTGCGG TATCATAGAC GACATTCTAG 164118 0 
TAtCGAAATA AGTCCTATGG CATCACAACC TCAAATCAAA TCTTCAGACA AAAAAACAGC 164124 0 
ACAAGTTAGC ATTCCTCCGC ACTCAACTGA GGCTGAACAA GCCGTGTTGG GTGGCATCAT 16413 00 
GCTGAGCAAT CAACATTGGG ATGGCATTGC TGAACGTGTG ATTGCTGACG ATTTTTATAC 16413 6 0 
TTTTCAGCAT CGTCTAATTT TTACAGAAAT GGAACATCTA ATGCGTAATC AATCGCCTAT 1641420 
TGATTTAATT ACGCTAGATC AAGCCTTAAG AAGCCGTGGT GTAAGCGATG AAGTAGGTGG 16414 8 0 
ATTTGCCTAT CTAGCAGAGC TTTCCAATAA TACTCCGAAC GCCATTAATA TTTTGGCTTA 1641540 
TGCAGATATC GTGCGCGAGA AAGCCATATT ACGAGAACTT ATTTCGGTAG GGAATCGCAT 1641600 
TGCTGAAAAT AGCTATTCTC CTAAAGGGCA AGACATTAAG TTAATTCTTG ATGAGGCTGA 164166 0 
GCGTGAAGTA TTTGCGATTG CAGAAAAACG TACGACTTCT AGCGAAGGCC CACAAAATGT 1641720 
GATCAATGTG CTAGAAAGTA CGATTGAAAA AATCGATATT TTAAGCAAAC TTGAAAATCA 16417 80 
TTCAGGTGTA ACAGGTGTTA CGACGGGCTT TACCGATCTT GATAAAAAAA CGGCTGGTTT 1641840 
ACAACCTTCT GACTTAATTA TCGTTGCGGC ACGTCCGTCA ATGGGTAAAA CCACTTTCGC 1641900 
CATGAACCTT TGCGAAAATG CCGCAATGGC AAGTGAAAAA CCCGTTTTAG TATTTAGTTT 1641960 
AGAAATGCCA GCAGAACAAA TTATGATGCG TATGATCGCT TCCCTTGCTC GCGTTGATCA 1642020 
AACTAAAATC CGAACAGGTC AAAATTTAGA TGAAATCGAG TGGAACAAAA TTGCCAGCGT 1642 080 
AGTAGGAATG TTCAAGCAAA AAAATAATCT TTTTATCGAT GATTCTTCAG GTCTAACACC 1642140 
TAC CGATGTT CGTTCGCGCG CACGCCGAGT TTATCGTGAA AATGGTGGAT TAAGTATGAT 16422 00 
TATGGTGGAT TATTTGCAAT TAATGCGCGC ACCAGCATTT TCAGATAACC GAACACTAGA 1642260 
AATCGCAGAA ATTTCTCGCT CCCTCAAAGC ACTCGCCAAA GAATTACAAG TGCCAGTAGT 1642 320 
CGCCCTTTCT CAGTTAAATC GTACTTTAGA ACAACGTGGA GACAAACGCC CTGTAAACTC 1642380 
AGATTTACGT GAATCTGGCT CTATTGAACA AGATGCAGAC TTGATTATGT TTATTTATCG 1642440 
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TGATGAAGTC TATAACGATA ACTCGGAAGA TAAAGGTGTT GCAGAAATTA TTATCGGTAA 1642 500 
ACAGCGTAAC GGCCCAATTG GTCGAGTGCG GTTAAAATTT AATGGACAAT TTTCACGCTT 1642 560 
CGACAATCTC GCCGAACAAC GTGAATATCG AGATGATTAT TAAGGAAAAA TAATGAACGT 164262 0 
AAAACCGGCG ACAGCGAAAA TTAGTTCGCA CGCCTTAAAA CAGAATTTAG AAATAATTAA 1642680 
ACAAAAAGCA CCAAATAGCA AAATTATTGC TGTGGTTAAA GCAAACGCCT ATGGTCACGG 1642 740 
CGTTGTATTC GTTGCTTCAA CCTTAGAACA AAATGTTGAT TGCTTTGGCG TGGCGCGTTT 16428 00 
AGAAGAGGCT TTAGCATTAC GCTCCAACGG CATTACTAAA CCGATTTTAT TGCTTGAAGG 164286 0 
TTTTTTCAAT GAACAAGATT TGCCTATTCT AGCCGTTAAT AATATTGAAA CCGTGGTACA 1642920 
CAATCACGAA CAGCTTGATG CTTTAAAACG TGCGAATTTA CCAAGTCCAA TTAAGGTTTG 1642 980 
GTTAAAAATA GATACGGGAA TGCATCGCTT GGGCGTTGCT CTTGATGAAG TGGATTATTT 1643 04 0 
TTATCAAGAA CTGAAAAAAC TCCCTCAAAT TCAACCGCAC TTAGGCTTTG TCAGCCATTT 164 3100 
CAGCCGAGCC GATGAACTAG AATCAGATTA CACCCAACTT CAAATCAATC GTTTTTTATC 164316 0 
CGTCACAAAA GATAAACAAG GTGAACGTAC TATTGCAGCG TCAGGCGGCA TTCTTTTCTG 1643220 
GCCAAAATCC CACTTAGAAT GTATCCGCCC AGGCATTATT ATGTACGGCA TTTCTCCAAC 1643280 
TGATACTATC GGTAAAGAGT TTGGCTTAAC GCCAGTGATG AATTTAACCT CGTCATTAAT 164334 0 
TGCCGTTCGC CATCATAAAC AAGGCGATCC TGTAGGTTAC GGCGGTATTT GGACAAGTCC 164 34 00 
ACGAGATACC AAAATTGGAG TGGTCGCAAT GGGTTATGGC GATGGTTATC CGCGCGATGT 164 346 0 
GCCAGAAGGT ACACCTGTTT ATTTAAATGG CCGTCTTGTA CCAATTGTTG GACGTGTGTC 1643 52 0 
AATGGATATG CTTACTGTTG ATTTAGGCGC AGATAGCCAA GATTTGGTAG GCGATGAAGT 164 3 580 
AATTTTATGG GGCAAGGAAT TACCTATTGA AACCGTAGCT AAATTCACAG GCATTTTAAG 164 364 0 
CTACGAGCTA ATTACAAAAT TAACACCTCG TGTTATAACT GAATACGTTG ATTAATCACT 1643 7 00 
GCATTTTTTG AACAGAGGGA GTCATTCTCC CTAATAAAAA TTCCAGAAAG TGCGGTTAAA 164 3 76 0 
ATTTCAATTA TTTTTAATGA AAGGAAATAC CATGAAAAAT ATTAACCCAA CTCACACCCA 1643820 
TGCGTGGAAA TCTCTCGAAG CACATAAAGC TGAATTGTCA AACATCACCA TCCAAGATTT 164 3 880 
ATTTAAACAA GAAAAAAATC GTTTTGACGA TTATTCTTTA ACATTCAATA ACCAAATTCT 1643940 
TATCGATTTT TCCAAAAACA ACATCAATCA AACAACCCTT TCACATCTTC GCCAACTTGC 1644 000 
TCAAGAATGC GCGCTTGATA GCGCAAAAGA AGCAATGTTT ACCGGTGAAA AAATCAATCG 164406 0 
TACAGAAAAT CGTGCCGTAC TACATACCGC ACTACGCAAT CGCACTAATA CGCCAGTGCT 164412 0 
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TGTTGATGGC AAAGATGTTA TGC CTGAAGT CAATGCTGTG CTAGCTAAAA TGAAAGATTT 164418 0 
CTGTCAGCGT ATTATTTCTG GCGAATGGAA AGGCTATACA GGTAAAGCCA TTACGGATGT 164424 0 
TGTGAATATT GGTATTGGTG GCTCTGACTT AGGCCCTTAT ATGGTAACCG AAGCACTTCG 1644 3 00 
CCCGTATAAA AATCATCTAA ATATGCACTT TGTTTCAAAT GTCGATGGTA CACATATTGC 1644 360 
GGAAACCTTA AAAAAAGTCA ATCCAGAAAC GACTCTTTTC TTAGTAGCAT CGAAAACTTT 16444 2 0 
TACAACTCAA GAAACCATGA CAAATGCTCA AAGTGCGCGT GATTGGTTAC TAAAAGCAGC 16444 8 0 
GAAAGATGAA AGTGCAGTTG CAAAACATTT TGCAGCATTA TCAACCAATG CTAAAGATGT 164454 0 
AGAAAAATTT GGCATTGATA CCAATAATAT GTTTGAATTT TGGGATTGGG TTGGCGGTCG 16446 00 
TTACTCTTTA TGGTCAGCTA TTGGTCTTTC AATTGCACTA TCAATTGGCT TTGAAAACTT 164466 0 
TGAAGCGTTA TTAAATGGTG CGCATGAAAT GGATAAACAT TTCCTCTCTA CTCCAATCGA 164472 0 
ACAAAATATC CCAACCACTT TAGCATTAGT TGGTTTATGG AAT AC CAATT TCCTTGGTGC 1644 78 0 
GCAAACAGAA GCTATCTTAC CTTATGATCA ATATTTACAT CGCTTCGCGG CTTATTTTCA 1644840 
ACAAGGTAAT ATGGAATCAA ATGGTAAATA TGTGGATCGT GATGGCAATG TCATTAAAAA 1644 500 
TTATCAAACT GGCCCTATCA TTTGGGGAGA ACCTGGTACA AACGGACAAC ACGCGTTCTA 1644960 
TCAATTAATT CACCAAGGCA CTACTTTAAT TCCTTGTGAT TTTATTGCGC CAGCCCAAAG 164 5020 
ACATAACCCA TTGGCAGATC ATCACAATAA ATTGCTTTCT AACTTCTTCG CACAAACAGA 1645080 
AGCATTAGCA TTCGGAAAAA CAAAAGAGGA AGTCGAGGCT GAATTTGTAA AAGCGGGGAA 1645140 
ATCTTTGGAT GATGTGAAAA ATATTGTTCC ATTTAAAGTA TTCACTGGTA ATAAGCCAAC 164 5200 
TAATTCGATT CTCGTTCAAA AAATCACGCC ATTTACTTTA GGGGCATTAA TTGCGATGTA 164526 0 
TGAACACAAA ATCTTCGTAC AAGGTGTGAT TTTTAATATC TTTAGCTTCG ATCAATGGGG 164 532 0 
TGTAGAACTA GGCAAACAAC TTGCAAACAG AATTCTTCCT GAATTAACAG ATTCTGAAAA 16453 8 0 
AGTAGCAAGT CATGACAGTT CAACTAATGG ATTAATTAAT CAATTTAAAG CATGGCGTTA 1645440 
ATTATTTGGA TTTGAATAAT TCTAGAGCTG TCACAAATAA CGACTAAAAA CTCTATTTAG 164 5500 
GTTAAGATAA TCAAATGAGA GAAAGTCGCT TAAGTCAATA TAAACAAAAT AAACTTATTG 164 5 56 0 
AAATATTTCT GGCAAGTGTG ACAGCTCTAG CCACAGCTAA GTTGGTAAAT ATAAATAAAC 164 562 0 
TTCAGCTTAT TACTTTCATC GTCTACCATT GTTTATCACT CAAAGCAGCC TACATATGGA 1645680 
AATGTTTGAA AGTGAAATTC AAGCGAATGA AAGCTATTTT GGTGGTGCTC TGAAAGGTAA 164 5 740 
ACTTGGTCAA GGAGAAGCTG GAAAAACTTC CGTAATTTGT TTTTTGAAAC GAAATGGCAA 164 5 8 00 
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AGTAACACCG TGGTGGTTAT GAATATGCAA TCTGCAACAC TGTTACCGAT TATTCGAGAA 164 5860 
AATAAACAAG GTAGTATTAT TATATGAATT TCTACAGAGG TTATGATATT CTTAAGCTAT 1645920 
ATTTAAAGGA ATATGAATGG CGTTTTAATC ACAGTGATTT AAAAAAACTC AAATTTCTAT 1645980 
TTCAAAACAA TTAATTTAGG AGAGTTTTAA TTGGTTATCT ATGCATCTCC TTTTGTTATT 1646040 
TAAATAACGT ATAAAATAGT TTAAAGAAGA GTGTAAAATT AGAGCTTATA TGGAAAATTG 1646100 
TCCATTAGTA TCGGTTATTG TTTGTGCTTA TAACGCTGAG CAATATATAG ATGAAAGCAT 1646160 
TTCATCCATT ATTAATCAGA CTTATGAAAA TCTAGAAATT ATAGTTATCA ATGATGGTTC 164622 0 
AACAGATTTG ACTTTGTCTC ATTTAGAAGA AATATCTAAA TTAGATAAAA GGATAAAAAT 1646280 
TATCAGTAAT AAATATAATT TAGGGTTCAT AAATTCTTTG AATATAGGCC TTGGTTGTTT 164634 0 
TTCAGGTAAA TATTTTGCAA GAATGGATGC TGATGATATA GCTAAACCAT CGTGGATTGA 16464 00 
GAAAATAGTT ACCTATCTGG AGAAAAATGA TCATATTACA GCAATGGGAT CATACTTAGA 1646460 
GATTATTGTA GAAAAAGAAT GTGGAATTAT CGGTTCTCAA TATAAAACTG GAGATATATG 1646520 
GAAAAATCCA TTGCTACATA ATGATATTTG TGAAGCTATG CTTTTCTATA ATCCGATACA 1646580 
TAACAACACT ATGATTATGA GAGCAAATGT ATATAGAGAG CATAAATTAA TCTTTAATAA 164664 0 
AGATTATCCG TATGCAGAAG ATTATAAGTT TTGGTCAGAG GTTAGTAGGC TTGGTTGTTT 1646700 
AGCTAATTAT CCTGAAGCAT TAGTAAAATA TAGACTACAT GGAAACCAAA CATCATCAGT 164676 0 
TTATAATCAT GAGCAAAATG AGACAGCTAA AAAGATAAAG AGGGAAAATA TTACATATTA 1646820 
CCTTAATAAG ATAGGTATAG ATATAAAAGT AATTAATAGT GTGTCGTTGC TAGAAATATA 1646880 
TCATGTGGAT AAAAGTAATA AAGTGTTGAA AAGTATACTT TATGAGATGT ATATGAGCTT 1646 94 0 
AGATAAATAT ACTATAACTT CACTCTTACA TTTTATTAAA TATCATCTTG AATTATTTGA 164 7000 
TTTAAAgCAA AATTTAAAGA TTATAAAAAA GTTCATAAGA AAAATAAATG TTATATTTTA 1647060 
GATAGAGTGT TCAGAAAGGG GAACCAAATT CCAAGTTTTC TAAAGGACTA AATTCTAATT 1647120 
TAGTCCTTTA AATTTATCTT AGATAGACGA TAATATATAT TTTAAATGAA TTTAATTATA 1647180 
AAAAAATCAG TGCCTTACTA AGTTAAGACA CTGATTAATC ATATTAGACT TTAATGCTAT 164 724 0 
TGGTTATAGC ACAGAAACAT TTAAGCTTGA GCCGCCACCA ACAAATAcGA ACTCGGCGAC 1647300 
CAAGCTACAA AAACTGCTGT CAGCCTTTTG AACAACAACG ATCTCTTGAC CATCATCTTT 164736 0 
CTTAATTACA AGTTCAGCAC CGTTTACTTG ACTCATTTTT TCTTCGATTT TACTTCCAGC 164 742 0 
TATTGCACCG CCAATTGCAC CAACTACTGC TGCAATAGCT TGACCACGAC CACCGCCAAT 1647480 

-77.982- 

SUBSTITUTE SHEET (RULE 26* 



WO 96/33276 PCT/US96/05320 

TGTACTACCA GCAATACCAC CTAAAGCTCC ACCACCAAGC GTACCAACTA CACCTTGATT 16 4 7 540 
ATCAGCTTGA ATTTTAACAG GGCGTACAGA AACAATCGTA CCATAAGTAA TTGAACGCGC 164 76 00 
TTCCTTTGCT TGAGATGCGC TATAAACATC ACCGCTGAAA ATATCAGTAT TTGCACAACC 164 76 6 0 
AGTTACACTA AAAGCAACTA ACAGTGCTAA TGCCATATTT GTTTTTTTCA TATAATATTC 164 7720 
TCTATATTAG AAGGAATTAA AGTGGGTTTC TTGGAGAAAA AGTTGAAATG TTTTTAGTAT 164 7780 
TACCATTGTC AGAT A CT AAA ACACAAGCAC CAACAACTAA AGTTGAACCA TACTTATGCA 164 7 84 0 
CAATAACAAC CTCCTATCCT TTCTGCTGGT TACCAGAACA ATCATTTTTA CGAACAGTTA 164 7 90 0 
ATTTTAGATT TTTGCCTTCC ATTTGACTAA AAATAATTTG ACCTTTATAA GTCCCCTCCT 164 7 96 0 
CCTTTTGAAA AGCAGAACAA GCACTCAAGT CTACTGTTGC TAAACAACGA ATGCAAGTGA 164 8020 
TAATTTATTC ATTTTTACTA AACCTCAAGT ATTTTTTT A T AGAATAAGGA TGAACCTTAA 1648080 
TGCAAGTATG ATTTACTGTT TTATCCGTAA AACTTACTGC AATAGATGGA TTTGGTAATC 164 814 0 
TTTCCCCATC CACTTTAGGC TCGCTCACTT TAATGGTTAA TTGAGTTAAT TgTCCCATAA 164 9200 
AAAATACATA TTAACACGGT TAATCCATTC ATTTATCGAT TCTTTCGGTA AAAATGGCAT 164 8260 
TACAATCTCA ATATGTTCCC AGCCCTCAAT TGGATATTTT TTATTTTTAG GAAGTGGAAG 1648 320 
TTCAATAATA TCCACAAATT GATTGGCAAA TTTAACTGGT TTTTCTAATT CAATAAGATA 164 8380 
AATCTTACGA CCATTAACAA TATTATCAGA TAAAATTCTA CCGCACTTTA ATAAAAGTAT 164 844 0 
CAG CCAATTT TTAGCACTTT GCTCACTATT TACCCGTAAT GCAAGATGAT CAATTTCATA 164 8500 
GTGAGACAGA TCTATTGTCA TTTCTTTGGC TAAATGCTGA ATTTTTCTTT CAAATATTGC 1648 56 0 
TAAATCTGCT GAAAGTGCGG TTAAATTTTC CTGTAAATTT GTCATTTTGT CCCTTTGAGA 1648620 
AATATACAAA GAACGGTATC ATAACCGATT ATTTTTATTA TTCAATTTGA ACATAGGAAA 1648680 
AAACGTGAAT ATTCAATCTA TTCTATCCGA TAAAATTAAA CAAGCGATGA TTCTTGCAGG 164 8740 
TGCTGATCAA TCTTGCGATG CGCTTATTCG TCAATCAGGA AAACCACAAT TTGGCGATTA 1648 6 00 
TCAAGCCAAT GGCATTATGG CTGCGGCAAA AAAATTAGGT TTAAATCCAC GAGAATTTGC 164 886 0 
TCAAAAAGTT TTAGACAATC TTCAACTATC TGATATTGCA GAAAAATTAG AAATCGCAGG 164 8 920 
TCCAGGTTTT ATCAATATTT TCTTAAATCC AACTTGGCTA ACAACTGAAA TTTCAGCTGC 1648980 
ACTTTCCCAC AAAAATTTAG GTATTCAAGC TACCAATAAA CAAACAGTTG TGATTGATTA 164 904 0 
TTCATCTCCA AACGTAGCAA AAGAAATGCA CGTAGGTCAT TTACGCTCTA CGATAATCGG 164 910 0 
CGATGCTGTA GCCAGAACCC TTGAGTTTTT AGGTCACAAT GTCATCCGAG CTAACCACGT 1649160 

-77.983- 

<UJBSTmJTE SHEET (RULE 26) 



WO 96/33276 PCT/US96/05320 

AGGCGACTGG GGAACGCAAT TCGGAATGCT TATTGCTTAT CTTGAAAAAA TGCAAAACGA 1649220 
GCATGCGAGT GAAATGGAAT TACAAGATCT TGAAGCCTTT TATCGCGAAG CCAAAAAACA 164 92 80 
CTACGATGAA GATGAAGTAT TCGCAGAAAA AGCGCGTAAT TATGTTGTGA AATTACAAAG 164 9340 
TGGAGATGAA TATTGTCGAA CGATGTGGAA ACGTTTAGTC GATATCACTA TGCAACAAAA 1649400 
TCAGCACAAC TATGCTCGCT TAAACGTGAC TTTAACCGAA AAAGATGTAA TGGGCGAAAG 164 9460 
TCTTTATAAT CCTATGTTAC CAAGCATTGT AAAAGATCTT AAAAAACAAG GTTTGGCTGT 164 9520 
GGAAAATGAT GGTGCATTGG TTGTTTATTT AGATGAATTT AAAAATAAAG ATGGCGACCC 1649580 
AATGGGTGTA ATCGTTCAAA AAAAAGACGG CGGTTTCCTT TATACTACAA CCGATATTGC 1649640 
TGCAGCAAAA TATCGTTATG AAACATTAAA AGCTAATCGC GCCCTTGTTT TTTCAGATAC 164 9700 
TCGCCAAAGC CAACATATGC AACAAGCTTG GTTAATTACT CGTAAAGCAG GTTATGTACC 1649760 
AGATAGTTTC TCGTTAGAGC ATAAAAACTT TGGGATGATG CTTGGTAAAG ATGGCAAACC 164 9820 
ATTTAAAACC CGTACTGGCG GCACAGTGAA ATTGGCCGAT CTATTAGATG AAGCCATTGA 1649880 
ACGCGCCACT GTATTAATTA ATGAAAAAAA TACCAATTTA TCTAATGATG AAAAAGAAGC 164 9940 
TGTGATTGAG GCTGTCGGTA TTGGTGCGGT GAAATATGCC GATCTCTCCA AAAACCGTAC 1650000 
TACTGATTAC GTTTTTGATT GGGATAATAT GTTAAGTTTC GAAGGTAACA CGGCACCTTA 1650060 
TATGCAATAT GCCTACACCC GTATTCGTTC GATCTTTAAT AAAACAGATA TAAATTCAAC 1650120 
CGCACTTTTG GCTGCACCTT TAACTATTAA AGATGATAAA GAAAGAACGC TT G C T ATT AA 16 5018 0 
ACTTCTACAA TTTGAAGAAG CCGTGCAAAC TGTCGGAAAA GAAGGCACGC CGCACGTGCT 1650240 
TTGTGCTTAT TTATATGAAC TTGCTGGCAT CTTCTCGTCA TTCTACGAAC ATTGTCCAAT 16 50300 
TTTAAATGCT GAAGATGAAT CTATAAAATT AAGTCGTTTG AAATTAGCAT TATTAACGGr 1650360 
AAAAACCTTA AAACAGGGTT TAACGTTACT CGGTATTAAA ACCGTAGAAA AAATGTAATT 1650420 
TAGATAATTA AAATCCCTTT CTCAGGAAAG GGATTTTTTA TACTTGTTTA CTGAATAAAA 1650480 
AaAAGcCCCA TTGGGGCACT ACTCGGAAAG CAAAATAGAT GTCGGCTATT T AAGAT AG C A 1650540 
CTTGTTTTTA GTGGTTTCAG AwTAAAGAAA TCCGATCAGT TATGCAAATA CATATTTTTA 16 5 0600 
GATTTGTGAA CTTGGTCACG ATTTTTTTAT AAAAAAACTA AAAACAAATA TATTTCTAAT 16 50660 
AAAGTGCGGT AAAATTCTAT TAAAATATTT CCGCACTTTA CGCCCCTACT TTAAAGAATA 1650720 
TTCTTTTCTC CACGAGACAC ACTAATCAAT CCAGAACGAA CAATTTCTAA CAATGTAGTT 16 50 78 0 
TCTTCTTTCA ATGCAGAAAT AAACGCATCA ACTTTATCAT TTGTACCGCT TAATTGAATT 16 50B4 0 
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GTGTAAGACT TTGGTGTTAC ATCTACAATT TGACCGCGGA AAATATCTGC TAATCGTTTA 16 50900 
ATTTCATCGC GAGATGAACC TACTGCTCTT ACTTTCGCTA AAACAATTTC TCGTTCTATA 16 50960 
TGTTCCTGCT CACTTAAATT AACCACTTTA AACACATCCA CTAATTTATG AAGTTGTTTT 16 51020 
TCGATTTGCT CCAATGCCTG AGCATCGCCC ACAGCTTCAA TGGTCATTCG AGAAAGCGTT 1651080 
GGATCATCCG TTGGTGCAAC CGTCAAACTT TCAATATTAA AGGCACGTTG AGAGAATAAA 16 51140 
CCAACAACAC GCGACAATGC TCCCGATTCA TTTTCGAGTA AAACAGATAA AATTCTACGC 16512 00 
ATTAGTTTGT CTCCTCTTGA GGTTTACTTA AAATCATTTC ATTCATTGCA CCACCACGAA 16 5126 0 
TTTGCATTGG ATAAACGTGT TCAGATTCAT CTACATTAAT ATCTACAAAG ACTAATTTAT 1651320 
TTTTAATACT GAATGCTTCT TGCAATTTGC TTTCAAGTTC ATCGGGGGTA GCAATTTTTA 16 513 8 0 
TTCCTACGTG ACCGTAAGAT TCTGCCAATT TCGCAAAATC AGGCAAGGAA TTCATATAGG 165144 0 
TTTGCGAATG GCGACCAGAA TAAATCAAAT CTTGCCATTG TTTTACCATT CCCAAGAAAT 1651500 
GATTATTCAA ACAAATAATG ACAACAGGAA TGCCATATTG TGTTGCGGTA GAAAGCTCTT 16 51560 
GAATATTCAT TTGAATACTA CCATCGCCAG TAACGCAAAC AACAGTTCCT TCAGGATGAG 165162 0 
CTAATTTAAC ACCAAGTGCC GCAGGAAAAC CAAAACCCAT TGTGCCTGCA CCACCAGAAT 16 51680 
TAATCCAATG ACGCGGTTCA TCGAATGGAT AATGTAACGC AGCAAACATT TGGTGCTGAC 1651740 
CTACATCAGA AGCCACATAA GCTTGTCCTT TCGTGAGGCG ATATACCGCT TCCACGACTT 16518 00 
GTTGCGGTTT AATCACGCCA GAAGTGCGGT CAAATTCCAA ACATTTTTTT GCTTTCCATT 165186 0 
GGTTGATTTC TTGCCACCAA CTTTCAAGAT CTGTTTGAGA TTTTAATCCC TCTTCATTCA 1651920 
ATAAACCCAA AAATTCTTCC AATACATTTT TCGCATTTCC GACAATTGGA ATCGCTACTG 165198 0 
GCACATTTTT AGAAATTGAG GTTGGATCAA TATCAATATG AATCACTTTT GCATTTGGGC 1652040 
AATATTTTTC TAAATTATTT GTCGTACGAT CATCAAAACG AACGCCAATC CCCAAAATAA 16 52100 
GATCACTTTC GTGCATTGCC GTATTCGCTT CTAAAGTACC ATGCATACCC AACATACCTA 1652160 
AGAATTGTTT ATCCGTACTT GGATAAGCAC CCAATCCCAT TAATGAGGAA GTCACGGGTA 1652220 
AATTTAAACG TTGTGCAAAC TGAATTAACT GCTCACTACA TTCAGCAGTG ATTGCACCAC 16522 80 
CACCGACAAA AAGTATTGGT TTCTTCGCCA CTAAAAGTGC TTTTAACGCT TTTTTAATTT 16 5234 0 
GACCTTTGTG TCCATTTACT GTTGGATTAT AAGAACGTAA CTCGACATAT TCAGGGTATT 16 524 0 0 
CATAAGGATA TTTAAAATTA GGATTTACAG TGTCTTTTGG AATATCCACA ACAACAGGAC 165246 0 
CTGGACGACC CGTAGATGCA ATATAAAAGG CTTTTTTCAA AGTAGATGGA ATATCTTCCG 16 5 2 520 
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CCTTTTTGAC aa TAAAGCTA TGCTTCACAA CGGGACGAGA AATACCCAGC ATATCACATT 1652 58 0 
CTTGGAAAGC ATCACTGCCA ATTAAATTGC TCATAACCTG ACCCGAAATG ATAACCATAG 165264 0 
GCACAGAATC GGTATAAGCC GTTAAAATGC CAGTGATAGC ATTTGTTGCA CCAGGCCCCG 1652700 
AAGTCACTAG CACACATCCA ACTTTACCCG TTGAACGTGC GTAACCATCC GCCATATGCA 16 52760 
CCGCGGCTTG TTCGTGGCGA ACTAAAATAT GTTCAATACC ACCCAGCGTA TGAnTTGCAT 16528 20 
CATAAATATC TAATACCGCG CCTCCGGGAT AACCAAATAC ATACTCTACG CCTTCATCAC 16528 80 
GTAAAGATTG AACCACCATC TCTGCGCCAG ATAACTTCTT CATTTTTCAC TCCTTAAATT 1652 940 
CACCGCACTT TTAAAAAAAC GAACAGATTA TGTCAATGTT TCACATAATA CAAAGTAAAA 1653000 
AAAATTTGTC TAGCCACTAA AACAACAAAA AAATCAATTA AAAAAATATA AAAAACCAAA 16 53060 
TATAAATGAA AATTTAGTTT TTTATAAATT TTTCCATCAA TAAAAATAAA AAAATGCGAC 1653120 
AAAATGCCGC ATTTTATAAA ATAGTAAAAA TATTATTTTT TATTCAAATT TTTGAATGAG 1653180 
ATCACAGTTT TAGCGTTTTT TAACTGCAAA TATAATGACA ATCAATGAAA CTGCCGTTGC 1653240 
TGCAAAACCA GCTAAACCTG AATAAGTAAA CCCTACCACA ATGTAACCAA TAGAAGTCGC 1653300 
TGTTGCAACT GTGGCAGCAT AAGGAAGCTG AGTAGTAACG TGATCAATAT GATTACATTT 1653360 
TGCGCCCGTT GAAGACAAAA TTGTTGTATC CGACACTGGC GAACAATGAT CGCCACATAC 165342 0 
AGCCCCTGCC ATTACTGCAG ATAAACAAGG AAGCAATAAT TCTGGTGCGG CATTCGCTGC 1653480 
CATTGCTGCG GCAATTGGTA ACATAATACC GAATGTTCCC CAGCTCGTAC CTGTTGAAAA 1653540 
TGCCATCGCT GCACCAAGAA CAAAAAGTAT AACAGGCAAA AATTGCATTG GAATATTACC 16536 00 
AGACACAAGA GAAGATAGAT ATTTACCTGT TTGCATATCA CCTACTATTT TATTAATTGT 1653660 
CCAAG CAAAG AATAAAATTG CGATTGCACC TGACATTGAT TTAATTCCCA CAATCCAAGA 16 53720 
ACGTACATAT TCAGGAACAC TCACTTGACG ATCAAGAATA ATTAATAAAG TAGAAATAAT 1653 780 
AATTGAACAG AATCCACCTA CAACCAAAGA TGTTCCTACT ACGGTGTTTT CAAATGTACC 165384 0 
TAAAACACTA AACACTTTGC CATCCGCAGC CAATGCCTCT GCGCCTGTGT AAATCATCAT 1653 900 
TGAAACTGTA GCGATAATTA AAACTAAAAT AGGTAATATA AGATTACGCA CCTGACCTTT 1653 96 0 
TGTACCCGTT TCTTCTTCCA ACTGATCTTC AGTATTTTTC AAAGCTAATT TTTCGTGACG 1654 02 0 
CACCATTGAA GCAATATCAA AAGAAAAATA TGCCACAAAA AAC AC CATAA TAATGGAGAA 165408 0 
AATTG CAT AG AAGTTCATTG AACTCATTGC TACGAATGCA CCAATTGGTG TGTACTCCGT 16 54140 
GATCGAATAA GTCGCTAATA AACCGCCTAT TAAAGTAATA ATATATGCGC CCCAACTGGA 16 54 2 00 
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AACTGGCATC ATTACACACA TCGGTGCTGC CGTTGAATCT AAAATATAAG CAAGTTTCGC 16 54260 
ACGAGAAACT TTAAAACGAT CTGTCACAGG ACGAGCAATT GCGCCTACAG CGAGACTATG 1654320 
GAAATAATCG TCAATAAAAG TAACAAAAAC CAATGATGCC GCTAATAATT TAGCACCACG 1654 38 0 
ACGACCTTTA ATACGGCTTT GTGCCCATTC AGCAAAGGCA CGATTACTAC CTGATACGGT 165444 0 
TAAAAGTGCG GTTAAAACAC CAAGCAATAA TAAGAACAAA ACAATGTTCA TATTTGAATT 1654500 
GATTTCACCA TCGGCATAAA CCAAAGAAAC CACATTTTTT ACCAAATAAT TAAATGCGCT 16 54 56 0 
GCCGATTTGC CAATCGCTTA ACATTAATGA TCCAATAATA ATCCCCGCAC TAAGGGAAAC 1654620 
CAAAACACGG CGAGTTGCTA TCGCCAAAAT TATCGCCAAC AAAGCAGGGA CGATTGACCA 1654680 
AACAGATGAT GAAAAATCAA TAAGTTCCAT TAAATAATAC CTATAATTAA TGGAGAGAAC 16 5474 0 
GGAAAGCATA GGACAGAATA AGACCAGAAC AACCGTAGCA CTCCATAGTT AATCAGAAAA 16 54800 
ACTATGACAG TGTCGCCCCT TTCGAGCACG CCACCAACCA AACAAAACGA CTTTTATTTG 1654860 
ATTTCGGCAA CTATTCCTTT CTTTTTTCTT CTTCGTTATC CACTCTGAAA AAATACTTAT 16 5492 0 
AATAATTGCG CCTCTACTTT TGTAGTGATT GGGGAGATTA CCGTAAAACA AACAAAATGC 1654 98 0 
CAACAGATTT TATAAAAATT TTATAAACTT TAATAAAAAT ATAAAGAAAA TAAACACAAA 1655040 
AAAATATATC TGTTTCGnCC ATTTATTTAA TAATAGATAT TTACAATAAA TTTTATTTTC 16 55100 
TCTATTATTA AATAAATTTT CCCACATTTA ATGTTATTTA TTGAGGTTTA TTATGAACGA 165516 0 
ATTAGTAAGA GGTTTAACAA ATCTTCGTAG TTTACGTGCA GCTGTACGTG AATTAACGTT 16 55220 
AGAACAAGCA GAAAATGCCC TAGAAAAATT ACAAACAGCT ATCGAAGAAA AACGTGCTAA 1655280 
TGAAGCAGAA TTAATTAAAG CAGAGACAGA GCGAAAAGAG CGTTTAGCTA AATATAAAGA 16 55340 
ATTAATGGAA AAAGAAGGTA TTACACCTGA AGAATTACAC GAAATTTTTG GCACAAAAAC 16 55400 
TGTATCAATT CGAGCAAAAC GTGCTCCACG CCCTGCAAAA TATGCGTTTA TTGATGAAAA 16 55460 
TGGCGAGCAT AAAACTTGGA CGGGTCAAGG TCGCACACCA CGCCCAATTC AAAATGCGTT 16 5 552 0 
GAACAAAGGT AAATCATTAT CTGATTTCGA AATTTAATTT TTCTATTTGA AACTAGAACC 16 5 558 0 
TATTTTATGG GTTCTATTTT TTTATCTAAA CATAGCACAC AACATTATGA TCGAAAAAAA 16 55640 
AATATTACTC ACTGATTGCC CTGATGATAA AGGCTTAATC GCAAAAATAA CTAATATTTG 165 57 00 
TTACAAACAT CAACTAAATA TTCTTCATAA TAATGAATTT GTAGATTTTG AAACCAAACA 16 5 576 0 
TTTCTTTATG CGCACAGAAT TGGAAGGTAT TTTTAACGAA GCTACTTTAT TAGAAGATCT 1655820 
AAAATATAGC TTACCAGAAG AAACAAATTG TCGATTAATT GGCACCCAAC GTAAGCGAAT 1655880 
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TGTAATTTTA GTCACCAAAG AAGCTCACTG CCTCGGCGAT ATTTtAATGA AAAATTATTA 16 55940 
TGGTGCGCTT GATGTAGAAA TTGCAGCCGT AATCGGCAAT CACGATAATT TACGTGAACT 1656 00 0 
TGTTGAACGT TTTAATATTC CATTTCATTT AGTTAGCCAC GAAAACTTAA CCCGTGTAGA 16 55060 
ACACGACAAA TTACTGGCAG AAAAAATTGA TGAATATACG CCAGATTATA TTGTTCTCGC 1656120 
TAAATATATG CGTGTGCTAA ACCCTGAATT TGTCGCACGT TATCCAAATC GAGTGATTAA 16 56180 
TATCCATCAT TCATTCTTGC CTGCTTTTAT TGGTGCCAAG CCTTATCAAC AAGCCTATAA 1656240 
ACGCGGTGTA AAAATTATTG GCGCAACGGC ACATTTTATT AATAACGAAT TAGATCAAGG 1656300 
CCCAATCATT ATGCAAAATG TGATTAATGT GGATCATACT TATAATGCAG AAGCGATGAT 16 5636 0 
GCGTGCTGGC CGTGATGTGG AAAAAACCGT GTTAAGTCGC GCCCTTGATC TCGCTTTACA 1656420 
CGATAGAATT TTTGTTTATA AAAATAAAAC GGTGGTGTTG TAATGGAAAA AATTACTCTT 16 5648 0 
GCACCAATAA GTGCGGTTGA AGGAACAATT AATTTACCAG GTTCTAAAAG TTTATCGAAT 1656540 
CGCGCATTAC TTTTAGCCGC CTTAGCTAAA GGCACAACAA AAGTAACCAA TTTATTAGAT 16566 00 
AG CG ATGATA TTCGACATAT GCTTAACGCA CTGAAAGCAT TAGGCGTACG CTATCAACTG 1656660 
TCTGATGATA AAACTATTTG TGAAGTAGAA GGATTAGGTG GAACATTCAA TATACAGGAC 1656720 
AATCTTTCAC TCTTTCTTGG CAATGCTGGG ACTGCAATGC GTCCATTAAC CGCAGCACTT 16 56780 
TGCTTAAAAG GAAAAACCGA AAGCGAAATC ATCTTAACGG GTGAACCTCG TATGAAAGAA 165684 0 
CGACCTATTC TTCATTTGGT CGATGCGCTA CGCCAAGCGG GTGCAGATAT TCGCTACTTA 16 56 90 0 
GAGAATGAGG GTTATCCTCC GCTCGCAATT CGCAACAAAG GGATAAAAGG TGGAAAAGTC 16 56 960 
AAAATTGATG GTTCAATTTC ATCTCAATTT TTGACCGCAC TTTTAATGTC TGCACCACTT 165 702 0 
GCAGAAAATG ACACAGAAAT AGAAATTATC GGTGAACTAG TCTCTAAACC CTATATTGAC 165708 0 
ATTACCCTTG CAATGATGCG AGATTTTGGT GTTCAGGTTG AAAATCATCA CTACCAAAAA 1657140 
TTTCAAGTTA AGGGAAATCA ATCCTATATT TCGCCTAATA AATACTTGGT AGAAGGCGAT 1657200 
GCCTCATCGG CATCTTACTT TCTCGCAGCT GGCGCCATTA AAGGAAAAGT GAAAGTAACA 16 5 726 0 
GGCATTGGCA AAAACTCAAT TCAGGGCGAT CGTTTATTTG CTGATGTATT AGAGAAAATG 16 5 7320 
GGGGCAAAAA TCACTTGGGG AGAGGATTTT ATCCAAGCCG AACACGCTGA ATTAAATGGT 165 7380 
ATTGATATGG ATATGAACCA CATTCCAGAT GCCGCAATGA CGATTGCAAC CACTGCTCTT 16 5 744 0 
TTTGCCAACA GCGAAACCGT CATTCGCAAT ATTTATAACT GGCGTGTGAA AGAAACAGAT 1657 500 
CGTTTAACGG CTATGG CAAC CGAACTCCGT AAAGTCGGTG CAGAAGTCGA AGGAGGTGAA 16 57 560 
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GATTTTATTC GTATTCAACC GCTTCCACTC AATCAATTTA AACACG CCAA TATTGAGACC 16 5762 0 
TATAACGATC ACCGTATGGC AATGTGTTTT TCTCTAATCG CACTATCAAA CACACCAGTG 1657680 
ACGATTTTAG ATCCCAAATG TACTGCCAAA ACCTTTCCTA CATTCTTCAA TGAATTTGAA 1657740 
AAGATTTGCT TAAAAAATTA AGTAAAAAAG TGCGGTCAAT TTCAAAACAG TTTTCAAATT 1657800 
AACCGCACTT TCATTCCATT CTAAAAAAAT CCTAAATAAA GATTATTTAT ACCGTTTTTT 16 57 860 
CACCGCACTT TTATCTTGCT CACGTAACCG TTCTAGTTTT TCCTTAATCT GAATTTCCAT 1657920 
ACCTCTATTT GTCGGAAAAT AATATTGAGT ATCTTTTAAT TCAGGTGGGA AATAATTTTC 16 57980 
GCCTGCCGCA TAAGCGTTAG GTTCATCGTG AGCATAACGA TATTCAGTGC CATATCCGAG 16 58040 
CTCTTTCATT AAATTAGTCG GCGCATTGCG TAAATGTGGT GGAACATCGT AATCTGGCAA 1658100 
ATCTTTCGCT TGCTGTTTCG CAGTGTTAAA TGCAGTATAA ACCGCATTAC TTTTTGGTGC 165816 0 
TACCGAAAGA TATATAATGG CTTGGGCGAT GGCTCGCTCC CCTTCATAAG CCCCCACGCG 1658220 
ACTAAAGCAA TCCCAAGCAG CCAATGCAAC TTGCATAGCA CGAGGATCTG CATTTCCCAC 1658280 
ATCTTCTGAA GCAATGGCAA GTAATCGGCG CGCGACATAT AAAGGGTCTC CACCTGCCGT 1658340 
TAAAATTCTT GCATACCAAT ACAGCGCAGC ATCTGGAGCA GAACCTCGAA CAGATTTATG 1658400 
TAGCGCAGAA ATTAAATCAT AGAAACGATC ACCTTGTTTA TCAAATCTCG CTTGGCGTTC 1658460 
GCCTAAGACT TCTTTTAATA AAGTGCGGTC AATTTTCTTT CCATTTTCCG TTTCATCCGC 1658520 
CATATCCACC ATTAATTCGA GGCAATTCAA AGCTAATCGT GCATCCCCAT TAACATATTC 1658580 
GGCAAGTACT TGCAGTAAAT TCTCTTCTAA AATTAACCGC TCTTTACCCA AT CC ACGTTT 165864 0 
AGGATCTTCT ACAGCTTGCT GCAAAACTTG TTCAATTTCA GCCGTTGTGA GTGATTTCAG 16 58700 
CACATACACT CGGGCACGAG AAAGCAACGC ATTATTTAGC TCAAAAGAGG GATTTTCTGT 16 58760 
TGTCGCCCCA ATAAAAATAA CGGTTCCGTC TTCAATGTGC GGTAAAAATG CATCTTGCTG 1658820 
GCTTTTATTA AAACGATGGA CTTCATCCAC AAATAAGATA GTTTTACGAT CCGCAAGACG 1658880 
ATTTTGTTTT GCACGATCAA TGGCTTCACG AATTTCTTTG ATACCACTCG TCACCGCAGA 1658940 
AATTCGCTCT ACTTCTGCAT TAATACGTTG TGCTATGATT TCTGCAAGGG TTGTTTTCCC 16 59000 
CGTACCTGGT GGGCCCCAaA AAATCATAGa ATAAATATGA CCAGCTTGGA TAGCTTTTCG 1659060 
CAGTGGCTTG CCCTCGCCAA TTAAATGGCT TTGCCCAAAA TATTGTTCTA GACTCGTTGG 1659120 
ACGCATCTTG GCTGCCAGTG GGCcAAAATC ATTTTCGGsA AAATCAAAAT TGAAGTTAGA 1659180 
CATTTTTATT TCTCAaAAAA TTGAAGGGCG TATTTCTACG CCCTTATTTA AAATAATCAC 16 5 3240 
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TTGTTATTTT TTACGTTGGT CATCCACTTC AACGCCTTTT TCTGGCTTGA ATTGGAACAA 16 59300 
GCTATCAGAC AAGGTTTGAT TCGTAATATT ACGTAAAACA TAAAGATTGG TTTGCCCATC 16 5936 0 
TTTCTCTGTC GTACTGAAAT TTCGCAATAT TCCATTAGCA TCAACACGAA TATCAAATTG 16 5942 0 
CTTAATGTTG CTTGTGGATA AGGTTGGTTT TAACACAAAG GTATCCGATT GTTGTGTTAC 16 5 9480 
CGTATATTGA TGCCAATGGC TCTTATCATT GCTGGTAAGC AAAACAAAAG GAGTATTATT 16 5 9540 
TACCGCATTT TTTACCCATT GTGCGGTCAC TTGTTGCACA AATGGATCGT AGAACCATAA 16 59600 
GGTTTTACCA TCAGAAATAA TCTGGGTTTC TTGAGGGGTT TTAGTCTCCA TACGGAATAA 16 59660 
ATTTGGGCGT TTAATTTGAA GTTTGCCACT TCCTTGTTGA ACATTTTTTC CACTTCCAGA 16 5 972 0 
AGTCACTGTT TGCACAAATT CTGCACTTAA TACATCGACT TTAGCTAAAC GCATTTGTAA 16 5 9780 
TTCACTTGCC GCATCAGCCA ATGCCAAATT ACTCAAACCA AGTAAGGTAA GTGCGGCAAA 165 9840 
TTTTAAGGTT GTTTTTTTCA TTTTACTTTC CTTTTAAATT AGTATTCTGG ACGATGCGAT 16 59900 
AAAATTTCAC GCTTACCATT TTGCATTGGG CTGACAATCC CTTGTTCTTC CATTTGATCC 16 5 9960 
ATAATACGCG CTGCTCGGTT AAAACCTACG CTGAATTTAC GTTGAATAGA AGATACTGAA 166 002 0 
GTTGTAC C AG TATTAATAAC AAAGTCCATT ACTTCATCAA AGAGTGGATC TAATTCCCCA 1660080 
CCGCTTGATA TCCCTTTTTC TGAACTTTCC TCATCGTCTG CGCTTTCTAA AATTCCATCA 1660140 
ATATAATCAG GTTTACCGCG TGCTCGCCAA TCATCGGCAA TATTGATGAC TTCATCATCA 166 0200 
CTCATATAGG CTCCATGTAC GCGGATTAAA TCAGATGAAC CTTGTCCAGA ATAAAGCATA 1660260 
TCTCCACGCC CTAAAAGGGC TTCTGCACCC CCTTGATCAA GAATAGTACG TGAGTCAATT 1660320 
TTACTTGCCA CCGTAAAGGC AATGCGACTT GGAATATTTG CTTTAATTAA ACCAGTAATC 166 03 8 0 
ACAT CCAC AG AGGGGCGTTG TGTGGCTAAA ATTAAATGGA TACCGATAGC TCGTGCTTTT 166 0440 
TGTGCCAACC GTGCAATCAG TTCTTCGATT TGCTTACCCG CTACCATCAT TAAATCAGCA 166 0500 
AACTCATCGA CAATAACCAC AATATAACTC AATTTTTTCA ACGCTGGTGG CATTGCATCC 166056 0 
ATCGTATCGC CCAGTCGCCA AATTGGATTT GGCACAGGCA TTCCCATTGC TTCGTATTCA 166 0620 
TCAATTTTTT CATTAAAGCC TTCAATGTTT CGTACGCGTA AAGCTGAAAG CAACTGATAA 166 0680 
CGACGTTCCA TTTCATCTAC GCACCAACGC AACGCATTAG CGGCTTTTTT CATATCCGTT 166 0740 
ACAACTGGTG TCAGTAAATG TGGAATATCA TTATAAACAG AAAGTTCGAC GACTTTAGGA 16 6 080 0 
TCAATCATAA TAAATTTCAC ATCTTCTGGT TGAACACGAT AAAGTAAACT TAGAATCATC 166 0860 
GTATTCACAC CAACAGACTT ACCTGATCCC GTAGAACCTG CTACCAATAA ATGTGGCATT 166 0 920 
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TTCGCTAAAT CAACAATGAC TGGTTTGCCA CTAATATCTT TACCTAAAGC AATAGGTAAA 166 0980 
GTTGCCTTGC TATCACGGAA TTCATTGCTA TCTAATACAT CACGTAATGG CACCATTTGA 1661040 
CGATGAAGAT TTGGGGTTTC AATACCAATA TAAGGTTTAC CTGGAATCAC CTCTGCCACA 1661100 
CGAATAGAAC GAAACATCAA TGCTCTTGCT AAATCGGTAT CGATGCTCGT GACTTTTGAT 1661160 
GCTTTCACAC CCGGCTGTAA TTCTAATTCA TAACGCGTAA CAACAGGGCC AACAAGCACA 1661220 
TCTTTTACGC TGGCTTTTAC ATTAAAATTG CGTAATTGTT GTTCAATACG CTGTGAGGTT 16612 80 
TCCATTATTT CATCTGGTGT AATGCGTTGT TCATTTGGCG GATATTTTAA AAGCAAATCC 1661340 
AAACTAGGTA ATGGTGTACT CGGTTTTTCA CGTTTTGTTG TTTGCTGTTG AAATGCAGGA 1661400 
TGAAT CAAGC TACCGCTATA ACCTTTATAA TTAGGCTCTT GATTTTtGTC TAATTGAACG 1661460 
GCTTCCATAT CATCCTGTAA GATAGGTTAA ATTTCACTCC ATCTTTTTCT AAATCTACCT 1661520 
TTTCATTAAC TTGAGTAGCA AAATGATTAT CTACCATTTC AGTATTCAAA GATTCATGAC 166158 0 
TGGGTCTTAA TAAAACTGTT GGCATTTCAT CTTTTGTTAG CAAAGAAACT TGAGTAAAAT 166164 0 
CATCCGCACT TTGATTTAAT TGCTAAATCT TCTTGAACAA CTGTTTTTAC AGGCTTATTC 1661700 
CAAACTGCGA CAAAATCATT TTTGCTTACC CTTTGTTCAT CTGAATCACT CGATAAATTC 166176 0 
ACACTAGGCA AGCTTTCAGA ATCAAACCCA AAAGAAAATT GCGGTTTTTC ATTCTCTTCG 166182 0 
TTCGCGAGTT CATATTCTGA TTTTATAGAA ACCTCTGGAT TTAACCCGCT AATATTAATT 166188 0 
AAATGTGATG AAGATTTGCC AATTGAAATA TTTTCTGCTT CTAAGGATGG CTTTACTGTT 1661940 
TCTATTTCAC TATTTTGTTC TACATTGAGA TAATTTTGAT CTAGATTTTC TGTTTCTGAA 1662000 
CGATCTGATT TTACAATCAC AATTTGCTCT AATTCTTCCG TTGATTTTTC TTGCTCAGCA 1662060 
TTTTCTGATT GCTCATTTTT CATTGTTAGC CAATGATAAA ATGTAACAAT TAATCGAATT 166212 0 
AATGATGTGC CAGAACAAAA AATAAAACCA ATTAAAGCAA GCACAAAACC AATTAAAATT 1662180 
GAACCAAATT TACCTAATAC AGGATAAAAC CAATTTACAA CAAGCGATCC GCCCAATACG 1662240 
CCGCCACTCA AATAAAAAGT ATTACTTGAT AAAAGCAACA TACTCACTAC ACAAAGCCCA 1662300 
AT AAT CAGCA TGGTAAAGCC AAAACT AC CG TAAAATAATT CGAGTACAGG AAAGCTGTTT 1662360 
AACTGCTTTT GTTTTCAATA AATAAATAGG CACGAGAAAA GCGGTGAAAG GAATAATATG 1662420 
GGCAACATAA CCTAAAAAAA CAAAAAAAAG ATCGATTATC CACGCCCCAA ATGAACCGAC 1662480 
TTTATTAATT GTGTTGCCAT ACGCACTGAC TGTTGCCCAA GAATTATCAA GGGGCGTATA 1662540 
ACTTGAC C AA GCAACAATCA AATAAAGTCC AAAAAGTGCG GTTAATCCCA GCAAAAATTC 16626 00 
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CGCTAAATAC TGTCTTGGCG TAAATCGTTC TGTAATTTGT TTAATCATAT TATTTCAATA 166266 0 
CAAGGAAATT GGTTTGTTTT ACTTCTTCCA TCACAACATA AGTGCGAGTG TCATTTACAC 1662720 
CTGGTAAACG TAACAATGTC GTGCCTAGCA ATTTTCGGTA TTCCGCCATA TCTGCCACAC 1662780 
GAGTTTTTAA TAAATAATCA AAATCGCCCG ATACCAAATG GCATTCTTGA ATTTCTTCCA 1662840 
ACGCTTGAAT CGCTGCATTA AATTCTTCAA ACACATCGGG CTTACCCCGT ACTAATGTAA 1662 900 
TTTCAACAAT CACTAACAAT GGCGCATCCA ATAATTCTGG ATTTAACAGT GCGCGATACC 1662 960 
CCATAATCAC ACCTTGTTTT TCCAAACGTT TAACTCGCTC TAAACAAGGT GTTGGCGAAA 1663020 
GCCCCACTTT TTTCGACAAA TCAATATTGG AAATCTTACC GTTGCGTTGT AATTCATTCA 1663080 
GAATTTTTAT ATCTATCGCA TCCAATGCTT TATTTCGTTT TTTTTCCATT TTCTTTATTT 166314 0 
CTTTGCTCAT AAAAAGGAAC AACTATTCTA CAGAATTTTC CTTTCATTTT CAGTAGGCGA 1663 2 00 
TGATTTTTTT ACAAATTATC TAACACAGCG AGCGCATCCG TGAGTTTTTT CACAGTAAAA 16632 6 0 
ACCTGCATAT TTTCGACCGC ACTTTTCGGC TTGTTACCAA AAGGAACAAT AGCACGTTTA 1663320 
AAACCGTGTT TTGCAGCCTC GCTAATACGT TCCTGTCCAC TTGGCACAGG ACGAATTTCT 1663380 
CCCGCTAATC CAACTTCGCC AAAAATCACT AAATCTTGCG GCAAAGGGCG ATTACGGAAA 166344 0 
CTTGAAATTA ACGCAAGCAA CAAAGCTAAA TCCGCACTGG TTTCACTGAC TTTTACACCA 1663500 
CCAACCACAT TTACAAAAAC ATCTTGATCC GCCATTTGTA AGCCACCATG TCGGTGTAAC 1663560 
ACCGCCAGTA ATAGCGCTAA GCGATTTTGC TCTAATCCCA CCGCAACACG GCGAGGATTT 1663620 
GCCAGCATTG AATGATCTAC TAAAGCTTGA ATTTCAACTA AAAGAGGACG AGTACCCTCC 16 63680 
CAAAGTACCA TAACAGAACT GCCTGACGTA ATTTCATCTC CGCGACTTAA AAAAATCGCC 1663740 
GATGGATTTT TCACTTCGCG CAAACCCTGC TCTGTCATTC CAAACACGCC CAATTCATTT 1663 800 
ACTGCACCAA AACGGTTTTT ATGACTACGC AAAGTACGAT AACGAGAATC GGCTTCGCCT 16 6 3 860 
TCTAATAACA ATGAACAGTC AATGGCATGC TCTAACACTT TAGGCCCTGC AAGGGTTCCG 1663 920 
TCTTTCGTAA CGTGTCCAAC CATAATAATC GCCACTTGGC GAGTTTTTGC ATAACGAGTG 166 3 980 
AGAAAAGAAG CGCATTCACG CACTTGAGCT ACACTGCCTG GCGATGATTG AATATCTGCC 1664040 
AAATGCATTA CTTGGATAGA ATCCACCACG ATAATTTGCG GTTTTAATTG ATCCGCTAAA 16643 00 
TTACAAATCT GTTCCACAGA GGTTTCTGAC AACATTTTTA ATTGATCACT TGGCAATCCC 1664160 
AATCGGCTTG CGCGCATCGC AACCTGTTGT AATGATTCCT CTCCCGTTAC ATAAAGTGCG 16 6422 0 
GTCATATTTT TTGCCAAACC ACACATAACC TGTAGTAACA ATGTACTTTT CCCTGCTCCA 16642 8 0 
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GGATGCCCAC CAATTAAAAT CGCACTACCC GGTACGATCC CGCCGCCCAG TACCCTATCT 16 64 34 0 
AATTCACTAA AACCACTGGA AAAACGTGGT GTTTCTTGCA AACTAATTTC AGAGAGCGTT 1664400 
TGAATTTTTG CCTGAGTTTC ACCCGCATAG CCACTAAAAC GATCATTTTT TGATTTTGCC 16 64460 
GTGGAAATTA ACCGCACTTC CGTAATTGTA TTCCACGCTT TACAAGCGGA ACATTGCCCT 1664520 
TGCCAACGAG AAAACTCCGC ACCACAATCG TTACATACAT AAGCTGTTTT TGGGGCTTTA 16645 8 0 
GCCATTTTAT TCTCCGTATT TGCCGTGGAT AACTTCCCGT GGGTAAGTAT ACCCACGGTT 166464 0 
AATTATAGTT ATAGTGGTTC CCCTTTGGGG AACATCAAAC TACCCCAACG GAGTAGCACT 1664 700 
GAGATCAGCC TAGGGTATAC CTACCCTAGG TCATAAGATA ATTCCATTAA TTTGATCATT 16 64 760 
CGCTCAAAAT AAACTCGACT TTTCAAAAGT GCGGTCAATT TTTCAATAGT TTTTTCATTG 16 64 820 
TCTTTCGTTT CACTATGAAA ACGAATCAAA TCACGAATTT CAACAAAGAT TTTCTGATTG 16 6488 0 
CTTTCTAACA AAGCTGGTAA GCGCGTTTCT TTTTGTTTTT CTGTTGCCAT CGCTTCTAAG 1664 94 0 
ATTTTCCCAT TTTCATCATA ATAATGATAA AGATTAAAAA ATGCCCCGAC TCGCTCCACT 1665000 
GTTTTCATAA AATCTTGGCT AAAAAGTGTG GGAGAAAATG ATAAGGTTTC TTCCAAAAGT 1665060 
TTCTGTTCCA TTTTAAGCAC CGCATTAAAT TTTGCACAAA AATCTACCGC ACTTTCTTCT 1665120 
CGTTCTTCTT TTAAGAAATC ACGCCATTTA TTGAGCCAAT CTGTTAAAAA TTGTTTTGAG 166518 0 
CCCAGCAAAT AAnCnCgCtT CGCTTTACTT GCACTACTAA AATAAATATC TCTTTCGAAA 1665240 
GGCAAAGTTT CCACAAAATC AAAAAGATCC TGCACATTGC CAGATTTCAA TTCAAACTCA 16653 00 
ATTTCACTGA TAGGTTGCTC ATATTCGCCT GCAATAATTT TGCCTTGATC GAAAGCCACT 16 65360 
TCAATTTTAG ATTGTTGAAA TTCAACTAAC CAAAAAGTGC GGTTAAAATC TGTGGAGAAA 166 5420 
ATAGGTTGTA GTGTAGAGCT AGGTAATTGT TCAAAAGGAT AAAGCCCTCT TAATTGGGCA 1665480 
TTAGTTGGCG TTTCTTTTTC GATTAATGGT AAATTATATT CTGGGCGACT ATGCAATCCA 166 554 0 
CTAACAACTT TACCGTTAGT TTTAAGTGTT AATGTAAGTT CTTGATCTTC TTGACGAATA 166 5600 
CGCAACCCCA TTTTTTGTTT AGCAAGAAAA TGATCGGGAT AATCATAATA GGTGTTACCC 166 5660 
AAAAATAAAT TTTGATGTTC TAAAATCGTA AATTTTGCAA GATATTGTGG CAATTCAATA 16 6 5720 
CCTATTTGTG GCGAAATCGC CAATTTTAAT TCAATTTCTT GTAACATAAT ATTCTCCATT 166 578 0 
TAAATTAACT GGTTAAATAT ACAATACAAT AGAAATAAAT CAAGATTTTT GTGGTGTTTT 166 584 0 
ACTTTACATA TTAAATAGCT ATAAATGAAT TTTTATTTAT TGTGATTAAA ATATTGCGAC 166 5 90 0 
TTTTAAATAA AAAAATAATC CGAAAAACAT AAACAGATTT CATCGGATAA TATTGATAAT 16 6 5S60 
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TTTAAATAAC AAAGCCAGAT TAAAATGTGA ATATTTACTA ATCTAAATTA GCAATAATTG 1666 02 0 

TGAAATGTCA ATTAAAATAA GTAAGATGAA AATATGAATA TTTtCATCtT ACTCAGCATT 1666080 

TTCAAAAATT TTATCTTTGT tCGGGGTAAA TTACTTCAGA TGTAACCCAT TTCATCCATA 166614 0 

CTTGCTCTAA TAATGGGATT ATTGAGGTAC TGTCTTCAAC CATTGTATTA AGAGCAGACA 1666200 

AAACATTTTC TAATGAATTT GGTTGTtCTT GTAGATAACT TAACAACCAG TAATCTAACT 1666260 

CTGAAAGGAT TTGTTGCTGA ATCCTAAAAT CACTATCACG CCATATAATA GCTTGAATTG 166632 0 

GCGTATCATC AAATTGTTTA AAGTCACTTG ATAAAAAATC AACGTCATAA CTTTTTAAAT 16663 80 

AAGCTGCACC AGATAATTGC ATTACGCTAT GTCTATTCCA CTCAAATTTT TCAGGCACTT 1666440 

TGGCTAAAGA AACTTCTGCG AGTAATTGTG TATTTtCAAA ATCCATCAAT GCCAATATAT 1666 500 

TTGTATCAAA TATCTCTTTT TCTTGACAAA ACAAGAGAAA TTCTCCTGCA ATATCTTGGA 1666 560 

AATAAGGAGA ATGGGCATTA CCATTTTGCA CAAAATTTTC TTTAGCATTT TTCCAATACT 1666620 

CTGGCTCAAT ATGCAATGGT GCTTCAACAA AACAACGATC AATAAAACCA AAAGCATTAT 166668 0 

TACGAACTAA ACGTGTATAT ACCGCTAAAC GGCTTGCAGC ATAACCATTT AAAGGATCTG 1666740 

CATTACCTAA CCGAATAGCA TTTGCCAATG CTTGCTGAGT TTCTTTCAAT GATGACTTAG 16668 00 

GCAGCATAAG ACATTACCTC TGTGTGAGCG TATTTTTGCT GTAATTGTGC AATATGCTCA 166686 0 

ACTTCGGCGT AAAGTTCTGC AAATGGTGGG AAGTTGAAAT CACGCTCCAA TAATGTTGGA 1666920 

GGAATCGTAG GTAGTCGTTG ATAGGCATAT TCGAGTAAAT CCCATACAGT GCCTTTTACA 1666 980 

GCTTCTCCGT GTGTATCAAT TAATAATTCA GGTAAATGGC GATATGCTCC TTTTACTTTA 1667040 

TTAAATGATT CATTTGCTGA ATTCTCTACA ACTTGTGCAG CAGAATGTTC TTCATCGTGC 166 7100 

CCTGCAATAT GAATGTAATT AACACGTTTA ACATCAACTT GATCTAAAAA GATATAAGGA 166716 0 

TCAAGTAATC CGTGATTAAC ACCATTAACA TAAATATTAT TCACATCTAA ATGAATGCCA 1667220 

CAATCAGCCT CTTGTGCGAT AGCATTTAAA AATTCCACTT CATTCATTGT GCTAGTAGGA 16672 8 0 

GAATGCAAAT AATAAGAAGT ATTTTCTAAT GAAATTTGTA ATC CTAAGAA ATCTTGCACA 166734 0 

TCACGTATTC GTTGCGCAAC GTGTTTTACT GCTTCTTCTG TAAATGGCAT AGGTAATAAA 1667400 

TCATATAAAT GCCCTTCACA TTCACAATAA CTTAAATGTT CAGAAAAGAA AGACGAATTA 166 746 0 

TATTGATTAA TTAATGCTTT CGTATTACGG AGTAATTCGC GATCAAGTGG TGCTTGCCCA 1667 520 

CCTAAAGAAA GTGAAAGACC GTGTACTGCT AACGGAAATC TTTCTGCTGC TTGAT CAAAT 16 6 7 580 

TGATAACGTG CCATTCCACC CATTTTACTC CAATTTTCTG GTGCGACTTC AATAAATTGA 166 7640 
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ATAGCGTTAT TTGAGGGAAG TTGTAAAAAA TCCTCAGCTA AATTCCGACG ATAAC CTAGT 166 7 700 
CCAGCGCCTT GTAATTTCAT AATTAACTCC TTTTTAATAA AAGCTGGCAT AAATTGTTAC 1667 760 
GCCAGCATAA TTATTATTCT TATTTAGAAC CGCATTTACC TTCGCCACAT TTGCCTTCAG 166 782 0 
CAGATTTAGC TTTGTCTGCA CCGCATTTGC CTTCACCACA TTTACCTTCT GCAGATTTAG 166 78 8 0 
CTTTGTCTGC ACCGCATTTG CCTTCACCAC ATTTACCTTC TGCAGCTTTT GTTTTGACAC 166 7 940 
ATTTATCGCC CACACAAGGT GTTGCTGTAT TATCAGTACT GCTTGACTTT GATTCAGCCT 1668000 
GTGCTGCTGT CGCTACTGCC ATCGTTAATG CACCTGCTAA TGCTGTTAAT GTTGCTAATT 1668 060 
TTTTCATTTG AATAATCTCC TAGAGTTTGA ATTTTGAATA AATAATTAGA GAAATTTCAA 166812 0 
CCAGCTTTTA GTTGGATAAA CCTTCTTAAT AAGCGTGTCT AAAGAGAGTT TCCCCGCTCC 166 8180 
CTGCGTAATT AAGATTAATA AAGTCACCAC ATAAATTAAT GGTAATTTAT AACCATTATC 166824 0 
ACATACGTTA TAACCTGAAT CGGCGTGAAT GCTATACCAC GCGACAGAGA TTAAAATCGT 16 683 0 0 
TAAACTTAAT GCACTAAAAC GTGTTAGCAC CCCAAATATC AGCAAGAATG GGAAAATTAA 166836 0 
TTCTGATCCC ATTGCAACGT GCCAATTAAT ATCGGCAGGA ATAAGATTAA ATGGAAAAGG 1668420 
AAAACGATCT TGTATTTCAG CGAACCAATT TTGTCCATTC CATTTTTCTA ATCCTGATTC 1668480 
AAAAAACTCC CATGCGAGAA AAAAGCGTAA AATCAATAAA CTTACGCCAC TGCCGATACC 1668540 
TTGCATCTTA CAATCCTTCA TTTTTTTACC TTTCAAATTT TCTCGCTTTT AAAGCGAAAA 16686 00 
GTGTATTGAG TTACTTATCT TACCACACTA GGAAATATTA CCCAGTTGCT TACTTAGTCG 16686 60 
AAGATAAACC TTTTTTCTTA CAAATTTTTT TGAAAAATTT TAACTATCAA CAAAAATCGG 166872 0 
GTAATATGCG CACGAATTTT TAACCCCTTA ATTTGGAGTA AATCACTTAT GGCAATGAAT 166 8780 
AATATTCTCG GATTATTTGC CCATTCGCCT CTCAAACCGT TACAAAAACA CTCTGAAAAA 166884 0 
GTGACCGAAT GTAGCGATCT TTTGATTCCT TTTTTTCAAA CTACTTTCTC AAAGAATTGG 166 8900 
GAACAAGCGG AAGAAAAACG CTTAGAAATT TCTCAATGTG AACGCGAAGC AGATAGTTTA 166 3S6 0 
AAACGTGAAA TTCGATTGAA ATTGCCACGT GGTTTATTCT TACCTATCGA TCGTACTGAT 166 9020 
CTTTTAGAAT TAGTCACGCA ACAAGATAAA CTTGCCAATT ATG CCAAAGA TATTGCAGGC 166 908 0 
CGTATGATTG GTCGTCAATT TGGTATTCCT GAAGAAATGC AAGAAGAATT CTTACATTAC 166 914 0 
GTAAAACGAA GTTTAGATGC TATTCATCAA GCTCACCGAG TAATAGAAGA AATGGATAAG 16 6 9200 
CTATTAGAAA CGGGTTTTAA AGGTCGTGAA CTCAAATTAG TCAATGATAT GATTCAAGAA 16 6 9260 
CTTGATTCAA TTGAAGATGA TACAGACCAA ATGCAGATCA AATTGCGTAA AATGCTTTAC 166 9320 
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ACCATCGAAA GTCGTTATAA TCCAATTGAT GTAATGTTCT TATATAAAAT TATTGAATGG 16 6 9380 
GTTGGCGTTT TGGCTGACCA AGCACAACGT GTCGGTTCGC GCATTGAATT AATGCTCGCG 1669440 
CGTTCATAAT CAACAAAACA TAGGAAATAA ACTATGGAAA TTATTAGTCA ATATGGTTCT 1669500 
TGGTTGGTGT GGATCACAGC AGTCTTTGGC TTTTTTATGG CGTTCGGAAT TGGAGCGAAT 166956 0 
GATGTCTCAA ATTCAATGGG AACATCAGTA GGATCTGGTA CCATAACCGC CAAACAAGCG 166 962 0 
ATTATTATCG CATTAATTTT TGAATCTGCT GGTGCCTATC TAGCAGGTGG TGAAGTAACA 1669680 
CAAAC CATT A AAAGTGGTGT AATCGAaCCA ATACAATTTG TCGATACGCC AGATATTTTA 1669740 
GCTCTAGGTA TGCTTTCAAC CTTATTTGCA TCGGGTGCTT GGTTATTTAT TGCAACCAAA 16698 00 
ATGGGTTGGC CAGTTTCTGG TACACACACT ATTATTGGTG CAATTATTGG ATTTGCCTGT 1669860 
ATTACGATTG GCCCTAGTTC TGTAGATTGG TCAAAGATTG GCAGCATCGT TGGTAGCTGG 166 9920 
TTTGTCACGC CTGTCATTGC GGGTATTTTG GCTTATGCAA TCTTTGCAAG TACGCAAAAA 166 9980 
CTTATTTTTG ATACCGAACA ACCACTAAAA AATGCACAAA AATATGGCCC TTATTATATG 1670040 
GGGATAACCG TGTTTGTACT TTGTATCGTG ACGATGAAAA AAGGCTTAAA ACACGTAGGC 16 70100 
TTAAATCTTT CAAACAGTGA AACTTTAATC ATTTCACTTG CCATCAGTCT TATCGGAATG 1670160 
TTTTTCTTCC ATTTCTATTT TAAAAGCAAA ATCTTCACTC AATCAGCAAA CAAAGGCACT 1670220 
TTTGGTGCAG TAGAAAAAGT CTTCAGTATT TTAATGTTAT TAACCGCTTG TGCGATGGCA 1670280 
TTTGCGCACG GTTCTAATGA CGTAGCCAAT GCAATTGGCC CTCTTTCTGC AGTGGTCTCT 1670340 
ATTGTAAATG AAGGCGGTAA AATTGTTTCA GGTGGAGCCT TAACTTGGTG GATTTTACCC 1670400 
TTAGGTGCAT TAGGTATTGC TGTGGGCTTA ATTACTATGG GACAAAAAGT GATGGCGACT 1670460 
GTTGGATCTG GGATCACCGA TTTAACGCCA AGCCGTGGCT TTGCCGCTCA ATTTGCTACT 1670520 
GCGATGACCG TTGTCGTGGC ATCAGGCACA GGCTTACCCA TCTCAACAAC ACAAACACTT 1670580 
GTTGGAGCTA TTTTAGGTAT CGGCTTTGCA CGTGGTATCG CAGCACTGAA TTTAACGGTT 16 70640 
ATCCGAAACA TCATTAGTTC TTGGATTGTC ACATTACCAG CAGGTGCATT TTTCGCCATT 16 70700 
ATTATTTTCT ATGTGCTAAG AACAATCTTT AATTAATTGA TCTCAATAAA AAGTGCGGTT 1670760 
AATTTTAACC GCACTTTTGT TGTGATGTTT AAGGGGAAAA AATGAAAAAG ATCTATAAAG 16 7 0620 
CCTTAATCTC ATCTTTACTT TTAAGCACAT CAATAAATGT TGCTTATGCG GAAACCCAAT 16 7 0880 
ATGTTACTGA AAATTTAAGT ACTTTCTTAC GTCGTGGTGC AGGCGAACAA TTTAAAATTG 167 094 0 
CAGGTTCAAT TCAAGCAGGC GAAGCGGTGA ATGTATTAGA TCGCCAAGGC AAATACACAC 16 710 00 
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TCATTCGCGA CAATAAAAAT CGTGAAGCTT GGATTTTAAA TTCAGACTTA AGCAGTACGC 16 71060 
CAAGTAGTAA AGAAGAAAAT CCAAAATTAA AAGCGCAAGT ACAAGAaTTA ACCTTAAAAC 16 7112 0 
TTAGTCGTTT AGATGGCGAT TGGCAGCAAC GTACCGTAGA AATGCAACGT CGAACCAAAC 16 7118 0 
AAGCTGAGCA ACAAAGTGCG GTTCTTTTAG AGCAAAATTC ACAATTGAAA CGTGAACTTG 167124 0 
AAATGACCAA AAATAAAAAT CGTGATTTAG AAGCGATACT TGATGCAGGT AAACGAGAAA 16713 00 
TTGCGATCCA ATGGTTTATT TATGGCGGTT CAGTATTGGG CGTAGGCTTA CTCTTCGGCT 16 7136 0 
TGCTCATTCC TTATGTGTTA CCAAAACGTC GCCGTCGTGA TGGCTGGGCA TAATCACGAA 16 7142 0 
TGAAAGTTTA TTTGGTTGGA GGGGCTGTTC GTGATCAATT ATTGGGGTTA CCCGTAAAAG 16714 8 0 
ATCGTGATTG GATTGTGGTA GGCGCAGACC CCGCTACGCT ACTCTCTCTC GGTTATCAGC 167154 0 
AAGTAGGCAA AGATTTTCCA GTTTTTCTCA ATC CTAAAAC AAAAGAAGAA TATGcGCTTG 167160 0 
CCCGAACAGA ACGTAAATCT AGCGCAGGTT ACACGGGCTT TATTTGTGAT TTCTCCCCAA 167166 0 
CAATCACATT AGAACAAGAT TTAATTCGAC GAGATCTCAC TATTAACGCC ATGGCTCAAA 16 71720 
GCGAAGACGG TGAAATTATC GAwCCTTATG GTGGAAAACA AGATTTAGAA AATCGAATTT 16717 80 
TGCGCCATAT TTCTCCCGCT TTTTCAGAAG ATCCTTTACG AGTATTGCGC GTGGCACGCT 16 7184 0 
TTGCTGCCCG TTATCATTCC CTCGGTTTTA AAATCGCCTC GGAAACATTA GCTCTAATGG 1671900 
CAGnACTTGC CCAATCAGGA GAATTACAAC ATCTCACGGC GGAACGCATT TGGCTAGAAA 1671960 
CAGAAAAAGC CTTAAACGAA AAAAATCCTG AAATTTATTT TGAAACCTTA CATAAAACAG 16 72 020 
GCGCATTAAG CGTTTTATTT TCTGAAATCG ATGCCCTTTA TGGCGTACCA AATC CAGTAA 16 72 08 0 
AACATCATCC CGAAGTGGAT AGTTTTATTC ATACCATGTT GGTATTAAAA CAAGCGGTTA 1672140 
ATTTGACTGA AAATAACCCT ATCCTAAATA AAAGTGCGGT TCGTTTTGCC GCAATTTGTC 16 72200 
ACGATCTTGG CAAGGCTCTT ACACCTCAAA ATATTCTTCC TCATCATTAT GGGCATGAAC 16 7226 0 
AAGCTGGCAT AAAACCGACT AGATCATTGT GCAAACGCTT GAAGGTTCCA AGTTATTTTC 16 723 2 0 
AAGAACTTGC AGAACTGACT TGTGAATTTC ACACGCATAT TCACAAAGCC TTTGAGCTTC 16 72 3 80 
GAGCTGAAAC CGTCATAACG CTGTTTAATC GTTTTGATGT GTGGAGAAAA CCACAACGCT 1672440 
TTCAAGAATT TCTACAAGTA TGTCTCGCTG ATACTCGAGG TAGAACAGGT TTTGAAACTA 16 72 50 0 
AAGACTATCC ACAAATAGAT TACATCAATC AATTATTACA TGCGGCAAAT GAAGTAGATG 167256 0 
TACAGCAAGT TATTGCCGAT GGATTTGAGA AACAAGCAAT CAAAAATGAA TTGACGAAAC 167262 0 
GAAGAATCTT AGCGGTTAAA CAAACAAAAA CGAATTACCC AACAAATTAA CAAATAAAAG 167 26 80 
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TAACTTTACT CAATTAAACT AAATCCTTAA AATATGCGAG CTTATTAACT TGATGAATAA 1672 74 0 
TATGAAAACC TTTAAATTTT TCACCGCACT TTTkGCCACT GCGATTCTAA CCGCTTGCAC 1672 80 0 
ATTAGATATG GAACGTCCTA CTAATGTACA ATACATTGAT AAAACGGATG CGATATGGCA 1672 86 0 
ACAACATTTA CAAAAGATTC AAAAAATTCA ATCCTATCAA GCCAAAGGAC AAATTGGTTA 1672920 
TATCAGTCCA ACAGAACGTT TTTCTAGCCG CTTTGAATGG CAATATCAAA ATCCTAAATC 1672980 
TTATACGCTT AAACTCTATT CTTTAATCAG TAAATCGACT CTTTGGATTC AAATG CATCA 1673040 
AAGTGGGATG ACAATTTCCG ATAACAACGG CAATCAACAA TCTGCAGCCA ACTCCAAACT 1673100 
ATTATTACAA GAGATTATTG GCATGGnTGT GCCATTAGAA CATTTAGCTT ATTGGTTGAA 167316 0 
AGGCCAACCA GCAATGAACG CGGATTATCA AGTTGGCACC AAC CATTT AC TTGGCGCATT 1673220 
TACTTATCAT GTGGATGGTT CtCAATGGAC GGCAGATTAT CTAACCTATC ACTCAAATAA 167328 0 
TTCGATGCCT GAAAATATTT TGCTGAAAAA TGACAGCACA AAACAAACCT TAAAAATTCG 167334 0 
CGTAGACGAG TGGATTTACT AATGAATACA TTAATGAAAT CACATCaATT TTCtACCGCA 1673400 
CTTTGCCAAA ATACAACAGA ATCaAATGGG CAGCCATTAC GCTTCCCTAG CCCAGCCAAA 1673460 
CTGAATTTAT TTCTTTATAT CAATGGAAAA TTTCCGAACG GCTATCATGA ATTACAAACG 1673520 
CTTTTCCAAT TTTTAGATTT TGGCGATTGG TTAGACATTA GTATTCGGGA ACAAGATAAT 1673 580 
CAAATTGTTT TAACGCCAGA AATTCCAAAT CTAAAAACGG AAAATAATCT AATTTATCGA 16 73640 
GCCGCAAAAC TTTTACAAGa AAAAGCCAAT ATTCAATTGG GTGCAAATAT TCATTTAGAT 1673700 
AAAATTCTTC CAATGGGAGG CGGTGTTGGT GGTGGTTCAT CCAATGCAGC AACCGCATTA 167376 0 
GTCTCTTTAA ATTATTTATG GCAAGCCAAT TTATCCATTG ATGAACTAGC AAAATTGGGA 1673820 
TTAACATTAG GCGCAGATGT GCCAATATTT GTACATGGAC ACGCAGCTTT TGCTGAAGGC 16 738 80 
GTCGGGGAAA AAATCACTTA TTGTGAACCT GCCGAAAAAT GGTTTGTTAT ATTAAAACCC 1673940 
GATGATTCAA TATCGACGGC TGTGATATTT CAAGAtCCAA ATTTACCACG TAATACACCG 1674000 
AAAAAATCCC TCGCACAACT TTTGAGTGAA CCTTATAAAA ACGATTGCGA AAAAGTTGTG 16 7406 0 
ATAAATCATT ATTCAAACGT TGAAAAAGCG TTAAACTGGT TGCTACAATA TGCGCCGGCA 16 74120 
AGATTAACAG GAACGGGAGC CTGTGTTTTT GCTGAATTTG ATCATGAAGC AGAAGCGCAA 167418 0 
GsGGTaTTTA GACAAAAACC AGAAGCATTT TTTGGTTTCG TCGCTAAAGG ACTCAATGTG 1674 24 0 
TCTCCCTTGC ACGCAATGTT GAAGCAGCTA TCATCAACTC ATACTCATAG ACAATCTAAA 1674300 
CCTGAGGTTT TAtAAAATGC CTGACATTAA ACTCTTCGCG GGTAATGCTA CACCTgAACT 16743 6 0 
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TGCAAAACGT ATTTCTGAAC GTTTATATAT TTCACTAGGC GATGCAACAG TCGCTCGTTT 16 744 2 0 
CaGCGATGGA GAAATTCAAG TTCAAATTAA TGAAAATGTG CGTGGTGCGG ATGTATTTAT 16744 8 0 
CATCCAATCA ACTTGTGCGC s AAC CAATGA TAACTTGATG GAATTGGTTG TGATGGTAGA 16 7 4 540 
TGCGTTACGT CGCGCATCTs CTGGTCGTAT TACTGCCGTG ATTCCTTATT TCGGCTATGC 16 746 00 
TCGCCAAGAT CGTCGTGTTC GTTCTGCTCG TGTGCCTATT ACCGCTAAAG TTGTGGCAGA 16 7466 0 
TTTACTTTCA ATTGTTGGTA TTGACCGTGT CTTAACCTGT GACCTACACG CAGAACAAAT 16 74 72 0 
CCAAGGTTTC TTTGATGTTC CCGTAGACAA CGTATTTGGT TCGCCAGTTT TAATTCACGa 1674 780 
TATTTTGAAA AAATCTGATC TTAAAAATCC AATTGTTGTT TCCCCAGATA TTGGCGGCGT 167484 0 
TGTACGTGCT CGCgCTGTCG CTAAATTATT AAATGATACG GATATGGCTA TTATTGACAA 16 74900 
ACGTCGTCCA CGTGCAAACG TAGCACAAGT GATGCATATT ATCGGTGATG TTGCAGATCG 1674 960 
TGATTGTATT TTGGTTGATG ATATGATTGA TACTGGCGGT ACGyTTTGTA AAGCGGCAGA 16 7 5020 
AGCATTAAAA GAACGTGGTG CAAAACGTGT TTTTGCTTAT GCAACTCACG CCGTTTTCTC 16 7 5080 
TGGTGCAGCA GCCAAAAATT TAGCCAGCGA TGCCATTGAT GAAGTTGTAG TTACTGACAC 167514 0 
GATTCCTCTA TCAGAAGAAA TGAAAGCGAT CGGTAAAGTT CGCGTGcTTA CGCTTTCTTC 16 7 5200 
CATGCTGGCA GAAGCTATTC GCCGCATTAG CAACGAAGAA TCTATTTCTG CGATGTTTAA 16 7 5260 
CTAAATTAAA ATTTCAATAA AAAATACCGC ACTTTTATTG CCAAAGTGCG GTATTTTTTT 16 75320 
ATTTACTTTA TTTAACTGTA TCTACTTTAT TCAACCgTAC ACGCGCAAAT TTTCGTTTAC 16753 80 
CCACTTGGTA AACATTTGTA CCTTTCGGTG CATTGTCTTT TACGTTATCG ACTTTTTCAC 16 7 5440 
CATTGATTTT TACACCGCCT TGTTGAGCAG AGCGAATCGC TTCAGAAGTG GAAGGAACAA 167 5500 
GACCTGCTTC TTTTAATAAG GTGGCTAAAC CCATTTCGCC AGAGAACGTA AATTCAGGCA 167 556 0 
TTT CATCAGG CATTGCGCCT TTTTGGAAAC GGTTAATAAA TTCTTGTTCT GCAGCGTTTG 16 7 5620 
CTGCCTCTTC ATTGTGGAAA CGTGCAATTA ATTCTTTTGC TAGTAAGATT TTGACATCAC 16 75680 
GAGGATTTTT GCCGTTTTCT ACTTCCGATT TTAATTGTGC AATTTCGTTT AATGGACGGA 16 7 5740 
ATGAAAGAaG GTTATACCAA TCCCaCATGA GTTCATCAGA AATTGACATC ACTTTACCGA 167 5 800 
ACATATCGCT TGGTGCTTCC GTTACGCCAA TATAGTTACC AAGTGATTTA GACATTTTTT 16 75860 
TCTCGCCATC TAAGCCAACG AGTAATGGGA GTGTAATCGC AACCTGTGGT TTTTTGCCTG 16 7 5 920 
CTGATTTTTG TAATTCACGA CCAACAAGTA AGTTGAATTT TTGGTCTGTA CCGCCTAGTT 16 7 5 980 
CCACATCTGC GTCTAATGCA ACGGAATCGT AGCCTTGTAG TAATGGATAA ATAAATTCAT 16 7 6 04 C 
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GGATGGCAAT GGGTTGGTTG TTTCCAAAGC GTkTTTTGaA GTCGTCGCGT TCAAGCATAC 1676100 
GCGCAACCGy ATAGTTG CTT GCAAGGCGAA TcATACCtyC TGTACCAAGT TTGCTTAACC 1676160 
ATTCAGAGTT GAAGACGATT TTGGTTTTTT GTGGATCGAG AATTTTATAA ATTTGCTCTT 167622 0 
TATAGGTTTC CGCATTGCGC AATACATCTT CACGGCTAAG TGGAGGACGA GTCGCATTTT 1676280 
TgCCCGATGG ATCGCCCACC ATTCCAGTAA AATCGCCAAT TAAGAAATAG ACTTCATGAC 1676340 
C G AGTTGTTG AAATTGACGT AATTTGTTTA ATACAACAGT ATGTCCTAAA TGAATATCTG 16 76400 
GTGCGGTTGG nTCTGCGCCT AATTTTACTT TTAATGGGCG aTTTTCTTTC AGTTTTTCGA 16 76460 
TTAAATCCGC TTCTGAAAGG ATTTCATCAG TACCACGCTT TAGTTCCGCG AGAACGGTAT 1676520 
TAATGTCAGT CATTATTATT nCCTAAATTA TGTTTTAAAA GGTTTTATTA TAGGGATTCT 16 76 580 
TAGCAATTTG TGAATAAAAA AAAACGCCTA TCTGTGGGGA AATAGGCGGG AATGTTGGAG 1676640 
TGATTATCTA ATATTGttGT TGGAATGATT AGATGATAAT tGTTATCAAT AGCCTTGTCA 1676700 
ATAGTTAAAT GAAAATAAtT CCTCAAAAAA ATAATTnATT TTATATAAGA CACCGATTCT 1676760 
GTCAAAGAAA GTGCGGTAGG AATTTCATTA GAAATTTCAA ATTGTCCCGC ATAAGCATAG 16 76820 
GCTTCAACAC CTTGTTCCAT TGCTTCTTTT AATAAGCGAT CATATTCAGG AnCGATATAT 167688 0 
TCCGCAATTT TGAAACGATC AAACCCATTA TGTAACCCAG CAAATAGTAC CACTGCTCGA 16 76 940 
TGACCTTGTT TTTTCATTGC CAATAACTCT CGAACATGTT TTTGCCCCCT TGTAGTAACC 1677000 
GCATCGGGGg ACATACCTAA ATTGCCTTTT ACAAGCGTGA TTGATTTCAC TTCTACATAA 167706 0 
CAATCAAGCA AGCCTTCGCC TTTTAGTAAG AAATCAATTC GGCTATTTTC CTCGCCGTAT 167712 0 
TTCACTTCAG GGTAAATTTC ATCATACATT GCCAATTCTT TGATTTGCTT ATTTTGCAAT 167718 0 
GCTTCAAAGA CAAGCTGATT AGAACGATGC GTATTGATAC AGCAAAGCTG TCCATTTGCG 1677240 
AGTTGAGTGA GTTCCCAAGA ATGGGGATAT TTACGAGTTT GACTATCAGA ATGTGAATAC 1677300 
CAAATTTTAT CGCCTTTTTC ACCGCATCCA GTCATCGCAC CTGTATTGGC ACAATGAATT 1677360 
GTCATAACAT CACCAGTTGG CAATTCAATA TCCGCAAGAA ATCGTTTGTA ACGACGAATT 16 7742 0 
AATGTCGCCG ATTGTAAAGC TGGAAGTTGC ATAAAGTTCC TTATTTAAGT TTTTCTAAAC 16 77480 
GTTGTAAAAT AGCGTTGTCG TTCATAGCTT GCATTTTTTT CATTCTCAAA GAAAGTAAGA 16 7754 0 
ATGCCGCAAA AGTGAG CGAG ACCACAAAGG CAATCCAGAA ACCTTTCGCA TCAATGTGTG 16 77600 
GCACAAGCCA ATCTGTACGA CCTAGCGTAT AACCAAGTGG CACACCAATT ACCCAATAAG 16 77660 
AGAAAAGGGT AATGTATAAA ATGACTTTAG TATCTTTATA ACCACGTAAA ATACCAC CAA 1677720 
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CC AC CATTTG AATGGTATCT GAAAATTGAT AAAGTGCGGC AAATAATAAT AGATTTGCTG 1677780 
CCATGGCGAT GACAATTTCA TCTGTCACGA AGATCGATGC AATTT CAT AA CGGAAAAAAa 1677840 
TCGTAATTAA TGCAGTAACA ATTGTCACAG TTAGCCCTAA TAATAATGCG GCATAGCcAA 1677 900 
TTTTCTTCGC ATTTTGTGGA GAACCTGCAC CCAATGCTTG TCCAACTAAA ATCGTCGTTG 1677 96 0 
CCATACCAAT CGACATAGGG AACATAAAAA TAAAAGAACT AGTATTCAGC GTAATTTGAT 1678 020 
GGCTTGCCAC AATAGTTGCA CCCAGCGGAG AAAGCATTAA GGACGTAAGT GCATATAACG 1678080 
CCACTTCGCA ACAAATTGCA ATGGCAATGG GTAATCCTAA ACGCAGTAAT TTTTTAAGTG 1678140 
TTTTCGGATT TGGCATTTCA ATTAATTGAC TAAATACTTT TAGTGAACGT TCTTGAGTAT 1678200 
TCGTGTAGGA ATAGAAAATC ATCATTAAGC ACATTGCCCA GTTCACAATA GcTGTCGCAA 1678260 
TACCACAGCC CACCGCACCA AAAGCAGGCA TACCAAATTT TCCATAAATA AAAATGTAAT 1678320 
TAAGCGGAAT ATTAATCAAT AAACCTAAAA AGGTAATGAC CATCGCAGGC TTGGTTTTCT 1678380 
CAATCCCATC ATTTAAACAA CGAAAATTAA TCAGCATCAA ATAAGCTGGC AATCCCCACA 1678440 
ACATCGCGTG TAAATAATCG CGTGCTAAAT CTGACATTTT GCTTTCCATT TGCATATATT 1678500 
GCAGCGGAAT TT CAC AG AAA TAAATCAGTA AACCTAAAGG AATACTCACG CCTAACACAA 1678560 
GCCAAATGCC TTGGCGAACT TGATGTGCAA TGCGATGGTG TTGGCCTGAA CCATTCAAAT 1678620 
AAGAAATTGT AGGCGGCAAT GCCAACAATA AACCTTGCCC AAAAAACATC AATGGCATCC 1673680 
AAATTGAAGC ACCAATAGAA ATGGCTGCCA TATCAGTGGA ACTCACTCGC CCCGCCATAA 1678740 
TGGTATCCGC TAATCCCATT GAGTTTTGTG CGATTTGTGC TAATAAAATA GGCAAGGaAA 1678800 
TTTTaATCAA CTTTTTAATA TCAGCGTGGT ATTGAGATAA AAGACGAAAA TT CAT AAATT 1678860 
TGATATACTG CTAAAAATTT TTAGAAAAGG AAAAAATTAT GTTTACTGGA ATTGTACAAG 1678920 
GCACCGCCCC CATCCACTCC ATTAAAGAAA AGGCTAATTT TAGAACACAA GTGGTAAAAT 1678980 
TACTACCTGA AATGCGTAAA GATCTGGAAA TTGGCGCATC AATAGCAAAT AACGG CGT AT 1679040 
GTTTAACTGT AACTGAAATC AATGGTGATC TGGTTAGCTT TGATCTGATG CAAGAAACTT 1679100 
TAAAAATTAC AAATCTCGGC ACAGTAAAAG TGGGCGATTA TGTGAATATA GAACGTGCTA 1679160 
TGCAAATGGG AACGG AAATT GGCGGACATT TATTATCTGG TCATATTTAT TGCACCGCAA 1679220 
AAATTTCAGA TATTATCGCT AGTGAAAATA ACCGACAAAT TTGGTTTGAA CTGCCAAGTG 16792B0 
CGGATGTGAT GAAATATATT TTAACGAAAG GATTTGTTGC GGTAGATGGC ATTAGCCTCA 1679340 
CTATTGGCGA AGTAAGAGAC ACTCAATTCT GTGTAAATTT AATCCCTGAA ACTTTACAAC 1679400 

-77.1001- 

ci iRQTm 1TE SHEET (RULE 26) 



WO 96/33276 PCT/US96/OS320 

GAACCTTAAT GGGGCGGCGT AAAGTGGGCG ATATTGTGAA TATCGAAATT G ATC C AC AAA 167 946 0 
CGCAAGCTAT TGTAGATACG GTAGAAAATT ATTTGCAGTC AAAAAATTTC TAGTTCATTT 1679520 
AAAAATATTA AGCAATTGAA TAAAGTGAGA ATGGGCATAA AGCCTATTCT CACATCATCA 1679 58 0 
AGTGTTACTG CAACGCTTTC TCAATTTTTT CAAATAAATC TTTTGAAAGA TTTTCTACAA 1679640 
CGCTTAGGCG TTCTAAAGCA CGTTTCATCA GCGTTTGGCG TTGGGCATCA AAGCGAGAAA 16797 00 
AACGAATTAA TGGCTCGATT AAACGCGCAG cCACTTGCGG ATTACTTTCA TTTAAACGGA 167 976 0 
TTAACACATC CGTTAAGAAA CGATAGCCTG ATCCACTTAC ATTATGGAAT GCTTTTAAGT 1679820 
TGTGATTTGC AAAGCTACCT ACTAATGAAC GTAAACGGTT TGGATTATTA AAATTAAAAC 1679880 
TTGGGTGATC CATTAATAAC TGAATAATTT CCAACACATT ATCATCTGGG CGAGTGGCTT 1679940 
GTAATGCAAA CCATTTATCC ATGACTAATC CATCGTGTTG CCATTTTTGT TCAAAATCAG 1680000 
CTAATAACAC ATCTCTGCAA AGTAATGCAG CTTTAGTTGC AACACTTAAT GCCGCCAATG 16 80 060 
TATCTGTCAT ATTATTCGCA TTATTGTAGT GTTTTTGCAC TAGGTTATTG CCCAAATTGG 168012 0 
TGTAAGCCAA ATAAGTTAAA CAAAGATTAC GCATTACACG TAAGGCGATG TCTTGTTGCG 16 8 0180 
TAACTTGATA ATCATTAAGA CGAATATGGG TATAAACACG CAAGAAATCA TCTTTTAAAG 16 80240 
ATTCTGCAAT TTGAGCTTGC ATAAATGCTC TTGCGGCTGA AATACCaTCA GGATCGATGG 1680300 
TTTTAAAACT TTCTGCAAAC TCCATTTCTT TCGGCAGTGT GAGAATTAAG GTTGCCAATT 16 80360 
CAATATCTTT CTCATAATGG TTCAGrACAT AAGAAAGTGC GGTCAAAATT TCAGGCGAAA 1680420 
TTTCTAAAGC CTCGCCTTGT TGGAAACGCA CAACATTACG ACGCAATTCT TGCGCAAATA 168 0480 
ACATTTGAGC CGCATCCCAA CGGATAAATT GATTATCTGC AAATTTAAGC AAGCCTAATA 16 80540 
ACTGCTCCGT TTTATAATCA TAATCCAGTT TTACTGGCGC AGAAAAATCA CATAGCAATG 16 80600 
CGGGAATTGG GCGACCATAA ATGCCATGAA ACTCAAAGAC TTGGTCTTTT TCAGTGACAT 1680660 
TTAATACATC ACTCAACAAT TCGCCATTAT GTTGTAGCAT TTGTTTCGTG CCGTTCGCAT 168072 0 
CATAAAGCGC CACTTTTAAT GGAATATGTA AATTCACTTT TTCCATTTGA TCTGCGGTTG 16 80780 
GCGGTGTGGA TTGTGAAACC GTTAAACGAT AAGTATGCGT TTTTTCGTCA TAAGCATCAC 1680840 
TAATCAATAA TTCTGGGGTA CCCGATTGGC TATACCAACG GCGGAATTGA TTTAAATCGA 16 8 09 00 
GG TTATTTGC ACGTTCCATC GCAGAAACAA AGTCTTCACA GGTTGCCGCT TTGCCATCGT 1680960 
TTTCAGCAAT ATAAAGTTGC ATGCCTTTTT GGAAACCTTG TTCACCTAAT AAGGTGTGCA 1681020 
AC AT AC G AAT GACTTCTGCC CCTTTTTCAT ATACTGTCAC CGTGTAAAAG TTATTCATTT 16 81080 
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CAATCACTTT TTCAGGGCGA ATTGGGTGCG ACATTGGGCT TGCATCTTCG G CAAATTG C A 168114 0 
CGGTGCGTAA AAATTTCACA TTATTAATGC GATTCACGGC ACGCGAACCT GTATCTGAAG 16812 00 
AAAATTCTTG ATCACGGaAA ACCGTTAAAC CCTCTTTCAA ACTTAATTGG AACCAATCTC 168126 0 
GGCAGGTTAC ACGGTTTCCT GTCCAGTTAT GAAAATATTC GTGAGCAATC ACACTTTCAA 168132 0 
TGGCAAGATA ATCATCATCG GTTGCCGTTT GTGGATTTGC CAACACAAAT TTGGAATTAA 16 8138 0 
AGATATTTAA CCCTTTATTT TCCATTGCGC CCATATTGAA GAAATCGACG GCAACGATCA 168144 0 
TATAAATATC TAGGTCATAT TCTAAATTAA AGCGATCTTC ATCCCATTTC ATCGCTTTTT 1681500 
TCAGACTTTC CATTGCCCAA GTTGCACGGT TAAGATTACC GCGATCCACA TAAAGCTCTA 1681560 
AAGCCACTTC ACGACCACTT TTAGTAATAA ATTTATCTTG TAATAAATCA AAATCTCCCG 16816 2 0 
CCACTAAAGC AAATAAATAG CTTGGTTTTG GGAAAGGATC ATTCCATTCC ACCCAATGGC 16 816 80 
GACCATCTTC TAATTCGCCA CTTGCAATGC GATTACCATT CGACAGTAAG AATGGATATT 16 8174 0 
TGGTTTTATC TGCCGTAATT TTGGTTATAT AACGCGCCAG CACATCAGGA CGATCAAGCA 16 81800 
TATAAGTGAT TTGACGGAAA CCTTCCGCCT CACATTGCGT ACAAATACCC TCGCCAGACT 16 8186 0 
GATATAGCCC TTGTAATGAC GTATTTTCGG CTGGCACAAG GAACGTCACA ATTTCAATCT 1681920 
CAAATTCATC CGCACTTTTG TCTTTTAAAT CGAGCGTTAA ACTCTCGCCA TCTTGTTGAT 16 81980 
AATCAGAAAA TGGCTCGCCA TTAAATTTAA TAGAAGAAAA CTGGAAGCTA TGCCCGTCTA 16 82040 
AACATAAAGA AGTCGCTTCA TTATTTAAGC GTTGGAATTT TGTGATTGCG GTTACCACAG 1682100 
TATGTTTAGG ATCAAGTTGA AAATCTAAAT AAATATCTGT GACCGTAAAA TCTGGTTGTT 16 82160 
TGTAATCTTT TCTATATTTT GCTTTGGCTA ACATAATTTG ACCTATTCTT ATAAAAATTG 16 82220 
TGCTTAGGAT AAAATTTTAT CCTTAAAGTT GCAATGGTAT TTTCCTATAA AAGCCATTTA 16 822 8 0 
GCAAACGTTT GCCTGATATA TGTAAGATGT GCTATTCTAC GCCACGTTTT TAATTAGAAA 168234 0 
ATTGAGAAAA TAGCATGTCA AAAACTGCAC AAATTGCCGT TGTAATGGGT TCCAAAAGCG 16 824 0 0 
ATTGGGCTAC TATGCAAGAG GCAACTCAGA TTTTAGATGA ATTAAACGTG CCTTATCATG 1682460 
TGGAAGTCGT CTCGGCTCAT CGTACGCCTG ATAAACTTTT TGAATTTGCC TGAAAATGCA 1682520 
CAAAAAAATG GCTATAAAGT AATTATTGCT GGTGCAGGGG GGGCGGCACA TTTACCCGGT 16 82 58 0 
ATGATCGCAG CGAAAACACT TGTGCCAGTG CTGGGGGTGC CAGTAAAAAG TTCTATGTTA 16 82 64 0 
AGTGGTGTGG ATAGCCTTTA TTCAATTGTG CAAATGCCAA AAGGGATTCC TGTCGGAACA 16 8 2 700 
TTAGCGATTG GCCCTGCGGG TGCGGCAAAT GCTGGGTTGT TAGCAGCCCA AATTCTAGCA 16 82 76 0 
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GGTTGGGATG ATGCGTTATT CACTCGCCTA 
GTATTGGACA ATCCTGATCC ACGCACATAA 
AGTGCGGTTG TTTTTTTCGT AAATTTAACG 
CCAACGGTTT ATGTACTCGG CAACGGACAA 
CCTTTAGATA TTTATGTTGA ACCCTTAGCC 
AATG CGATCA TCACGGCGGA AATTGAACGC 
GGCAATCATA AAAACTTCGT CAATCAACAT 
CAAAAATCCT TACTTGATGA ACTGAATCTT 
AAAAATCAAT GGAATGATCT TTTCCAAACT 
ACAGGTGGAT ATGATGGACG AGGTCAATGG 
ACCGATGATT TATTTGGTGA AGTGATCGCA 
TCTATTGTAG GCGCAAGGTT TAAAAATGGC 
CTGCAACAAA ACGGTATTTT GCGTTACAGT 
GTACAACAAA AGCAAGCAGA AACAATGCTC 
GGTGTGATGG CAATGGAATG TTTTGTTGTA 
CCTCGTGTAC ATAACAGTGG ACATTGGACA 
TTACATTTAC GTGCGCTACT CAATTTGCCA 
GTAATGATTA ATTTAATCGG CACCAATCAT 
CAACTTCATT GGTACGGTAA AGAAGTGAGA 
TCCCATCCTA ATAAAGCGGT CATTATTCAA 
GAAGATTATC AATCAGGATT AAATTGGGCG 
CCGCACTTTT TGATGAATAT TTAAAAATAT 
CTTGATAAAA TAAAATGACT GAAGTATAAA 
AAAGCTATGT TTGAACATAT CAAAGCGGCA 
GCATTTAAAT CCGAAACTCG CGAAAATAAA 
GCGCAAGGCA CAACCCCAAT TATGCACGCG 
AAGGAAAAAA CCAAGAATTA TCTGACTATC 
AAAGCACTCC TTTTCGGTAA AGATTCTGAA 
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CAAGCATTCC GCGAAAATCA AACCAATATG 16 82 82 0 
AAACATCTTT AGATCTGACC GCACTTTTAA 1682880 
AGAAATATTA TGCAAAACTC CACCTTATAC 168294 0 
CTCGGCAGAA TGTTACGTTA CGCTGGTGCA 16 83000 
TTCAATGCAC CAGTTTTTGA CTTACCTGAA 1683060 
TGGGAAAAAA CGCCTTTGAC TGAATTACTC 1683120 
ATATTTGGAT TATTGGCAGA TCGTTTTACT 16 8318 0 
TCTACCTCGC CTTGGTGTTT ATTAAAAGAT 1683240 
GTTGGCGAGA AAGTCGTCGT TAAACGTAGA 16833 00 
ATTATCAGAG ATGAAAATAG AGCGGACATC 168336 0 
GAAAAATTTA TTCCTTTCGA TTATGAAGTA 16 8342 0 
GAAAAGCGTT TTTATCCCGT TACACATAAC 16834 80 
GTGGTTGATT GTGCTTTTCC TCAACAATCC 1683540 
GGCAAAATTA TGGATAAATT AGGCTATGTG 16 836 00 
GGCGACAAAT TACTGATTAA CGAACTTGCG 1683660 
CAACTAGGAT GCTCGATTAG CCAATTTGAA 1683720 
ACGCCTGAAT TACAAACATT CGCCCCAAGT 1683 780 
AACCCTAAGT GGCTTAACAT ACCTTTTGCA 1683840 
ATTGGACGTA AAGTTGGGCA TATCAATCTT 1683 900 
CAATTAGAAA AGCTTTGCAC TGAATTACCA 1683960 
ATTGAAAAAC TAAAATAATG TAAAAAATGA 1684020 
CAAAGCGTGG TTAATTTTTA TAAAATCTTT 1684 08 0 
ACTATTCATC ACACAACACA TACATAAGGA 168414 0 
CCAGCCGATC CAATCTTAGG CTTAGGCGAA 168420 0 
ATCAATTTGG GTATTGGCGT TTATAAAGAT 168426 0 
GTAAAAGAAG CCGAAAAACG ATTATTTGAT 1684320 
GATGGTATTG CGGATTATAA CGAACAAACA 1684 38 0 
GTCATCCAAT CTAATCGAGC AAGAACAGTA 16844 4 0 
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CAAAGTTTAG GCGGAACAGG TGCATTACGC ATTGCGGCAG AATTTATTAA ACGCCAAACT 1684500 
AAAGCACAAA ATGTTTGGwT CAGCACACCA ACTTGGCCAA ACCACAATGC GATTTTCAAT 1684560 
GCTGTCGGTA TGACCATTCG TGAATATCGT TATTATGATG CTGAACGCAA AGCCCTTGAT 1684620 
TGGGAACACT TATTAGAAGA TTTAAGCCAA GCAAGCGAAG GCGATGTGGT GCTTTTACAC 16846 80 
GGTTGTTGCC ATAATCCGAC TGGTATTGAC CCTACTCCAG AACAATGGCA AGAATTAGCC 1684740 
GCACTTTCAG CTAAAAATGG TTGGTTGCCA CTCTTTGACT TTGCTTATCA AGGTTTAGCC 1684800 
AACGGATTAG ATGAAGATGC TTATGGTTTA CGTGCTTTTG CAGCAAACCA CAAAGAATTA 1684860 
TTAGTGGCGA GTTCATTCTC GAAAAACTTT GGTTTATATA ATGAACGTGT TGGTGCATTT 1684920 
ACCCTTGTGG CAGAAAATGC AGAAATTGCA TCAACCTCAT TAACCCAAGT AAAATCAATT 1684980 
ATTCGCACCC TATACTCTAA CCCAGCTTCT CACGGCGGGG CGACCGTAGC AACAGTATTA 1685040 
AATGATGCTC AACTTCGCCA AGAATGGGAA AATGAATTAA CTGAAATGCG TGAACGCATC 16 8510 0 
AAAAAAATGC GTCACTTATT CGTTCAGTTA TTAAAAGAAT ATGGTGCAGA ACAAGATTTC 1685160 
AGCTTTATCA TTGAACAAAA CGGTATGTTT TCTTTCAGTG GATTAACAGG GGAACAAGTG 16 8522 0 
GATCGTTTAA AAAATGAATT TGCCATTTAC GCTGTTCGTT CTGGTCGTAT CAACGTAGCT 16 8528 0 
GGAATCACAG AAGATAATAT TCGCTATCTA TGTGAAAGTA TCGTGAAAGT ACTTTAATTA 1685340 
GAGTTAGAAA TCATCTCTAA CCTAAAATAG AGCAAATATA AATAGTTAAA GCCTTGATTA 1685400 
TCAAGGCTTT AATTTTATCT AATCATTAAC AAATTCTCGG CAATGGTTCA TTTGTTGGTA 1685460 
AATCTAACAA TCGACTTTGT CCAAAAATGC CTACTAAACG CACTTTTTTA TCGGTTATTA 1685520 
CTTCACCAAT CACAGCCGCA TTTTTACCTA ATGGATATAG AAATCATAAA CTGATAATTT 1685580 
CTGTGGCTAA TTCGTTAATA AATCCATGAT GATGGGATGA AATCAAAATG GGTAAGGAAA 1685640 
GTTCTCGCAA AAGTGCGGTC AATTTTTCAG TATTTTTTCG ATCTAATCCA TTGGTGGGTT 1685700 
CATCTAATAA TAAGATTTTT GGCTGCATCG CT AAG AC AC C TGCAAGTGCG GTAAAATTTT 1685760 
TCTCACCACC AGATAAGGTA TGTACCATAC GATCTTTTAA ACGTGTGATA CCAAGACGTT 1685820 
CTAATTGCTG CTCTGCGATA TGATACGCCT GCTCTCTAGG CACATTTTGG TTTAATGGCC 1685880 
CGAAGGCAAT ATCATCCAAT ACTGTTGGGC CAAAAAGTTG ATCATCCGCA TTTTGAAAAC 1685940 
AAATGCCAAT CGTGCCACGA AATGGCGCAA AATCTTTTTC TTTACGACAA ACTTTGCCAA 1686000 
ATAGTTTAAT TTCCCCTTTG GTTACAGGAA CAAATCCCAA CAAAGCAAGC AGTAAAGTGG 1685 06 0 

rrrrrccTGA accaatttcc ccttgtacga aaaggcgttt ttgaccttcc aaggtaaaac 1686120 
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TCAAATCTTG AATAATCGCT CTACCATTGC GTTCTATACA AAGATTATTT ACAGCTAACA 16 86180 
TGTTATTTTT CTCTCTTTTT GCCGAACTGA AAACCACGAC ATTTTAACGC CATTTGCGCC 16 86240 
GTTTCAGCTT TCAGCAGGGC ATGAATCAAT AATAAAGCGA CACTTTGAGC AGTCACATAA 16 863 00 
AGAGTTCGGC GATTAAGCCG AGGACGAAAT CCACGAGCGC GCATGGCAAT ATCCATTTTT 16 863 6 0 
TGACGCAATT CTCCAAGCAG TGCAATGTAA CGTACGGTCA GCACAAAAAG TTGAATTAAT 16 86420 
TTTTCTGGCA AAGG C AATTT GCCAATGGCT TGGAACAAGC ACCGCATCAT TAATATTCCA 16 864 8 0 
TAAAAAAAGC CAAAGAGAAA TCAGCAATAA ATGAGTCCGT AAACTCAATT TTTCTGCTAA 16 86 54 0 
TTCTATACCT TGAAAATTGA GTTCAATGCC ATTTTCTCCA ATTTTCCAAC TTAATGTCGC 16866 00 
CC AC ATT AAA ACAATGAAAA TGACTAAAGC AAACCAACGT TTAAGATAAG GCAAAAAAGA 1686660 
TTTTTGACTG nACTGCAGTG AAATAAAAAA GAGAGAAACA GnAAGCACAT TAAGGGGGAT 168672 0 
AAGCCAAGTG AGATCACTTA ATCCACTAAT GATTAGCCCC CAGATAAACA GATAAATCAA 1686 78 0 
CCTAAAGTGC GGTTGAAATA AGTGATGAAT TTTCATTAAG AGAAATTCTC GGTACGATTC 1686840 
ATCACTTCAG GATACATTTT ACCAAGCAAG GTAATCACCC CTACGCTGAT AATACTATCC 1686900 
AAAATAAATA CCGGAATATG AGAGACTAGC AAGAGCCAAA CAAGATTCAG ATAACTTTTT 1686 960 
CCACCATCTA ACATCAGCAC AAAAGAAGCA AGCGCGCCTG CCCCGCCAAC GCCAATTACG 168 7020 
CCAGCTCCAA TACCAACTAA TAAGCGATCT TTTAATGCCA TTTGTGGCTG TAAACGAGAA 1687080 
CGGAAAAGAT AATGAGCGAT CACCGCTGGC GTTGCCATCA CACAAAGATT GACGCCTAAC 168714 0 
ACGGCAAATC CACCAAAAGA AAAGAAAATG ACTTGCAATA AAAGTGCGAT GAGGAATGCT 16 87200 
GGAAAAACAG CCCACCCAAG AAATAAACCA GCCATGCCAT TTAAAATTAA ATGCACGCTA 1687260 
CCAATTCCTA CAGGCACATG AATGGTTCCT GCCACAAAAA ATGCAGCGGC AAAAAGTGCG 1687320 
GTGAGCGGTA AACGTTCTGA TTCTAAACGA CGTAACCCCA CAGCAATGCC CGCAACAGCA 1687380 
AGCACTGCAC CAGCTAATAA AATAGGCGTA TGTAACACGC CTTCAGATAA ATGCATTAAA 168 744 0 
TACGTCCTTG TTTAATTTTA CGCGCATTAC GTAAAGCAAT AAGTCCAGCA ATACCAACGA 1687500 
TATAACCGAT TCCGCCTAAA ATATCATGCA AATAAATTTT ATCTTTTAAA TGTGCAATAT 16 8756 0 
CTTCACGAAG CAGCATTAAA TCTGCACCGC TTTGATTTTC TGCAGATGTA TGAGCGGCAA 1687620 
CAACGGACGC ACGGTGTCCT TCATCGCCTT CCACCACCAC TTTTAAGGTT GTGTGTGGCA 16 8 76 80 
CATCAGCAAT AGAAAGCTTA AATACACCTT GGCGGTCTGT TTTTCCAGTT AAAACGGGAT 16 B 774 0 
CAGAAACACC TGAGCGGAAA ACTTCTAAAT AAGTTTCAGC TGCTGGGGTC ATATCAGAAT 16 87800 
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AATAGGATTT GCCAGAGAGT GTTTGCCCAT CATATTGGGC AAACACATAA AGTGCGTGGG 1687860 
CATAAGCATT CGGGAGATAG CAAGCCGCAA AAAGTGCGGT TAAAAAAGCA AATTTTTTCA 1687920 
TCCCAAATCC ATATTATTGT GCGTCAAAAG TTAGCATATA TTCCACAGTT CGACGATCGT 1687 980 
AATCCGCATT ATTTGTTACT TTTTCCTCAA ACTCTGCCCA TACTTTGTTG AAGCCTTTAG 16 88040 
TTGGCGTAAA TTGAGCGATA CCTTTTTCAT TAGTTAAATT GAACGGTGCA TCTTCACTCA 1688100 
CACCCACTTT AATGCCTTGA ACGGGTTTAC CATTATGTAA CACAAGGATA GAAAGTGGTT 168 816 0 
TATTCGCTTG TGCTTTTTCT TGAGGAATCA ATTCGTAAGC TTGTTGATGA GATTTGAAAG 168 8220 
ATT CAG CATC CCATTTCAAA ATCGCTTTAC CAAATTTAAC AGGATTGGTA CTAAATTCTG 1688280 
CTGTTGGTTC TTCACGTTTT GTTTTTTCAA CGTATTTACC GCTTGGTAAT TTTGACCATA 168834 0 
CACCATTATC GAAATGAACG AATACTAAAT CTGATTTAGG CATAAGATAG GCTTCGCCAT 16884 0 0 
TTCTGAATTG GTAATCAACG GCAGTTAATT TGCCTTGCGA ATTTAAGGCT TGGATAGATT 1688460 
TAAGTTTAGA TTCTGGATAG GTTTCAGTTT GTTCATGTCC AAATTTCACC ACGTATTCAT 1688 520 
CTTGCGATGA AGCAGGCTCA AGCCAAACAT TGTGTGCGTT AGCAACAGAC AT AC CTAAAA 16 8858 0 
GTGCGGTTAA TCCCACAGCG ATTTTTTTCA ATTCCATTTT GGATACTCCT TGTTTGTTTA 168864 0 
AGAAAATCTA GGCGTATGAT AAAATATGAA GTAACTTTAG AATCAAGTCA TTTTTTAAGG 16887 00 
AAATTGATGA AAATTGGAGC ACTTGCTAAA GCCCTAGGCT GTACCGTAGA AACCATCCGT 1688760 
TATTATGAAC AACAAGGTTT AATCCCGCCC CCAAAACGCA CTTCAGGCAA TTTTCGGCAA 1688 82 0 
TATAATGAAG AACATTTGCA ACGTTTATCA TTTATTTGTA ACTGCCGAAA TTTAGATATT 1688 88 0 
TCATTAAGTG AAATAAAAAG CCTACTGAAT TTGGAAAATG CCTCCAAACA ACAAGCAGAA 1688 940 
GAAATTAATC GTGTGTTAGA TAAACACATT AAAGAGGTGG CAACAAGGAT TCACGnACTC 168 9000 
GCCCATTTAC GGATGAAATT AATTGAATTA CGTGAAAAAA CAGTCTCGAA TGATGAAGAT 168 9C6 0 
CCAATGAAAT TGCTATTGCA ACATAGTGGC GTAAAATTTG TGCGATTAAA ATAACCGCAC 168 912 0 
TTTTAGATTA TGGCTGACTA GATAAACGCT GTTTTGCTTC CTTATTGCCT AATTCAGCGG 168 918 0 
CTTTCTTCAG CCATTCCAAT GATTTTTTCA GGTTGGTTTT GTAAGCGATA AATATTACTT 16 8 9240 
AACATCATCA TCGCATCTGT ATCTTTAGCT TGCGCTGTAC GTTCAAAAAG CTTAATGGCT 16 8 9300 
TGCTCTGTAT TTTGTTTGAC GTAATCGCCA CGTAGATACA TAACGCCAAG GTTATTTAGC 16 8 936 0 
CCTTTCACAC TGCCCTTCTC TGCCGCTTCG CTAAACCACC AATAAGCCTT TTCATAGTCT 16 8 9420 
CTCACCGTGC CACGCCCAAG GTTATATAAC ATACCTAGAT TGCTTTGAGC CGTTATATTT 16 8 9480 
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CCTTCTAACG CCATTGGATA CATAATATTG AAAACGTCGA TCCATTGTTG TTTATTGGCA 16 8 954 0 
AACTCTTGTG CCAAATTCAT TCTTGCTTGA TCATCCATTT TCGGACTCGC TGTAACATCA 168 9600 
ACGGTTTTCA XTGCCCAAAT AGGCAAACTA AAACAAAGTA ATACTATATG AAAAAATAAC 1689660 
TTCAGTTTCA TTTACAAGGT TGCTACTAAA AGTAAAATAA AAAACACGGC AGTAATCGCA 168972 0 
AATTCGATTA GTCCAACTTG CATAACAGAA AGCTTTTTAG TGGGCAAATA AACGGCTCGC 1689780 
ACTAATCCAG GCACAAAAGC TAATGCTAAA ATAAATTGTT GCGAAACCAC AAAAATCAGC 1689840 
G C AC AT AAT A AGTGAAAAAT CACTGATGCC CAAAAATAAC GTGGATTTTT TCGTTCACGC 1689900 
ATCATTGATT TTACATAAAG TGTTGTTCCA ATAAAAAATA ATGTTGGATA AATCGCCACC 168 9960 
CAAAGTATTT TTTCATCAAA AGTTCGGTCA GAAAAGTAAT AGGATCCCAT TCCAGCTAGA 16 90020 
GCAAAAATTA AGATCCCTGC CAAGTCATTC CATAAATTGC GCTCATCTTT TTTCTTGGTG 1690080 
AAATAAATAT TCACCGCAAC AAACGGTAAC ATGGCAAACA TAAAATACAA CACTTGCCAA 1690140 
TTATAAATTA ACGCGGGAAT CGCAAAAATC ACTGCGGCAG CAAAATAAAT CACAGACCAT 16902 00 
TT TTT AT AT A ACTCAAGATT TTTACCTTTA AACAAATTCA AAAAAGGATA AGTCATCAAA 16902 6 0 
TAAAGCGAAA ACCATCCTAA TAATAAAAAG ATGTGCGCCC ATACAGGATT CGCAAGTAAC 1690320 
ATGCCGTAAA TAAAAGGCAC CAATGCCATA ACAATAGCAC CGTACTGATT AGAAATAAGC 1690380 
AGTTTCATAA TAATTAAATA ATTGAGAATA ATTGTCGGGT ATTTTAGCCT AGTAAAGAGG 16 90440 
ATTTTACAAA GCAGTAAAGG CTATTTAGAA TAGAAGAAAA CACCCCAAAG GAGAACCCTA 1690500 
TGACAATTCA ACGCATTTTA CCCAGTGCAC GTTTAAGTGA AGTTTCAATT CATAACAACC 1690560 
TCGCCTATTT TGCAGGGCAA GTTCCAGAAT TAACCATCGA GCAAAATGCC TACGAACAAA 1690620 
CCAAAGAAGT ATTAGGTTTA ATTGATAAAT TGTTAGCAAA AATTGGCTCC AATAAAAG C A 16906 8 0 
ACATTTTAAC TGCGCAAATT TTCTTAGCTG ATATGAAAGA TTATGCACAA TTAAATCAAG 1690740 
CTTGGGATGA ATGGGTCGAT CATGTTAGCC CACCAAGTCG AGCGACAGTG GAAGCTAAAT 1690800 
TAGCGGATCC TCATTGGAAA GTTGAAATTG TTATTATTGC AACTTGTTAG TTTTTTAAGC 16 90860 
CGAATAAACA GGAGAATATT ATGGAAAATT GGACCAATGA AATTTGGGTA GCAATTGGCA 16 90?20 
TCGCTTTTAT TGTTGGATTA TTTATTGGTT ACATTATTGT GCGTTTAACC AAAGGATCCG 1690 98 0 
TAAAACATCA AGCTAAAACA GAAGCTGAAT TAAAAACAGT CAAAACCCAA CTTGATACAC 16 91040 
AAAAGGCGCA AATCGAAAAA CATTTCGCAG AAAGTG CTGA GTTATTCAAA ACCTTAATTA 16 91100 
ACGATTATCA AAAACTTTAT CGCCACTACG CAACCTCTTC CAATAACTTA CTGGGCGAAA 16 9116 0 
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AAGATCAAAA AGGTTTATTT ACCCAACAGT TAATTACTGC AACAGATAAA TCTCAAAATG 16 91220 
AACAGCCTAG AGATTATTCG GAGGGTGCAT CAGGCTTATT TAAAGAAAAT AAAGAAGAAA 16 912 8 0 
ATTAAAAAGT aygGCTAAAA ATAGAAATAT TTTTAGCCGT TTATTATTCT ATTATTGCGT 16 9134 0 
TGATTTTTTA GATTTTTTCC ATTTCCAAAA AAgAATAGTA CAAGTAcCCA AtAAATATAT 16 914 00 
AAATCACAAT TTG AC CTTTT TGAATTTGTG TATGTAGCCA ATCTAAATTT TTAGCCCCCA 16 9146 0 
ATTCCCCAAG ATAAATCCAA ATAGGTaCAG AAATAATCGC AGCACAGAAA TCTATTAAAA 16 9152 0 
CAAAACGAAC ATAACTTACA CGGCGTGTAA TACCTGATAC CATATAAATT GGAGCACGTA 16 9158 0 
AACCGGGTAA AAATCGTGCA ACAAACAGTA CTCGATTGCC ATATTGACTG AATTTTTCAC 16 9164 0 
GCACCATTCT TAAACGCTGT AATGTTACGA TTCTACGTAT TGGTCGGAAA CGTAAAATTT 16 9170 0 
TCGTGCCATA AATTCGACCA AGCCAATACA TACAGGAATC GCCAGCAAGC ACACCAATCA 16 9176 0 
TACTAACCAG TAACATCAAA TGAGAATTGA CATTTTCTGG ATAAAGCCCC GCAATGACAC 16 9182 0 
CACCTGAAAC TAATGTTATA TCTTCTGGaA TAGGTACACC AAATCCACAA ATAATTAAAA 16 9188 0 
CAAAAAGrAC AGCCCAATAA CCATATTCAG TAAAAAATCC AATTAAAAAT TCCATTTGTT 16 9194 0 
CCTGCTTTTT TATTATATTA ATAGATGTGA TAAAAAATTG GTTCACATTT TAATCTTTTC 1692000 
AAATCAAAAA GCCTAGAAAA AAGTTTGATT TGAAAATAAG GATATTCTAT AATCCACGGC 1692060 
TCTCAAGGCT TGTCyTTGAr CGGTTTTTAG GAAAATTGCk GGGyCGCCTG CGATTTyCTT 1692120 
TCTTTTAACA TTAATTTAAA GAGAACATTA AAATGGCATT TAAATTTAAC GCTGAAGTTC 1692180 
GTACAGCGCA AGGTAAGGGT GCGAGCCGCC GCCTGCGTCA CAATGGTCAA ATTCCTGCAA 1692240 
TCGTTTATGG TGGTAGCGAA GAGCCAGTTT CAATCATCTT AAACCACGAT GAATTAAACA 1692300 
ACGnACAAGC ACACGAATCT TTCTATTCTG AAGTGATCAC TTTAGTAGTA GAGGGTAAAG 1692360 
AAGTTGCAGT TAAAGTACAA GCTATGCAAC GCCATCCATT CAAACCAAAA TTGGTTCACA 1692420 
TTGACTTCAA ACGCGCATAA TTCTAATTCA CGCATTTAAA TAAAATAACA AAAAAGCTAA 16 924 80 
GACATTCATC TTAGCTTTTT TCTTACAGAT TCATTGTTTC TCAATAAATA TCTAAACTTC 1692540 
AATTTTTTAT CAAATAACGT TTTAAGTTTT C AC CAAC AAA TTCTAATTCT GCTTTTCCAT 1692600 
AGTTTGGCTG AAATTCTAAA AAAATCACCC CAGCCTTTCG ACAAGCCTCC CGTTTCACTG 1692660 
CATCACGCTT CGCCGCATTA TCCTGATAAT GTCCCTGCCC TTGATATTCA ATTACTATTA 1692720 
CGGCATAGCC GTTCTTATCT ACAATCAAAA AATCTACTCG TTTACTATTT ATCGCAAAAT 1692780 
GGGCCTCTTT ATCTATTGAT TCTAAAAACT CCCCCATTGA AACCTGAGTA AATAAACGGA 1692840 
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ACT CTTGAT A ACCTTTAGAC AACAACTTTT CTAAACGAAG AAAAAGTTGA TATTCACTCT 1692900 
TATTCATTAA GGCTTTTCTT TTATACTTAC TCAATATGAC GACATCAAGA TGATCATTTT 1692960 
TATTCACAAT ATTAATTTtG TTTTCTGTCG AAAGATAAAG ACGACTCTTC TTTTCATTAC 1693020 
GACGAGTTGA TCTCGATTTA GATGAAAATA AGCCAATTAG AAATAAAATA AnAAAAATGA 1693080 
AAATAGTGAT GTATTGTAAA GAAAATTCCA TATTGCTCTC CTAAATGAAC AGGAAAACAA 1693140 
GnTAGCATTA ATAGAATATT ACTTCACATT ACAAATAAGC GTGTTTGGGA TCTGAATCGC 1693200 
AAAAACAACC TTAAATAAGG TGAAAAACTA GCTTTTATTA GGACTATGAG AATTTAAAAA 1693260 
TATGGCTGGG GTACTAGGAT TCGAACCTAG GAATGCTGAG ATCAAAACCC AGGGCCTTAC 1693320 
CGCTTGGCGA TACCCCAATT AGATAAATCT TTGATTGGAT ATAAAGAAGA CTTTTTTGAT 1693 3 80 
AGTATGGCTG GGGTACTAGG ATTCGAACCT AGGAATGCTG AGATCAAAAC CCAGTGCCTT 1693440 
ACCGCTTGGC GATACCCCAra CGACTATTTG AATTACAAAG CGATAAATGG TGCGGGACGA 1693500 
GGGACTTGAA CCCACACACC TCTCGGCGCC AGAACCTAAA TCTGGTGCGT CTACCAATTT 1693560 
CGCCAGTCCC GCAAATTTGG TGGCTACAGC GAGATTCGAA CTTGCGACCC CAACATTATG 169362 0 
AGTGTTGTGC TCTAACCAAC TGAGCTATGT AGCCATCACT TAATTTGCTT AACCATATCG 1693680 
GCTTTGCGGG GCGTATTATG CTAATTTTGA TGATCCTCGT CAAATACTTT TTTACaArAA 1693740 
AAGTAATTTT ATGTTTGTTT GGTTATTAAT GAAGCATATC ACTTATTTTT TATTCATTTA 1693800 
AACAACTTAT ATGTTATATG GcTTTCTCAA CAGCCAAAtT TTTCCTAATC CTAtyTTTTC 1693860 
TTTTATG CGT TCATTTATTG yTAAtTAraA TTTATTTGAC AmAAAATGCC TAAATCGTTA 1691920 
TTTCTATACC CACTATTCTA AAAAAACACA ACATCTAGGA GTATCTTATG CCCTATckCT 169398 0 
CAGTCGCCAA ATTTGGCGGA ACATCTGTTG CTAACCACGA TGCGATGACA GCTTGTGCAA 169404 0 
AAATTGTCAT TGCCGATCCC AATACACGCG TAGTTGTGCT TTCTGCATCA GCTGGTGTAA 1694100 
CAAATTTATT AGTGGCTTTA GCAAATGGTG TAAAAGCGAC AGAACGTGAA AAATTAATTG 16 94160 
GCAATGATCT GCATATCACT TCAGGTGTGG CAAAACGTAT TTTTGATACT GTTCAATCTT 1694220 
ATAATGTGCG AATGATTAGT TATGGGGCAA GTACCAACAA TGTTTGTATG TTAGTACAAA 1694280 
GTGAACATTC TGATGAAATT GTACGCTCGT TACACAAATC CTTATTTGAn TAAAATTTAA 16 9434 0 
ACCTAAAGTG CGGTGAAAAA TCACCACACT TTTTCTTTTA TATCATTGAG ATTAAAGCCG 16 94400 
AAAAAGAGTA AAGTAAACGG CTGTTCATTT AACTAATTTA ACCGAATAAA AGGCGGaAAT 16 9446 0 
TATGGGaAAA AGCGTTGTTA TCTTAGGCGC ACAATGGGGC GATGAAGGTA AaGGAAAAAT 16 94 52 0 
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CGTTGATCTT TTGACGGATC GCGTAAAATA CGTaGTTCGT TATCAAGGCG GCCATAACGC 16 94 580 
AGGTCACACA CTTATTATCA ATGGCGAAAA AACCGTATTA CGTTTAATTC CATCTGGTAT 16 94640 
GTTACATCCA AACGTAACTT GCTTAATTGG TAATGGCGTT GTGGTTTCGC CTGAAGCATT 16 94 7 00 
AATGAAAGAA ATGGGCGAAC TTGAAAGCCG AGGTATTAAA GTTCGTGAAC GTTTATTAAT 16 94 760 
TTCAGAAGCT TGTCCTTTGA TTCTGCCTTA TCATGTGGCT ATGGATCACG CGCGCGAAGc 16 94820 
AGCCCTTGGC AAAAAAGCTA TAGGTACAAC TGGTCGTGGT ATTGGCCCAG CTTATGAAGA 16 94880 
TAAAGTAGCT CGTCGTGGTT TACGCGTAGG CGATTTATTT AATAAAGAAG CCTTTGCCGA 16 94 94 0 
AAAACTCAAA AACATCCTTG AATACTATAA TTTCCAATTG GTGAACTACT ACAAAGTTGA 16 9500 0 
ACCTGTCGAT TATCAAAAAA CCTTAGATGA TGTAATGGCA ATTGCCGATG TAATCACAGG 16 9506 0 
TATGGTGGCA GACATCACTA CAATTCTTGA TACTGCGCGC AAAAATGGCG AACATATTTt 16 9512 0 
ATTTGAAGGC GCACAAGGGA CAATGTTAGA TATCGACCAC GGTACTTATC CGTATGTAAC 16 95180 
CAGCTCAAAC ACAACGGCTG GTGGTGTTGC AACAGGTTCT GGTTTTGGCC CGCGTAATCT 1695240 
TGATTATGTA CTTGGTATCA TTAAGGCTTA CTGTACTCGT GTAGGTGGTG GCCCATTCAC 16 95300 
GACGGAATTA TTTGATGATG TGGGTGCTGA AATTGCGCGT AAAGGTAACG AATTTGGTGC 16 9536 0 
GGTAACAGGT CGTCCACGTC GCTGTGGTTG GTTTGATGCC GTCGCCATTC GTCGTGCAAT 1695420 
CCAACTTAAC TCTATTTCTG GTTTCTGTAT GACTAAATTA GACGTATTAG ATGGTTTTGA 1695480 
TGAAGTAAAA ATCTGTGTTG CTTACAAAAT GCCAAATGGC GAAATCGTTG AATATGCACC 16 95540 
GTTAGCGGCG AAAGATTGGG AAGGTGTAGA ACCGATTTAT GAAACATTAC CTGGTTGGAA 16 956 00 
AGAAAATACT TTCCGTATCA CCGATGTAAA TAAATTACCA CAAAACTGCA TTAACTATAT 16 95660 
TAAACGTATT GAAGAAGTGA CTGGCGTACC AATTGATATT CTTTCAACTG GCCCTGATCG 1695 72 0 
TGTGGAAACA ATGATTTTAC GTGAACCGTT CGCTGCTTAA TTTCTTTTGA TTTTCaGACC 16 95780 
GCACTTTAAA AGTGCGGTCn TTTTTTATAT TTTTTACTAT TCTTCAATAG AACGTAATAA 1695840 
TTCATTGATG CCCACTTTTC CTAAAGTTTT TGCATCCACT TTTTTCACGA TCACGGCGCA 16 95 90 0 
ATATAGGCTA TATTTTCCAC ATTTTGATGG AAGGCTACCT GATACCACCA CAGAACCAGc 16 95 96 0 
AGGTACACGG CCGTAATGAA TTTCGCCTGT TTCACGATCA TAAATTTTGG TTGATTGACC 16 96 02 0 
AATGAATACG CCCATTGAAA TAACACAACC ATCTTCAACG ATAACACCCT CAACCACTTC 16 96 080 
TGAACGCGCG CCAATAAAAC AGTTATCGCC AATAATAGTT GGGTTAGCTT GTAATGGTTC 16 9614 0 
TAACACGCCG CCGATTCCTA cACCACCCGA TAAATGCaCA TTTTTACCaA TTTGTGCGCA 16 962 0 0 
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TGAACCAACC GTCGCCCAAG TATCTACCAT GGTGCCTTCG CCAACGTAAG CACCAATGTT 16 96260 
TACATAAGAT GGCATTAATA CGCAGTTTTT AGAAATATAT GCGCCTTTAC GCACCGTTGC 1696320 
AGAAGGCACA ACACGGAAAC CTTCTTCAGT AAAACGTTCT TCAGTGTAAT CCGCAAATTT 16 963 80 
TAATGCCACT TTGTCGTAAT ATTTTGTTTC TGCGCCGTCA ATGATTTGGT TATCGTTAAT 1696440 
GCGGAAAGAT AGCAATACCG CTTTTTTTAA CCATTGATGT GTTACCCATT CGCCAGCAAT 16 96500 
TTTTTCGGCT ACACGATATT TTCCAGAATC TAATCCTTCG ATCACTTCTT CAATTGCCGC 16 9656 0 
ACGCGTTTCT GCATCAACGG TTTTTGGTGT AATTTCTGCA CGTTTTTCAA ATGCAGCTTC 16 96620 
AATAATTGCT TGTAAATTTG ACATAGAACT TCCTATATAC GTTGTGAATA AAACGGCGTT 1696680 
AGTTTTACCA TATTTTAAAC GGGCAAGCAA AACACCGAAA AAAATCACCG CACTTTGTAg 16 9674 0 
AAACAAAACT gCGGTGATAA TAAAAAGTTG GTTTGATTAA AAGATTGAAA GTGCAAGCCC 16 96800 
CACGaCAACA GACATACTAA AAACAACCAT AATCATTGCA TAACCAAAAT CGCTCATTTT 16 96860 
GtTCTCCTCA TAAAAAATAA CGCAGACATT CTAGCAAGAA TAATACGaAA AAATCACTTC 16 96920 
TTTTTATAAA AAATTTGCAA TAAAGATGAC TaAATTCTCA ACAAACCtTT ATAATAGGAA 16 96980 
AAATTTTTAG GGATTTAAAT ATATGGCAAC AATTAAAGAT GTGGCAAAAA TGGCTGGTGT 16 97040 
GTCCACCACA ACCGTATCTC ACGTAATTAA TAAAACCCGT TTCGTTGCAA AAGATACGGA 1697100 
AGAAGCGGTG TTATCCGCAA TTAAACAACT TAATTATTCC CCTAGTGCTG TGGCACGCAG 16 9716 0 
TTTaAAAGTC AATACCACCA AATCCATTGG TATGATTGTG ACAACCAGTG AAGCACCGTA 16 97220 
TTTTGCCGAA ATAATCCATT CTGTTGAAGA ACATTGCTAT CGACAAGGTT ATTCTTTATT 16 972 80 
TTgTGTAACA CACAAAATGg ATCCnGAAAA AGTCAAAAAT CATTTAGAAA TGTTGGCAAA 16 9734 0 
AAAAAGGGTC GATGGTTTGC TTGTAATGTG TtCTGAATAT ACTCAGGATT CATTGGATTT 16974 00 
aCTTTCATCA TTTTCCACTA TTCCAATGGT TGTAATGGAT TGGGGCCCAA ATGCGAATAC 16 9746 0 
CGATGTGATT GATGATCATA GTTTTGATGG CGGTTATTTA GCAACCAAAC ATCTTATAGA 16 97520 
GTGCGGyCAT AAAAAAATCG GGATTATCTG CGGCGAACTC AATAAAACTA CCGCAAGAAC 16 9758 0 
GCGTTATGAA GGCTTTGAAA AAGCAATGGA AGAAGCTAAA TTAACAATCA ATCCGTCTTG 16 9764 0 
GGTACTAGAG GGTGCATTTG AGCCTGAAGA TGGCTATGAA TGTATGAATC GTTTACTGAC 16 97700 
TCAAGAGAAA TTACCAACCG CCCTATTCTG CTGTAACGAT GTGATGGCGC TCGGTGCAAT 1697760 
ATCAGCACTA ACAG r AAAAG GCTTGCGTGT GCCAGAGGAT ATGTCAATTA TCGGCTATGA 16 97820 
TGATATTCAC GCCTCACGTT TCTACGCGCC ACCATTAACC ACCATTCaTC AATCAAAACT 16 97880 
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ACGTTTAGGC AGACAGGCaA TAAATATTCT GTTAGaACGA ATTACTcACA AAGATGAAGG 16 97 940 
TGtTCaACAA TATAGTCGTA TCGATATAAC CCCTGAGcTT ATCATTCgAA AtCCGtTAAA 16 98000 
TCGaTTTTAT AAACTTAGGn AAAATAGACC GCACTTTTTA AAAAATCCCT nAAAAGTGCG 16 98060 
GGTCTTTTTT AGCTATTTTT TAGCTTTTCT TGATTATTTT CAAAATTTCT CTGAATAGcA 16 9812 0 
TTTGCCCTCC ACCCTATTTT TTnGTnATAn CTATCGCCAA CTGACAAATT TTATTTTTTA 16 9818 0 
CTTTTAGGAG TTCCTATGAC ACAAGAGTAC AgTACTCTGC GCAATAACAT TAGTATGTTA 16 98240 
GGGCGTTTTC TCGGaGAAAC CATCAATGAT GCACAGGGCG AGGATATTCt CGAGTTAATC 16 983 00 
G AAAACATT C GTAAACTTTC TCGTAATTCT CGTGCTGGCG ATGATAAAGC AAGACAAGCA 16 98360 
TTG CTCGATA CGCTCGGTAG TATTTCTAAT GAAAATATTA TTCCCGTCGC ACGTGCTTTC 16 9842 0 
AGTCAATTTT TAAAC CTC AC TAACATAGCA GAACAATATC AAACAATTTC CCGTGAACAT 16 98480 
TCTCTTGCAC AAAGTTCTTC TCAATCCTTA AGCGAACTTT TCAAACGCTT AAAAGAACAA 1698 54 0 
AATGCTTCAG TGGAAGAGGT GCATAAAACC GTCGAAAAAT TATTAATTGA GCTTGTTTTG 16986 00 
ACCGCACATC CAACAGAAAC AACACGTCGT TCATTAATTC ATAAACACAT TGAAATCAAT 169866 0 
AAATGTTTAA GCAAGCTAGA ACATCATGAT TTAACGGAAA AAGAACGCAA TATTATTGAA 1698720 
CGTCTATTAC TTCGTTTAAT CGCTGAAGCA TGGCATACCA ACGAAATTCG TACTGTyCGT 169878 0 
CCAACACCAT TTGATGAAGC CAAATGGGGC TTTGCGATGT TAGAAAACAG TTTGTGGCAA 1698840 
GCAGTGCCAG AGTTTTTACG CCAACTCAAC GAAACCGCCC GTGAATTTTT AGGTTACGAT 1698 900 
TTGTCGGTGG GATTAAAACC TGTGCGTATT TCCTCTTGGA TGGGCGGCGA CCGTGATGGA 16 98 960 
AATCCATTTG TTACCGCACA AATC AC C AAA AAAGTGCTTT ATTTTGCCCG TTGGAAAGCG 1699020 
GCAGATTTAT TCTTACAAGA CATCAGCAAA TTAGCCGATG AACTTTCAAT GATGAAATGT 16 9908 0 
AGCGATGAAT TTCGTGATAA ATACGGCGAA CATTTAGAAC CCTATCGTTT CGTAGTAAAA 16 9914 0 
AATTTACGCA AT CAACTT AC AGCAACATTA GCTTATTTTG ATGATCACTT ATCTAATCGC 16 992 0 0 
AC AC CAAGAG TCTCCGAAAG CGAGATTATT TTGGAAGATA ATCAACTGTG GGAACCACTT 16 99260 
TACGATTGTT ATCAATCTTT AATTCAATGC GGTATGCGCA TTATTGCAAA TGGTTCATTG 1699320 
CTGAATATTT TGCACCGTAT TAGTTGTTTT GGCGTGACAC TTTCTCAAAT GGATATTCGC 1699380 
CAAGAAAGCA CCCGTCATAC CGATGCCATT GCTGAAATCA CGCGCTATAT TGGTTTAGGC 1699440 
GATTACTCTC AATGGATGGA AGACGATAAA CAAGCTTTCT TAATTCGTGA ATTAAGCTCT 16 99500 
CGTCGTCCAT TAATTCCGCA AAACTGGACG CCATCGCCTG AAACCAAAGA AATTTTAGAT 16 9 9 560 
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ACTTGTAAAG TCATTGCTCA ACAAAAACAA GGTGTAATAG CTTGTTATGT TATTTCGATG 16 9962 0 
GCGCGCAGTG CAnTCTGATG TTTTAGCCGT TCATTTACtC TTaAAAGAAT CAGGCGTGCC 16 996 8 0 
ATATCACATT CCTGTTGTGC CATTATTCGA AACCTTAGAG GATTTAGATG CAGCCGAAAA 16 99740 
AGTGATGACT CAACTTTTCA ATGTGGGTTG GTATCGTGGc GTCATCAATA ATCGTCAAAT 16 99800 
GGTAATGATT GGCTATTCAG ATTCGGCAAA AGATGCGGGA ATGATGGCTG CCTCTTGGGC 1699860 
GCAATACCGT GCGCAAGAAG CCTTAGTAAA TTTAACAGAA AAACTTGGCA TTGAACTCAC 169992 0 
TTTATTCCAC GGACGTGGTG GCACAATTGG TCGTGGCGGT GCGCCAGsAC ATGCGGCATT 16 99980 
ACTTTCTCAG CCACCTCGTT CCTTAAAAAA TGGTTTACGT GTAACAGAAC AAGGCGAAAT 170004 0 
GATTCGCTTC AAACTGGGTT TACCCGCAGT AGCAGTAGAA ACCTTTGaTC TTTaCGCCAG 1700100 
CGCCATTTTA GAAGCAAATC TTTTACCACC ACCAGAACCG AAACCAGAAT GGCGCACTAT 1700160 
AATGGaCGAG CTTTCCACGA TTTcTTGCGA TATTTATCGT GGTGTGGTGC GTGGCGATAA 1700220 
AGATTTTGTG CCTTATTTCC GCAGTGCTAC GCCAGAACAG GAGCTATCCA AATTGCCGCT 1700280 
TGGCTCTCGC CCTGCAAAAC GCAATCCAAA TGGCGGTGTG GAAAGTTTAC GTGCGATCCC 170034 0 
GTGGATTTTT GCCTGGATGC AAAATCGCTT AATGCTGCCA GCTTGGTTAG GGGCTGGTGC 17004 00 
AGCTATTCGT CAAGTTATTG AACAAGGCAA AGGCGATATT ATTCATAAAA TGTGCGAAAA 1700460 
CTGGCCGTTC TTTTCAACGC GAATCGGAAT GTTGGAAATG GTCTTTAGTA AATCGGATAC 170052 0 
TTGGCTTTCC CAACAATATG ATCAACGATT AGTGAAAAAA GAGCTTTGGT ATTTAGGCGA 1700580 
AAATTTACGT AAGCAACTTG AAGATGATAT TCAAACTGTG CTTTCACTTT CTCACCAAAG 1700640 
TGAATTGATG TCTGATTTAC CTTGGATTGC AGATTCAATT GCATTACGTA ATATCTACAC 170070 0 
GGATCCACTC AATCTACTGC AAGTGGAATT GCTTCACCGT TTCCGTGAAA ATCCAGAGCA 1700760 
AGTCAATCCC GATGTGGAAC AAGCATTGAT GATTACCATC ACAGGTATCG CGGCTGGGAT 1700820 
GCGCAATACA GGCTAGAAAG ATGAAAAAAG TGCGGAAAAT TTTCCGCACT TTTTATTCAA 17008 8 0 
ATCGATCACT TAATAAAAAT TGTAAAACCG CATCCATTCT CAAATGAGGA ATACTCTCCC 17 0094 0 
CTTGTTCTAA AGGCTGAGGT TCAAAACTAT CAAAATCAAA GTGCGGTTGT TTTTGCCAAA 1701000 
ATTCTGTTTT TGGTAATTTA CTCGGCACCG TTCCTGGATA AAGTGTAATC AGCTGTTTAT 17 0106 0 
CAATAGAACG AACCCCTTGA ATTGCTTTAA TTTCTTTTCC TTGCTGATTC ACGATCACTT 170112 0 
GTTTTGTGGT ACGAACAGCC GCAATGGCGG TATATTCTGT ATCAATTCCT TCAAATTCTA 17 01180 
CATGGCGACC GCCCTCTTGC ACAATTTGGC GCATTAAACT CACTAAATTA GGAATTTGAT 17 0124 0 
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CACGAGTAAT ATGATCCGCC TTGGTCGCAA CAAACATTAA TCGATCAATT TGCGGAGAAA 1701300 
ACAAACGATG AAGAAAATTT CTGCTGCCAT AATGGAAATT ATTAAATAAC TGATTTAAGC 1701360 
CCATTTGCAT ATCTAAAAAG GCTTGCTGAC TGTGATTTAA AGGCGTTAAA CAATCCGCCA 1701420 
AAATAACTTG ACGATCAAAG GTAGAAAAAT AATTTTCGTA AAAACCTTTC ACAATTTTAT 1701480 
TGCGATAATA ATTATAACGT TTTGTCAGCA CGGCAAAATA GCTATTCGAT TTGG CTGTTT 1701540 
TTTTCAAGGT TTGCCAATGT TCTCCCGAAA GATGAATTAA TGGAAAAAAT TGTAATG CAG 1701600 
GAGCCCCCTC TAAATCACTC GGCAATACAA ATCGCCCAGG CTGAATAAAT TGCATGCCTT 1701660 
GCGCTTTGCA TTGATGTAAA TAATCCGTAT AACTTTTCGC TATCTTGGCT AAAACATCTT 1701720 
CATTTGCGAC CGCACTTAAA TCCAAATTCT GCAACATGGA AAGCCAATTT TGCGC CAATT 1701760 
CTGCACGAAC GCCAGTTGTG ACCTTGATTT GCTCTTGTGA CCATTGTTGA AAATCTAAAT 1701840 
TTAACAACGG CAAATCGAGC AGCCATTCAC CGGGATAATC AAAAATATCC AGATAAAGCG 1701900 
TGCCTCGTTC TTTCAAATGG CGTAGCAAGC CAGATTGACG TTGAAAACGA ATTGCTAAAC 1701960 
GAGTTTCACT CACGCCACGA GTAGATTGAA ACCATTGAGG CGGATTTTGT GACAAATCAT 1702020 
TTAAATTACT TT CAT AATCA AAACGTGGCA CGCTGAGATC TTGTTGGGAT ACTCGTTTGA 1702080 
CTGCCAAAAT TGAACCATTT CTAGCTGCTT CAAACAAGGG CAAATTCTGT GATGAATGTT 1702140 
GATTAATGGA GAGAAGTTGA TTGATTAAAC TTGTAATAAA CGCTGTTTTT CCACTCCGAC 1702200 
TTAACCCTGT TACCGCCAAG CGCAAAGTGC GGTCAAAACC ACGATTAATA ATTTGATTGA 1702260 
TTTCCTTTTG AACCCGATTA AACATTCAAT ATCCTAGCCA TTTTTACTAA TATGCCTTAC 1702320 
AATTTGACAC ATAATTTATC ACAATGCATT TGTTATGTTA CGTCTAAATC TGAGATTTTT 1702380 
ATCTTTTCTG CTCTGTATAA TCCAAAGTGT AGAATTACAG GCTGCGCCAA GTGTTC CAAC 1702440 
ATTTTTAACT GAAAATGGCT TAACTTATTG CACCCACGCT TCAGGTTTTT CATTTAATCC 1702500 
GCAAACGGCA GATGCAGGAA CCAGTATGAA TGTGGTCACG GAACAAATTT ATAACAAATT 1702560 
ATTTGATATA AAAAATCACA GTGCAACATT AACACCAATG CTGGCGCAAT CTTATTCCAT 1702620 
TTCAGCTGAT GGTAAAGAAA TTTTATTAAA TTTACGTCAC GGCGTAAAAT TTCACCAAAC 1702680 
CCCTTGGTTT ACCCCAACAC GTGATTTTAA CGCTGAAGAC GTAGTATTTT CGATTAATCG 1702740 
TGTATTAGGG GGGCATAATA CTTATTTACC AACCTTAGCA GAGACGAATG TTACCTATAG 1702800 
TAATCCACAA TATAGAGTGT TTCACGAACA AGCAAGAAAA GTGCGTTTTC CTTATTTTGA 1702860 
TAGCATTAAA CTTAACGAAA AAATCAAATC TGTGACCGCA CTTTCGCCTT AT C AAGT AAA 1702920 
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AATTGAATTA TTTGCACCAG 
TATTTTTTCA CAAGAATATG 
TACCCACCCA GTAGGAACAG 
TCGCTTAGTG CGCAATGAAA 
GGATCTTTCT ACTGATCGCA 
CGCCTCTTAT CCTGAAGTAA 
TATGCAATCT ACTGATGGTA 
AATGCGAGAT CACGAAATCC 
TCATAGCATT TACCATAACA 
GGCTTCAAGT GTCAATACGC 
TAAATTAGCA GATAAAAACC 
TAATCCTGCA CCTTTTAAAA 
GAAAGTTAAA GTGCGTGCCG 
GGAAAATTAT GATTTGATTC 
TATGCGTCCA ATTTTAAGCT 
TAATGAAGAA TTTGATCAAT 
CGCAAAAGCC TATAATGAAG 
TGCCAATGTA AAACGAATTT 
TTTTGGTAGC TTAGATTTTT 
TCGGTTCTTC GCCATATTCT 
TTTGTCATTT TATTGCGCGA 
GGCTATTTCC ATTATTTAGG 
GGAAAATCAT TAATGAACCT 
ATTACATTGT TTTTGGCATT 
TCTGAACAAG TTTTTGCAAA 
ATATTTTGGT TAGCCCCCAT 
GCTATTGGAC AATATAATTT 
GATATGTGGT TTATGGAAGT 
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ATTCCTCCAT CTTGTCTCAT CTTGCCAGCC AGTATGCCAT 17C2S80 
CCTATCAATT AAGTGCAGAT GACAACCTTG CTCAATTAGA 1703040 
GGCCTTATCA AGTAAAAGAT TATGTATATA ACCAATATGT 1703100 
ATTATTGGAA AAAAGAAGCC AAGATAGAAC ATATTATTGT 1703160 
GCGGACGTTT AGTCAAATTT TTCAATAATG AATGTCAAAT 1703220 
GCCAAATTGG CTTATTAAAA AATGATGACA AACATTATTA 17 03280 
TGAATTTAGC CTATTTAGCG TTTAATTTTG ATAAGCCATT 1703340 
GTGCCGCTAT TTCACAAAGT TTAAACCGAG CTCGAATCAT 1703400 
CAGCAACTGT TGCTAATAAC ATTATTCCTG AAGTATCTTG 170346 0 
CAGAATTTGA GTTTGATTAC AATCCCAAAA TCGCCAAAAA 17 03520 
TTTTGTTAAA TTTATGGGTA ATTAATGAAG AACAAGTCTA 17 0358 0 
TAGCTGAAAT GATAAAATGG GATTTAGCTC AAGCGGGTGT 17 03640 
TAACTCGTCC ATTTTTAACT GCGCAATTAC GCAATCAATC 1703700 
TATCTGGTTG GTTAGCTGGT AATCTTGATC CTGATGGTTT 1703760 
GTGGAACAAA AAATGAACTC ACTAATTTAT CTAATTGGTG 170382 0 
TTATGGATCG TGCCATTACC ACCTCACATT TAAGTTCACG 1703880 
CCCAAGAACT CGTTTTACGT GAATTACCCA TTATTCCTAT 17 0394 0 
TAGTCGCAAA TAGTCGTGTG AAAGGAGTAA AAATGACGCC 17 04 000 
CCACCTTATA TTTTATTCAG GAGAAATACT AATGTTATGG 1704060 
GTGGGTGGCA TTATTATTAC TCGTATTATC GCTATTAGGC 1704120 
TCCTCTTAAT GCGAATCTTG TTACACAAAA CATTTATATC 17 0418 0 
CACCTTGTTA CAAGGTGATT TTGGCATTAC CTATAACGGT 1704240 
TAnTCTTACG GTTCTTCCTC CCACATTGGA ACTTTGTTTC 1704300 
TATTTTTGGT TTGCCACTTG GCATTATAAG TGCGGTCAAT 170436 0 
AAGTTTACAA ATCCTATCTT ATGTAGGGCT ATCTATTCCA 17 04420 
TTTACTGTAT GTTGCCGCGC TCTCACATTG GGAAATTGCC 17044 80 
GCTTTACGAA ATTAAATCCA TTACGGGATT TCCTGTTATT 17 04540 
ACCTTATCGT ACAAAAATCG TACAAAACAT ATTGCAACAT 17 04600 
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TTAGCCTTAC CAACATTGGT ATTGTGTATT TTGCCAACAA TGGAAATTAT CCGCATTATT 17 0466 0 
CATCAACGAG CAGAATATAT TTTGAATCAA AATTTTTCTA AAGTAGCGAC AACACGGGGT 1704 72 0 
TGGTCAAAAT GGAAAATTCT CCATCAATAT GTATTCCGTA ATACTTTTCC CCTGCTTGTT 1704780 
CCACAAGTAC CACGTGTATT CACATTAGTA TTAACGCAAT GTATGTTGGT AGAAACGGCT 1704840 
TTAGGTTGGC CTGGCATTGG TCGTTGGTTA ATTAATGCCG TAAATGAACA AGATTACAAC 1704900 
AGCATTGCCG CAGGTGTAAT TGTTATTGGT GTATGTATTA TTTTGATTGA TACATTCACT 1704960 
AAAATATTCA CTTTTATACT CGATCCATTT AAAAAGAAAG GTTGGTATGC AAAATAAAGA 170 5020 
ACCTGATGAA TTCCGCGAAA GCACCTCAAT CTTTCAAATT TGGTTACGCT TTCGTCAAAA 170508 0 
TACCATCGCA CTTTTTAGCT TTTATTTATT AATCGCATTA ATTTTTACCG CACTTTTTGC 1705140 
TAGTTATCTT GCACCTTATG CTGATAATCG ACAATTTATT GGGCAAGAAT TAATGCCTCC 1705200 
ATCTTGGGTA GATAGAGGAA AAATTGCTTT TTTCTTTGGT ACTGATGATT TAGGTCGCGA 1705260 
CATATTAAGT CGTTTAATTA TGGGTACTCG TTATACCTTA GGTTCTGCTT TACTGGTTGT 1705320 
CTTTTCAGTG GCAATAATAG GCGGCGCACT AGGAATTATT GCAGGACTAC TGAAAGGTAT 1705380 
TAAAGCTCGT TTTGTCGGGC ATATTTTTGA TGCTTTTTTA TCGTTACCTA TTCTATTAAT 170544 0 
TGCCGTTGTT ATTTCAACAT TAATGGAACC AAGTTTATGG AATGCAATGT TTGCTACGCT 1705500 
ATTAGCGATT TTGCCTTATT TCATTCACAC TATCTATCGT GCTATTCAAA AAGAATTAGA 1705560 
AAAGGATTAT GTTGTAATGC TAAAACTTGA AGGCATTTCC AATCAAGCCT TATTAAAAAG 1705620 
CACTATTTTA CCGAATATTA CTGTTATTTA TATTCAAGAA GTGGCTCGTG CTTTTGTGAT 1705680 
AGCCGTGTTG GATATTAGCG CGTTAAGTTT TATTTCTCTT GGTGCACAAC GACCTACACC 1705740 
AGAATGGGGG GCAATGATAA AAGACTCTTT GGAACTACTT TATCTTGCAC CTTGGACAGT 1705800 
ACTTTTACCC GGTTTCGCTA TTATTTTTAC TATTTTATTA AGTATTATTT TCAGTAATGG 1705860 
CTTAACTAAA GCCATCAATC AACATCAAGA ATAGCCTATG GCACTTTTAG ACATTTGTAA 1705920 
CCTCAATATT GAAATTCAAA CCTCCAATGG ACGTATnAAA ATTGTAGATG GCGTCAATCT 1705980 
TTCCCTTAAC GAAGGGGAAA TCAGTGGATT AGTTGGCGAA TCAGGCTCAG GAAAAAGCTT 1706040 
AATCGCTAAA GTCATTTGTA ATGCAATCAA AGrAAATTGG ATTATTACTG CCGATCGCTT 1706100 
TCGTTTTCAC GATGTCGAAT TACTTAAACT CAGTCCCAAT AAACGCCGAA AGTTAGTGGG 1706160 
TAAAGAAATA TCCATGATTT TCCAAAATCC CTTATCTTGC CTTGATCCAA GTCGAAAAAT 1706220 
AGGGAAACAA CTAATCCAAA ATATTCCTAA TTGGACATTT AAAAATAAAT GGTGGAAATG 1706280 
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GTTTGGGTGG AAAAAAAGAC GTGCTATTGA ATTGTTACAT CGCGTAGGAA TTAAAGATCA 1706340 
TCGTGATATT ATGGCAAGCT ATCCTAACGA ACTGACAGAA GGCGAAGGAC AAAAAGTTAT 1706400 
GATCGCAATG gCTGTCGCTA ATCAGCCACG TTTATTAATC GCAGATGAAC CAACAAATGC 1706460 
ATTAGAATCA ACCACTGCCC TACAAGTTTT TCGTTTACTT TCCAGTATGA ACCAAAATCA 1706520 
GGGAACAACA ATTTTACTTA CGAGTAACGA TATTAAAAGT ATTAGTGAAT GGTGCGATCA 1706 58 0 
AATTTCAGTG CTTTATTGTG GGCAAAATAC CGAATCTGCC CCGACTGAAA TATTAATCGA 17 0664 0 
AAGTCCCCAT CATCCTTATA CCCAAGCCTT AATTAATGCA GTACCCGATT TTACTCAACC 1706700 
TTTGGGGTTT AAAACTAAAT TGGGTACGTT AGAAGGCACC GCGCCTATTT TAGAGCAAAT 1706760 
GCCAATTGGC TGTCGTCTTG GCCCAAGATG CCCTTTTGCA CAAAAAAAAT GTATGGAAAA 1706820 
ACCAAGACGA TTGAAAATAA AACAACACGA ATTTTCTTGT CATTATCCTA TTAATTTACG 1706880 
AGAAAAAAAT TTCAAAGAAA AAACAACCGC CACCCCTTTT ATACTTAATT GCAAAGGAAA 1706940 
TGAATAATGC CCTTATTACA AGTGGAAGAT TTAACTAAAA CTTTTAAAGG TCACGCCAGT 1707000 
TTATTTGGTC GAAATCAATT CAATGCAGTG GATAAAGTGA GTTTTACCCT TGAACGTAAA 1707 060 
CAAACACTTG CAATCATTGG CAATAATGGC TCTGGTAAAT CAACCCTAGT GAAAATGATA 1707120 
GCGGGCATTA TTCCGCCAAC TTCTGGTCGA ATTTTATTTA ATGATCGAGA ATTACAATAT 17 07180 
CAGGATGCCC AATCTAGAGC TAAACATATT CGTATGGTTT TCCAAGATGC CAACTCTGCA 170724 0 
TTTAATCCAC GTTTAAATAT TGGACAAATA TTAGACGAAC CATTAAGCCT AGCGACAGAT 17073 00 
TGGACAGAAA CACAACGTAA TGAAAAAATC TTTGAGACGC TCTCTCTTGT TGGGCTTTAT 1707360 
CCTGATTACA CAAATCTCAA TATTAAGCAT CTTTCTATTA GCCAAAAACA GCGTGTCGCT 1707420 
TTGGCACGTG CGCTGATTTT AGAACCTGAA ATAATTATTA TAGATGATGC AATTGGTAAT 17 07480 
TTAGATGCCT CGGTGCGCAT TCAATTACTA AATTTAACCC TTGATCTGCA GCAACGTTTA 17 07540 
GGTATTTCTT ATATTTATGT AGGGCAAGAT CTCGGTGTAA TTAAACATAT TGCAGATACG 17 07600 
ATTATCGTAA TGGATGAAGG AAAAATGATT GAATATGGCA GCCCTCAAAA TCTTTTTACT 1707660 
GATCCACAAA CTGATGTTAC TCGTCGCTTA GTCGAAAGCT ATTTTGGCAA AATTTTAGAT 17 0772 0 
GAAACCGCTT GGGTAAAAGA CAAAAACGCT CACTAAGGAA AGAAAAAATG AACACTCGTC 1707 78 0 
CCTTTTATTT CGGACTTATA TTTATCGCGA TTATCGCTGT ACTTGCTAAC TATTTAGGAA 170784 0 
GCACCGACTT TTCCCATCAT TATCATATCA GTGCCTTAAT TATTGCCATC TTACTGGGAA 1707900 
TGGCAATCGG CAATACCATT TACCCGCAAT TTTCTTCACA AGTAGAAAAA GGCGTATTAT 17 07 96 0 
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TTGCGAAAGG CACGCTTCTT CGTGCTGGCA TTGTGCTGTA TGGTTTTCGT CTCACTTTTG 17 08020 
GCGATATTGC CGATGTTGGC TTAAATGCTG TCGTCACTGA TGCCATTATG CTAATTTCAA 17 08080 
CCTTTTTTCT TACCGCACTT TTGGGCATTC GTTATCTAAA AATGGATAAA CAATTGGTTT 17 0814 0 
ATCTCACTGG GGCAGGATGT AGTATTTGTG GTGCGGCAGC GGTTATGGCG GCAGAGCCTG 17 082 00 
TTACCAAAGC AGAATCTCAT AAAGTTTCAG TGGCGATTGC CGTAGTGGTC ATTTTCGGGA 1708260 
CGCTTTCTAT TTTTACTTAT CCATTTTTCT ACACTTGGTC ACAACATTTA ATTAACGCTC 1708320 
ATCAATTCGG TATTTATGTT GGCTCTAGCG TGCATGAAGT GGCTCAAGTT TACGCTATCG 17 08380 
GGGGAAATAT AGATCCTATC GTGGCGAATA CCGCCGTCAT T AC CAAAATG CTCCGAGTGA 17 08440 
TGATGCTTGC ACCATTTTTA TTCATGCTTT CTTGGTTATT AACACGTAGT GATGGGATAT 1708500 
CAGAAAATAC ATCACACAAA ATTACAATTC CTTGGTTTGC TGTACTTTTT ATTGGCGTTG 1708560 
CCATTTTTAA TTCTTTTGAT TTATTACCAA AAGAACTCGT GAAATTATTC GTTGAAATCG 170862 0 
ATTCTTTCTT ATTAATTTCA GCGATGGCTG CACTTGGCTT AACTACGCAA GCAAGCGCAA 17086 8 0 
TCAAGAAAGC TGGATTAAAA CCGCTTGTTT TAGGCGTATT GATTTATTTA TGGCTAGTGA 1708740 
TTGGGGGATT TTTAGTGAAC TATGGAATAT CAAAATTAAT ATAAATTCAC TTAACATTGA 1708800 
CCGCACTTTT AAAGTGCGGT CTTTTTTTAT GAAGAATATT TTCAGATATG GTTATTTAAA 1708860 
AGATGAAATT ACGCTTTATT TCAAAGGACG ATTTAATAAA CCATCCTCTA AAAATAAAGG 170892 0 
GCCAATTGGG CGTTTAGGAA TATCAAACTT TTGTGGATAA ATCACATCCA CCAAATACAA 17 08980 
TCCATCGGGT TTTGCTGTTG GTGCGGCAAG CTGACGATTT TTCTGCTCAA GCAGCCATTG 170 904 0 
CAT C CATTCA ATCGG CTG AT TTCCAGTACC AACCTCAATC AAACTTCCCA CAATATTGCG 17 09100 
CACCATATGA TGCACAAAAG CGTTCGCCTG AATATCAACA ATAATATATT TTCCGATACG 170 916 0 
AGACACATTC AAATGATGCA CATTACGCCA AGGCGTATGA GACTGACATT GCGCCGCACG 17 0 9220 
GAAAGAGGAA AAATCCTGTT CGCCAAGTAA ACATTGCCCT GCCTGATGCA TTTTTTCCGC 17 09280 
ATCTAAATCT AAATGACAAT GGGTTATTCC TCCCGCTAAA ATCGCAGAGC GTAATTTATT 17 0 934 0 
ACAATAAAGA ATATAGCGGT AACGGCGTGC TGTTGCAGAA AATCTCGCAT GGAATTCATC 17 0 9400 
ATCGACTTGT TTTGCCCAAC TCACTGCAAT GTCATCAGGT AAATGAGCAT TCGTACCAAA 170 94 6 0 
AGCCCAAGCC TTCTCTGGAC GAACCGCATT GGTTTCAAAA TGAACAACCT GACCCGTTCC 17 0 952 0 
ACTTACGCCA GAATCCGTTC TGCCAGCACA AAATATTTCA ATTTTTTCAT TTGCAATGTG 170 958 0 
AGAAAGTGCC TTTTCTAATT CTTCTTGTAC ACTGCGGACT TTTTCTTGTC TCTGCCAACC 17 0 9640 
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ATAATAATTT TGCCCGTTAT ACTCAATGCC TAATGCAATT TTCATTTTTw ACCTTTTGGC 1709700 
TTAATAAAGT GCGGTTATGG TAGCCCAAGT TTATTTGGAG CGCAAATGCA TAAAAACACT 170976 0 
C C AAAATTT A TTCAAAAATA AGCGATAGTT TCTAAAAATT GCAGTAATAA ATGTGAATTT 17 0982 0 
TTTGTGATAA AGATCTCATT CTGATAATCT GCCATTAGAG TTTACACTCC AGATTCCCTA 1709880 
TAATTGATCA ACGTATTATG AAAAACTAAA AGGAAATTAT GAAAACATTG AGTGAATTTA 17 0994 0 
TCGTTGAACG CCAAGCTGAA TATCCAAACG CAAAGGGGGA ATTGAGTGGT ATTTTGTCGT 1710000 
CAATTCGTCT TTTAGCGAAA ATAATTCATC GAGATATTAA CAAAGCAGGT TTAACAAATA 1710060 
TTCTCGGTCA ATCTGGTATT GAAAATGTAC AAGGCGAAAG TCAAATGAAA CTCGATTTAT 1710120 
TCGCCCATAA CACGATGAAA GCGGCATTAA TGGCACGTGA AGAAGTGGCT GGTTTTGCCT 171018 0 
CTGAAGAAGA AGAAAGTTTT ATCGCATTTG ATACAGAACG TGGCCGTAAT GCAAAATATA 1710240 
TTATTTTAAC GGATCCCCTT GATGGTTCTT CAAATATTGA TGTAAACGTA TCTGTAGGAA 1710300 
CAATTTTCTC TATTTACCGT CGCGTATCTC CAATTGGCTC ACCTGTTACC TTAGAAGATT 171036 0 
TTATGCAACC AGGTAATAAA CAAGTCGCGG CTGGTTATAT TGTTTATGGT TCATCAACTA 1710420 
TGTTGGTATA TACCACTGGT AATGGGGTTA ATGGTTTTAC TTATGATCCA TCAATCGGTA 1710480 
CATTCTGTCT TTCCCACGAA AATATGCAAA TGCCAAAAGA GGGCAAAATT TATTCCATCA 171054 0 
ATGAAGGACA ATACCTCAAA TTCCCACAAG GTGTAAAAAA ATATATTAAA TATTGCCAAG 17106 00 
AAGAAGATAA AGCGACTCAT CGCCCTTACG TATCTCGCTA TATTGGTTCA CTTGTAGCAG 171066 0 
ACTTCCACCG CAATTTATTA AAAGGCGGCA TTTATATTTA CCCAAGTGCA ACCAACTATC 1710720 
CAAATGGAAA ACTCCGTTTA TTATATGAAG GCAATCCTAT TGCATTTTTA GCGGAGCAAG 1710780 
CTGGTGGTGT CGCAACAGAT GGTTATCGTC GAATTTTAGA TATCGAACCA ACCGCACTTC 1710840 
ATGAACGTGT TCCACTATTT GTTGGTTCAG AAGATATGGT AAAAAAAGCA CAAGAAATGA 1710900 
TGGAAGAATT TAAAGAATAA TAAAAAGCAT CATCTGCTGG TTTTAGCGGC GCAACTTCAC 171096 0 
GATTTCTATC ACGAAAATCA CGCTCTTTTA TCTCGGCTAA AATCTGTGCA AAGTTACCAT 1711C20 
TTATTCCTTT ATTTTGCAAC TGTTTATAGC GTCTTTTTGC ACGTtCTTCA GCACTTGCAT 1711080 
CTAAAAATAA TTTTACTTGT GCATTTGGGA ATACCACAGT CCCCATATCT CTGCCATCCG 171114 0 
CAATTAATCC ATCATTTTTC GCAAAATCTT GCTGAAGTTG TAATAAAGCT GACCGCACTT 17112 00 
TTTGAAAGAC TGCTACTTTT GACGCAGCAT CTGCCACTTC TTGCGTGCGA ATTAAACGGC 171126 0 
TCACATCCAT TCCTGCAAGA AAAATGTTTA CCTCGCCATT TTGAGGAATA AATTGAATAT 17113 20 
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CTAAATGACG TGCTAATTCT GCTAAATCTG TTTCATTTGT TAGATCAGTT TTACGTTGCA 1711380 
ACGCTGCCAA TGCAGTAACG CGATAAATCG CCCCACTATC CAACAATGCA TAGCCCAACT 1711440 
TTTCAGCCAA CGCATAACAA AGCGTCCCTT TCCCAGCACC ACTAGGACCA TCAACAGTAA 1711S00 
TAATCATTCC CATACAAATT ATCCTTTCAT TCTCAAAATT TTGCGCATTA TAGAGACAAT 171156 0 
TGCCCCTCAT TACCATCCTA GAGATTATTA CTAGCTTCCA TGTTTTGTAT GGCTTATCTA 1711620 
ATAAAGTTAA TTTCACAAGC TCTAGGAAAG CGTAAACTCC CTTTCAAGCT TTTTCTTAAA 1711680 
TTTCAGAAAA TCTAACCACA TAGAAAAAGG TTTTTAAAAA CATTTCAAGG TTTTTTTAAT 1711740 
AACTATTGTG GCACTTAAGG ACGAAATTCT TTCAGCTAAA GTAGCTCTTT TTTCTATTAT 1711800 
TAAATTGGAC AATCCTTCTG ACGTTCTACA CTTCGTTTAT ACAAAAAACT GAAATTAAGC 1711860 
ACGCTAGACA TTATGCCTTT TAATATATAC ACATTTTTTC AAACTTGTTC TAAAGACTTT 1711920 
TCTACATTAC AATAAAAAAC GTAGCTATCA ATACAAATAA TCAAATAATG AGGACAAAGA 1711980 
AATGGCTGAA AATCGTTATG AACTAAATAA AAACTTAGCA CAGATGCTCA AAGGTGGTGT 1712040 
TATCATGGAT GTTCAAAACC CTGAACAAGC TCGCATTGCA GAAGCTGCTG GTGCAGCTGC 1712100 
AGTGATGGCT TTGGAACGAA TTCCTGCAGA TATTCGTGCT GTTGGAGGTG TCTCTCGAAT 171216 0 
GAGCGATCCT AAGATGATCA AGGAAATCCA AGGAGCAGTT AGCATTCCAG TTATGGCAAA 1712220 
AGTTAGAATT GGACATTTCG TTGAGGCTCA GATTTTGGAA GCTATTGAAA TTGACTATAT 171228 0 
CGATGAGAGT GAAGTGCTTT CTCCAGCTGA CAACCGTTTC CATGTGGACA AGAAAGAATT 1712340 
CCAAGTACCT TTTGTATGTG GTGCCAAGGA TTTGGGCGAG GCCTTGCGTC GTATCGCTGA 1712400 
AGGGGCTTCA ATGATTCGTA CAAAAGGAGA ACCAGGAACA GGAGATATCG TCCAAGCTGT 171246 0 
TCGCCATATG CGCATGATGA GTCAAGAAAT TCGTCGCATT CAAAATTTAC GTGAGGACGA 1712 52 0 
GCTCTATGTT GCGGCCAAAG ATTTACAAGT TCCTGTAGAA TTGGTTCAAT ACGTC CATAA 1712 58 0 
GCATGGGAAA TTGCCAGTTG TCAACTTCGC AGCTGGAGGA ATTGCAACTC CAGCAGATGC 171264 0 
GGCCTTGATG ATGCAACTTG GCGCAGAGGG TGTCTTTGTT GGTTCAGGTA TTTTTAAGTC 1712700 
AGGAGATCCT ATAAAACGTG CGAGCGCTAT TGTCAAAGCT GTAACTAACT ATCGAAATCC 1712760 
ACAAATCCTA GCACAAATCT C CGAAG ATTT AGGTGAAGCC ATGGTTGGTA TCAATGAAAA 1712820 
TGAAATCCAA ATTCTCATGG CTGAGCGAGG AAAATAAATn AAAATCGGAA TATTAGCTCT 1712880 
ACAAGGTGCC TTTGCGGAAC ATGCACGAAT GCTAGAAAAA TTAGGAATTG AAAGTGTCGA 1712940 
ACTGAGAAAT TTAAAAAATT TTCAACAACA TTACAGTGAT TTATCAGGTT TGATTCTACC 1713000 
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TGGCGGTGAG TCAACCGCCA TAGGAAAACT TTTAAGAGAG CTGTATATGC TGGAACCGAT 1713060 
AAAACAAGCT ATCTCTTCTG GCTTTCCTGT CTTTGGAACT TGTGCTGGTT TGATTCTGTT 171312 0 
GGCTAAAGAG ATTACTTCTC AGAAAGAGAG TCATTTTGGA ACAATGGACA TTGTGGTTGA 171318 0 
GAGGAATGCC TATGGACGCC AATTGGGAAG TTTCTATACA GAAGCAGATT GCAAAGGGGT 1713240 
TGGTAAAATT CCTATGACTT TTATCAGAGG ACCTATCATC AGTAGTGTTG GTAAAAAAGT 17133 00 
CAATATTCTT GCAACGGTAA ATAATAAAAT CGTTGCAGCC CAAGAAAAGA ATATGCTGGT 1713360 
AACATCATTT CATCCTGAAT TAACAAATAA CTTGAGTTTG CATAAATACT TTATCGATAT 17134 2 0 
ATGTAAAGTA GCATAAACCA TTATCTGCAT ATCTGCCCTC CCTAGGAAAC AAACCATATT 1713480 
GTAGCAATGA GAGCAGATAA TTTTCATCAA AAAACCGAAC AGTTACTAGA CTTAAAACCG 1713540 
AATGCAAGGC AGGATAAGGA TGAACAAAAC AAAATTTCTT GTTGTATTGA CGAGAGCAAA 1713600 
CGCCACTTCG TAATTGGGCT TTCCCCAAAA CGAACCAAAA TCAACAATCC TAAAGACATT 1713660 
ACACACCATT GAGTATTTAC AAGGTTTCAA TGCGGACTGA ATCATCTATG AAAGcACTGA 1713720 
CGGTTTGGAT CTTACGATTG CCAAAATATT ATATCAAGCA GCCTTTTTCG TGCTCATTGC 1713780 
CAATCCACGA CAAATCAATC ACTTTACAAT GTCACATTTA GTAACCAACA ATTACTGTAC 1713840 
AAGTGTAGAC TGGAATAAGT CAAATAATTT TGCGGTAAAC ATCAGATAAT TTGCTGACCT 1713900 
TATTTTGATG AGTTGGCTCT ATCTAAGAAG AGGAAATAAT AAACAAGCGG TCACATTTGA 1713 960 
CATCTTGTTT GCATTTTAGA GGTTTATTCC GCCCAGTATT TTTTCCTCGT CGTTTTACCA 1714 020 
ATACCTGGAT TAAAGCTATT GGTTGGwTCC AACTCTTTAT AGAATTTTCT CAAGGTTGGT 1714 08 0 
TTAGCCTCGT ATAAATGCCC TACATTGTGT TCGGCTGGGT ATTGCGCACC ACGCTTGTCA 171414 0 
AGTAATTTCA ACATTTCGTA TTCTAGTTCT TCATAATCAT AACCTTTTTT TACAATGTAA 1714200 
TCTTGGTGAA AGACATGGCA CATAAAATGT CCGTAGTAAA GTTTAGAGAT AATTCTGTTA 171426 0 
TCAATTTCTG GCGGTAACAC TTCAAACCAA TCTTGATCAT TGCGACGTAA TGCAACATCT 1714320 
AAAGCAACTA TTTCTTCTAC TTCTTTTTCG TGAATTGCAC GATAACGAAT TGCAGCACTT 17143 80 
GCAACAGCGA AACGATGAAG CATTGCTGCT TGGGTTTCGA TTGCATTACA TTCAAAATAG 1714440 
CCACCTTTTG AGCCATCTGC AATGTAGGAT TCCAAATATT CACGGGCTTC TTGAATGCCT 17145 00 
TTTCCACCCA TTTTGATAAT TAAGTGATGC TCGTATTTGT TGCGATAATC CCATAAGCTT 1714560 
TGTGGAAGAT GTTCTGGGAT GAATTTAGAC ACAGTTTGCA TAAATTTATC GCTTAAATGT 1714620 
TGTGGTAAAA AGAAGAATTT TTTGCCGATG CGATCCACGT TTGATTTTAA GGAAAAGAGT 17146 8 0 
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TTTGGTAGCC AATGTGTACC AAACTTTTTA ATGACCCAAA AGGTATCTTT GCCATATTTT 1714 740 
GCTGCGATGT CAAATGCATC ACGATGGATA TATTCACCTG AAATGGGTAG CACTTCGAAG 1714 8 00 
TTTACTAACA TGTGGCGACG AATATCGCTC AACACAGAAG TTTGATTGGT GCCGATATAG 1714 86 0 
AAAACAGCCG TCTCTTTTTC AAGCGGAAAG GTGTCTAAAC GAACCGCAAA GACAGCAAGT 1714 920 
TTTCCTGCAC AGCCTGAGGC TTCATAGTGG CGAGCTGGGT CGGCATTAAA ACGAGCAGGG 171498 0 
GAGCCTTCAT CAACTTGACG AACATAGTTG CAGTAGTAAT GGTCGTGACC ATGTCCGCAA 171504 0 
TCTTGTCGAA TATCTTTAAC CTGATAACGT TTTTCTTGTA GATTAGTTAA AATTTCTTCA 1715100 
GGAGTTTCTC CTAAATCAAT GCCTAAATGA TTTTTTAGTT CTAATTCACC TTTTTCATTA 171516 0 
AGTTGAGCGT AAAGTGCCAT TTCTGTATAG GCTGGTCCAC GTTGAACTAA TGCTCCACCT 1715220 
GAGTTGTTAC AAATCCCACC AATAACTGAT GCGCCAATGC AAGATGAGCC AATAACAGAG 1715280 
TGGGGTTCAC GACCAAACGG TTTAAGTTGA TTTTCTAATT CATTGAGTGT AGAGCCTGGT 1715340 
AAGCAAATAA CTTGGGAAGC GTTATTGATG AGTTGGATTC CGTCAATTCG CATTGTATTG 1715400 
ATGACGACAA TATCGCGATC ATAATCATTG CCATCTGGTG TAGAGCCACC AGTTAAACCT 1715460 
GTATTCGCCG CTTGGTTTAT AACAATAACA TCATGTTCAA CGCAAACTTT TACAATGTTC 1715520 
CAAAACTCAA GTAGAGTGGC AGGGCGAACT ACAGCTAGGG CGTTTCCTGT TCCAAATCGA 1715580 
TAACCACTTC GATAAGCTTC TGTTTTAGTT GGATCAGTAA TAATATAACG AGAGCCAACA 171564 0 
ATATCGGTCA GTCGTGAAAT GAGTTGTTGA ACAGACATTT TATTATCCTC TTGTAATAAG 1715700 
AATTAATAGC ACTATAACAG AATAATTCCC ATTTGGATAA GGATATTTTA GGCTTTAATC 1715760 
GGTGTTTTTT TTGGAATTGC TCTACATATA AAGAAAATTC TCTCTTTATG ATAGGTTCAG 171582 0 
TGCTGTATGG GTATTTCAAT CACTCAATAT CAGCAATGCA AAATCCGTTG AAACCTTTAA 171588 0 
AGATAGAGAA AAATATTATT TAACAAACGA AACTTTTACT GAAATACAAC CTATTGATAT 1715940 
GCCAAACGAA CGTAATATTC AAAATTATCA CTCGACTTAC AAC AACATT C GGGATTGGCT 1716000 
TGGTTATCAA AAAGCTGGCG AGGAAAAAGC AAAGTCGACC ATCAATTAGG AATTGGGATG 1716 060 
AGGTAGTTTT TGAAGTGAAT TTTAAGCACA ATAAAAAAAC ATCAGAATTT TTAGCCGCAC 171612 0 
TTTCTAAAGT ATCCGCTAAT TTACATAAAT GATTTAACCC TACCTATGCT GCTACTCTTT 171618 0 
TAATTTTATG AACAGTATTT TCTGTTTCTT TCATATTATC TTTTGATAAT TGAGTAAGAT 1716240 
AATTAGACAT GGTTTGTTTG AATAAAGATA AATTTTTTAA AATTTTTGAT TTACCATGCG 1716 300 
TTTCAATCAA TGCTAAATCA AACTGTTCTG AAAGCTTATT ATCATTCATt TCTATAATAG 1716360 
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ATTCTCTTTC ATCCACAAAA AATTTCTGCA GGCAATGGTG TAAATCCTTA ATTGAAATGA 171642 0 
GTTTACGTAA TATGCCATCC ATTCCAATTT CTTAATGTTC CTGCTCGCTT TACATAACAT 1716480 
TGACGGTAAA AAATCATAAA TACCATTCTA ATAGTTTTCT CGCAAATGTT GCCACTTGTT 1716540 
GTCCGCAGAA CAATAACCAA CTCTCTAAGC AATTTAGTTC TTTATATCCT AAGTTTTGAA 1716600 
TCATTATAAT GTATTTTGCT TTGCACGCCT TCGTCATACG TTTATTTTTT GGCATATCGT 1716 660 
TAGCAACTAC TG AATGAAG C AAAGAACGTA ATGTTATTAA CATCAATATG CTTTAATCTT 171672 0 
TCAGCGTAAC TATCAAAATC ATTGTAATGA AGGTAAGATC TATTTATCCC CAATTGAGGA 1716 780 
TTTATTTAAC AATGAAATTA TGGCTTATAA TTTAGTGCTA AGTCCGAACT TTGAGTAAAT 1716 840 
TAACCAAATG ATGAAACAAG CCGTAGCAAG GCTTGATGAA GCAAAACCGA TTTTACATTC 1716 900 
CGACCAAGGT TAGCAATATC AGATGATAGA TTATCAACAC ATACTCAGGG AGAATGGCAT 171696 0 
TCAAAGTATG TGAAGGGAAA TTGTTTAGAT AACAGTAGAA TGGAAAGCTT CTTTAGATGT 1717020 
TTTAATAACT GGAAAAAAAG CTCCATGAGC GTATTCAGAA GAGGCTAAAG ACTGAGCCCT 1717080 
G TG AATGAC A GAACTCAGTC CTTGAGCTAA ATAAGTCTAA CTTTTTGAGG TCAGATCATT 1717140 
TATCAATAAA CTGATCAAAA AAACCGAACT TAATGTTCGC TTTTCTTTTT CATTACATAA 17172 00 
TACGACGCGA TTGAGTGTAG GTTCTAGCCC AATATTTTTC ATCAAGGGAA CTTATTGTCA 1717260 
CGCCTTGCCC TGTACTTGCG TGCATAAATT GGTTATTACC AATATAAACA CCAACGTGAT 171732 0 
TATTTTTACG GAAGAAAACT AAATCGCCTT TTTTAAGTTC TG ATTT ATT A ATTTTTCTAC 17173 80 
CTAAATGACG CTGTTCAGCC GTAGAACGAG GCAATTCAAT ACCAAAAACT TCAGAAAAAG 1717440 
TAGTTTGCAT AAATG CTGAA CAATCAATAC CACGTTTAGT GGTACCGCCC ATACGATAGC 1717500 
GAGTGCCAAC CCATTCATTA TAAACACTGG CTAGAGCCTT ATCGCCCATC AAAGCAGAGG 1717560 
AACGGTTTGT TCTCACTTTG TGAAAAATGC CTGTTCGATT ATCTTTTTCT AAATTATTAA 1717620 
TTAAACCAGT TAATTGAATA TCATCATTTT CTGAAATAAC CTGATGACTT ACCGTTCGTG 1717680 
GTGCATTAGA ACAAGCGGTT GCTAATACAG CTAAACCAAT AATAACTAAA ATTCTTTTCA 1717740 
ACATAATTTC AAATAATTAA AAGAAATAAA ATTTCGCAGC GGCTATCAAA ATTTGAATAA 171780 0 
AATTGCCAGT AAAAATCCAA TTCTAATGGA ATTTTTGTGA TCTTTTACAC AATGACTTAA 1717860 
TTTGTTCCAC CAACAGTAAT TTCATCAATT TTTAGTGCTG GCTGTCCTAC GCCAACAGGT 1717920 
ACACTTTGTC CCTCTTTACC ACAAACCCCG ATACCTAAAT CAAGCTCTGA TTTATCTGCA 1717 980 
ACCATAGAAA TTTTTTGCAT CACTTCAATG CCACTGCCAA TTAAAGTTGC ACCCTTAACT 1718040 
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GGTTTCGTGA TTTTTCCTTT TTCAATTAAA TAAGCTTCTG AAGTAGAAAA TACAAATTTA 1718100 
CCAGAGGTAA TATC CACTTG CCCTCCACCA AAGTGCGGTG CATAAATGCC CTGTTTTACA 1718160 
GAAGCAATCA AATCATCAAA CTGACTTTGT CCAGCAAGCA TATAGGTGTT AGTCATTCTA 1718220 
GGCATTGGTA AATGGGCGTA AGACTCACGT CGTCCATTTC CCGTAGTGCT ACGCCCATCA 1718280 
AACGGGCATT CATTTTATCT TGCATGTAAC CTTGCAAAAT CCCGTCTTTG ATGAGTACAT 1718340 
TGCACTGGCT TGGCACACCT T CATCATCAA TAGTTAGTGA ACCTCGACGA TTTTCAATCG 1718400 
TGCCGTCATC TACAATTGTA CATAATGGAG AAGTTACTTG TTCGCCAATC TTGCCTGTAA 1718460 
AAAGTGAACT TTCTTTACGG TTAAAATCGC CTTCTAAACC GTGCCCAACA GCCTCGTGTA 1718520 
ACAGCACGCC CGGCCAACCC GCACCTAATA CAACTGGCAT CAATCCTGCG GGTGCTGCAA 1718580 
CTGCACTAAG GTTTACTAAG GCTTGACGAA CCGCTTCTTT AGCAAAAAGT ACTGCTCTAA 1718640 
TATCGCCATC AACAACTTCA AAGAACCAAT CTAAACCGAA ACGCCCACCA GAACCACAAC 1718700 
TTCCTCGTTC ACGTTTTCCA TTTTCCTCTA CTAACACAGA AATAGATAAG CGAACTAAAG 1718760 
GGCGAATATC TGCGGCTAAT GTGCCATCCG TCGCCATAAT TAATACTTCT TCATAAACGG 1718820 
AACTGAGGCT TGCTGAAACC TTGGTTACAC GATGATCTTC TGCGCGCGCT GTACGATCAA 1718880 
CCAAATGTAA TAGCTCAATT TTTTTCTCTT TAGTCAAACT TTCCAAAGGA TTAATCGCCG 1718940 
CATAACGAGC AATAGGATTT ACAACATTAA AAGCGGATGG CGAAATCAAA TTCCCCTGTT 1719000 
TGACTTGCGC GATCCCCTTT ACCGCCTCCG CACATTGCTG CAAAGAAGCA AGATTAATTT 1719060 
GATCCGCATA AGCAAACCCC GTTTTCTCGC CAGAAACTGC CCGCACACCA ACGCCACGAT 1719120 
CAATATGAAA ACTGC CTTCT TTTATAATGC CGTCTTCTAA TACCCAACTT TCATCTTGGC 1719180 
TAAGTTGAAA ATACAGATCG GCATAATCAA TATTGCGATG CGACATAATG TCAAAAATAT 1719240 
TGAGTAATGT TTGAGTTGAA AGATTACTTG GTGTGAGTAA TGTATTTGAA ACTTGGTTTA 1719300 
ACATATTTTT TCCAGTCTAA AGTAAATATC TTGTGAGTGC TTGTATCCGT TTAATACAAC 1719360 
AGCACAGATT AAAATCGGAT TAATAAAGTG CGGTTGATTT TGAGGTTATT TTTCCAAATG 1719420 
CGCTAATCCA AATTGATACA AAGCATTCTT CTTATAACCA TACAACTCAG C AACT AT AG C 1719480 
TGCTGCTTTT TTAAGTGGCA ATTCTTCTGC AATTAACTCA AGTGCCTTTA CCGCTTGCGG 1719540 
CGAAATTTCA TCGTTATTGT CAGACTTTGG TTTGCCTTCC ACAATCAAAA CCATCTCGCC 1719600 
TTTTGTACGA TTGGGATCTT CTAAAAGCCA TTCGCGTAAA TTTTTAATCG TATTCCCCGT 1719660 
^TCGrrrCC CAAGTTTTAG TCArrTCACG GGCTAACACA ATGTATCGTT CTTCCCCTAG 1719720 
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CACCGCTTGC ATATCTTCTA GTGTATCTAA AATACGGTGA GTGGATTCAT AAAAAATCAA 1719780 
AGTGCGGTCT TCTTCTGCGA TATTTTCTAA TTTATCTTTG CGTGCTTTAC TTTTCGCAGG 171984 0 
TAAAAAGCCT TCAAAACAAA ATCTATCAGA AGCAATCCCC GATGCACAAA GAGCGGTAAT 1719900 
TGCCGCACAA GCTCCTGGCA AAGG CACAAC TCGAATGCCA GCTTCACGGC ATTGGCGTAC 1719960 
TAAATGAAAA CCAGGGTCAC TGATTAATGG CGTCCCCGCA TCAGAAATCA AGGCAATATT 172 0020 
ACTCCCCTGC TTGAGCTTTT CCACCAAAAT ATGCGCTTTT TCTTGTTCGT TATGATCGTG 172 0080 
CAAAGCAAAA AATGGCTTCT TAATGCCGTA ATGGCTCAAT AAAAGTCCAC TATGGCGAGT 1720140 
ATCTTCTGCT GCAATTAAAT CCACTTGAGC AAAAGTCTCT AAAGCACGTT GGGTAATATC 172 0200 
TTGTAAATTG CCAATGGGCG TGGCAACAAT GTATAAAATT CCGGTTAAAT CAGTCATTTT 172026 0 
TGTTTGCTTT TAAGTTATGA GATAAGTAAG ATCTGCTACG ACTATTGTCT GTTTATGATG 1720320 
GAGCAAAGAT GTCTATTCTA TTACAAGGCG AACGTTTTAA AAAACGTTTA ATGCCAATTT 172 0380 
TATTGTCAAT GGCTTTAGCT GGCTGTTCAA ATCTACTTGG TAGCAATTTC ACGCAAACCT 1720440 
TACAAAAAGA TGCAAATGCA AGTTCTGAAT TTTATATAAA CAAATTAGGG CAAACACAAG 1720500 
AACTTGAAGA TCAACAAACC TATAAATTGC TCGCGGCTCG AGTGTTAATC CGTGAAAATA 172 0560 
AGGTTGAACA ATCGGCAGCG TTATTGAGGG AATTAGGCGA ATTAAATGAT GCGCAAAAAT 172 062 0 
TAGATCGTGC ATTAATTGAA GCGAGAATTT CTGCTGCAAA AAATGCCAAT GAAGTCGCAC 172 06 80 
AAAATCAATT ACGTGCATTG GATTTAAATA AACTAAGCCC GTCACAAAAA TCTCGTTATT 1720740 
ACGAAACCTT AGCTATTGTT GCCGAAAACC GTAAAGACAT GATTGAAGCG GTAAAAGCGC 1720800 
GGATAGAAAT GGATAAGAAT TTAACAGATG TACAACGTCA TCAAGATAAT ATTGATAAAA 1720860 
CTTGGGCTTT ATTGCGTTCA GCGAATACTG GCGTTATTAA TAATGCCTCT GATGAAGGTA 172092 0 
ATGCAGCTTT AGGCGGTTGG CTAACATTAA TCAAAGCCTA CAACGATTAT ATTCGTCAGC 1720980 
CTGTACAATT AAGCCAAGCC TTACAAAGTT GGAAAAATGC TTATCCAAAT CATGCAGCCG 1721040 
CAACGTTGTT CCCAAAAGAA TTGCTTACAT TGCTTAATTT CCAACAAACG AATGTGTCAC 1721100 
AAATTGGTTT ACTCTTGCCA TTAAGTGGTG ACGGACAAAT TCTTGGCACA ACCATTCAAT 1721160 
CGGGTTTTAA CGACGCGAAA GGTAACTCAA CCATTCCAGT GCAAGTGTTT GATACCTCAA 17 21220 
TGAATTCTGT CCAAGATATC ATTGCGCAAG CAAAACAAGC GGGGATTAAA ACCTTAGTTG 1721280 
GCCCATTACT AAAACAAAAT CTTGATGTGA TTTTAGCAGA TCCTGCTCAA ATTCAAGGTA 1721340 
TGGATGTGCT TGCATTAAAT GCCACACCAA ATTCTCGTGC GATTCCTCAA CTTTGTTATT 17214 00 

-77.1026- 

SUBSTITUTE SHEET (RULE 26) 



WO 96/33276 PCT/US96/05320 

ACGGACTTTC GCCAGAAGAT GAAGCTGAAT CTGCCGCCAA TAAAATGTGG AACGATGGCG 17214 6 0 
TGCGTAATCC ACTTGTCGCA ATGCCGCAAA ATGATTTAGG ACAACG CGTA GGCAATGCCT 1721520 
TTAATGTACG TTGGCAACAA TTAGCAGGTA CTGATGCGAA TATCCGTTAC TACAATTTGC 1721580 
CTGCGGATGT GACCTATTTC GTTCAAGAAA ATAACTCAAA TACAACCGCA CTTTATGCCG 1721640 
TAGCAAGTCC AACTGAACTG GCAGAAATGA AAGGTTATTT AACAAATATC GTACCTAATT 17217 00 
TAGCGATTTA TGCCAGTTCT CGAGCAAGCG CAAGTGCGAC AAACACTAAT ACCGACTTCA 172176 0 
TCGCACAGAT GAACGGTGTA CAGTTTAGTG ATATTCCATT TTTTAAAGAT ACCAATTCTC 1721820 
CACAATATCA GAAGTTAGCA AAATCCACGG GGGGCGAATA TCAATTGATG CGTTTATATG 1721880 
CAATGGGTGC GGATGCGTGG TTGCTCATTA ATCAATTTAA TGAATTACGC CAAGTGCCAG 172194 0 
GCTATCGCTT GAGTGGCTTA ACAGGGATTT TAAGTGCTGA TACCAACTGT AATGTTGAAC 1722 000 
GCGATATGAC TTGGTATCAA TATCAAGATG GTGCAATTGT ACCAGTTGCA AACTAATGTT 1722060 
TTCTTTAAAA CGTCAGCAAG GGGCGAGCTT TGAGCATCAA GCTCGTCTTT TTTTAGAATC 1722120 
AAAAGGCTTA ATATTTATTG CGGCTAATCA AAATTTCAAA TGTGGTGAAC TTGATCTAAT 1722180 
AATGAATGAC AAAGAAACTA TCGTCTTTGT TGAAGTTCGC CAACGAAGTC ATTCCGCCTA 1722240 
TGGTTCTGCT ATAGAAAGCG TAGATTGGCG AAAACAACAA AAATGGTTAG ATGCCGCAAA 1722300 
TTTATGGCTT GCAAAACAAA ATATGAGCTT AGAAGATGCT AATTGCCGCT TTGATTTAAT 17 22360 
CGCTTTTGGC AAAACACCTC AAGATATTCA ATGGATTCCT AATTTTCTCG ATTAATGGCT 172242 0 
TTTTATAATG TTACAAAAAG TAAAAGATAT TTATAGCGAA AGTATTCAAA TTCAAATTGC 17224 80 
AG CATCAAGT ATGCTTTCTG AAAATATTAC CAACGCCACC CAAATGGTGA TGCAATGTTT 172254 0 
ATTAGGCGGT AATAAGGTTA TCGCCTGTGG CGTGTCGCGT TCTTATGCTA ATGCACAGTT 17226 00 
TCTCGTCTCA AACTTACTTA ATCGATATGA TTTAGTTAGA CCGAGCTTCC CGTCTGTGTT 1722660 
ATTGAGCTTA GAAAGTGCGG TGGGTTCTTC ACTTGTTTTT GAACAACCGC CTGAAGAATT 1722 72 0 
GTATTGT CAT CAATTTAATG CCAGTGCAAA ATCGGGCGCA CTTACTTATT GCTTTTGCAC 1722 78 0 
CTTTGGGGAC AGAAAAAATC GTGCTAAATA TTATTTCTCA TGCTGTCAGC AAAGAAGTTA 1722 84 0 
ATGTTATTGT GCTAACTGGC TCTAACAACG ATGCCATTCA AGGAATTTTA GCAGATAAGG 17 2 2 900 
AT CT AGAAAT ATCAATCCCA GCCACCAAAG AAAGTCGTAT CTTAGAGAAC CATCTTTTTG 1722960 
TGATTAATGC ACTTTGTGAA TTGGTTGATC AGACTTTATT CCCAAGTGCT TGACAGGAAA 17 2 3 020 
ATAAATCACT TTCAAACTAA TAGTAATTTA ATCTAAAAAG GAGTTAATTA TGACATTATC 1723 08 0 
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CCCGTTAAAA AAACTCGCTA TCCTGCTTGG AGCGACTATT TTTCTACAAG GCTGTGTTGC 1723140 
AGCTGTGATT GGAGGTGGTG CTGTAGCAGC TAAAGTAGCT ACCGATCCCC GAACGACAGG 172 32 00 
GACACAAATT GATGATGAAA CCCTCGAATT TAAAGTAGAA AATGCTGTAG AAAAAGATGC 172 326 0 
CCAAATTAAG GCTGAAGGTC GTGTAAATGC AGTGTCTTAC AATGGCCGAG TACTTTTAAT 172 3320 
CGGTCAAGTT CCTAATAGTG ATGTAAAAGA CACTGCCACA GCTCTTGCAA AAGGTGTTGA 1723380 
AGGTGTCAAT GAAGTTTATA ATGAACTAAC TGTTAGCCCA AAAATCTCTT TTGCACAAAT 1723440 
CAGTAAAGAT AGTTGGCTCA CAACGCAAGT CAAATCTAAG ATGTTCGTTG ATGGTCGAGT 172 3500 
TAAAGCCACA GATGTCAAAG TGATTAGCGA AAATGGAGAA GTATTTTTAC TGGGTAACGT 1723560 
CACACAATCT CAAGCCAATG CGGCAGCCGA CATTGCCAGC AAAATCAGCG GCGTGAAAAA 1723620 
AGTAATTAAA GTATTCAAAT ACCTAGACTA ATCCTTCAAA GTGCGGTGAA AAATTCAACA 172 3680 
AATTTTTACC GCACTTTTTC TTATTTTTCT AAATAAAAAA TTTTAATTTT TATTCTCACA 1723740 
AAAACCGTTT ATTTTTAAAT AAGTTATCTA TTGTCAAGAA TCAAATCAAA AAATTTATTA 1723800 
CTTGCGATCT TTTCTCAAAC ACATTATCTT GTGGATCGTT TTCATAAAAA CACTATATCT 1723860 
TGTGTTTTAA ATCCTGTTTT AAATAACAAC AAGAAGGCTC ATACAATGAA TAAAAGTTTA 1723 920 
ATGGTTACAA AGCGTGACGG TACGCAAGAA CAAATCAATC TTGATAAAAT CCATCGTGTG 1723980 
ATTACGTGGG CTGCTGAAGG ACTAGACAAT GTTTCTGTTT CTCAAGTAGA ACTTCGTTCA 172404 0 
CATATTCAAT TTTATGAAGG CATTCGCACT TCAGACATCC ACGAAACCAT TATTAAAGCA 1724100 
GCCGCAGATT TAATCAGCAA AGATTCGCCA GATTATCAAT ATTTAGCTGC TCGTTTAGCG 1724160 
ATTTTCCATT TACGTAAAAA AGCCTATGGT CATTTCGATC CCCCTCGTTT ATACGATCAC 1724 22 0 
GTCAAAAAAC TAGTACGTAT GGAAAAATAT GATCAAGCGT TATTAGATGA TTATACTCGT 172428 0 
GAAGAATGGG ACACAATGGA CGGCTTCATC GATCATTGGC GTGATATGAC GTTTTCTTAT 1724340 
GCAGCAGTGA AGCAATTGGA GGGTAAATAT TTAGTACAAA ACCGTGTGAC GGGAGAAATC 1721400 
TACGAGTCTG CACAATTCTT ATATTTGCTG GTTTCCGCAA GTCTATTCTC TAAATATCCA 1724460 
AAAGAAACAC GTTTGGATTA TGTAAAACGT TTCTACGATG CCACATCGAC TTTCAAAATT 1724 520 
TCCTTACCTA CACCAATTAT GGCGGGCGTG CGTACACCAA CTCGTCAGTT CAGCTCTTGC 1724580 
GTATTAATTG AATGTGATGA CAGTTTAGAT TCTATCAATG CAACAGCATC AGCTATTGTA 1724640 
AAATATGTTT CACAACGTGC AGGGATTGGT ATTAATGCAG GGGCTATTCG TGCATTAGGT 1724700 
AGCGAAATTC GTGGTGGAGA AGCATTCCAT ACAGGTTGTA TTCCATTCTA TAAATATTTC 1724 76 0 
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CAAACTGCAG TTAAATCTTG CTCACAAGGT GGCGTTCGTG GCGGTGCAGC AACACTTTAT 1724 820 
TACCCAATTT GGCACTTAGA AGCAGAAAAC TTGCTCGTAT TAAAAAATAA CCGTGGTGTA 1724880 
GAAGACAACC GTGTTCGTCA TATGGATTAT GGCGTGCAAT TAAACAAATT AATGTATCAA 1724 94 0 
CGCTTAATTA AAGGCAGCGA GATTACTTTA TTTAGTCCAT CAGATGTACC TGGACTTTAT 1725000 
GAAGCATTCT TTGCGGATCA AGACAAATTT GAAGAACTTT ACGTAAAATA CGAACAAGAT 172 506 0 
CCAACTATCC GTAAGCGTAC TGTTAAAGCA GTTGAAATCT TTTCTTTATT AATGCAAGAA 1725120 
CGGGCATCAA CGGGTCGAAT TTACATTCAA AACGTGGATC ACTGTAATAC CCACTCTCCG 1725180 
TTTGATCCAC AAGTTGCACC AGTTCGTCAA TCTAACTTAT GCTTAGAAAT TGCATTACCA 172524 0 
ACTAAACCGC TTCAGCACAT TAACGATGAA AATGGGGAAA TTGCACTTTG TACACTTTCC 172 5300 
GCCTTTAACT TAGGTAAAAT TGAAAACTTA GATGAATTAG AAGAACTTGC GGATCTTGCT 1725360 
GTTCGTTCTC TTGATGCCTT ATTAGACTAT CAAGATTATC CTGTTGTGGC AGCAAAACGT 172542 0 
AGCTCACTTG CACGCCGTTC ACTCGGTATT GGGGTCATTA ACTATGCGTA TTACCTTGCG 17254 8 0 
AAAAATGGTG TTCGCTATTC TGATGGTTCA GCCAACGATT TAACACACCG TACTTTTGAA 1725540 
GCCATTCAAT ATTATTTATT GAAAGCCTCT ATGAACTTAG CAAAAGAGCA AGGTGCGTGT 1725600 
GAATACTTCA ATGAAACCAC TTATGCAAAA GGCATTTTAC CGATTGATAC CTATAAGAAA 1725660 
GATTTAGATT CCTTAACACA AGAGCCTCTA CATTATGATT GGGAAAGTTT ACGTAAAGAT 172 5720 
ATTCAAGAAT TTGGTTTACG TAACTCAACA TTAACTGCCT TAATGCCATC AGAAACATCA 172 57 80 
TCGCAGATTT CCAATGCGAC TAATGGTATT GAGCCACCAC GCGGTCACGT AAGTATTAAA 172 5840 
GCATCAAAAG ATGGTATCTT AAAACAAGTT GTACCTGAAT ATGAAAATTT AATGGATAAC 172 5900 
TATGAATTAC TTTGGGATAT TCCAAGTAAT GACGGCTACT TACACTTAGT CGGTATTATG 172 5960 
CAAAAATTCG TGGATCAAGC GATCTCTGCA AACACAAACT ATGATCCAAA ACGTTTTGAA 1726020 
GACGGCAAAG TACCAATGAA AGTGTTGTTA AAAGATTTAT TAACCGCTTA CAAATACGGT 1726 08 0 
TTAAAAACCC TTTACTATCA AAATACCCGC GACGGTGCCG AAGATGTTCA AGAAGATCTT 1726140 
GATGACGGCT GTGCTGGTGG TGCTTGCAAA ATTTAAACGC CCCTATTGTC TTCCCCAACT 17262 00 
TATGGGGAAG ATAGCACGAC ATAACGAATT AGGATACTTT CCTCAGTCTT TGATAGTTTC 172 S 26 0 
CCCTGATAAA CAGGGAAAGC TAAATAAATG ATAAGTTCTA TTTAAAGGAT AAATAAAATG 1726 32 0 
GCATACACCA CTTTTTCCCA AAATAAAAAC GATCAATTAA AAGAACCGAT GTTCTTTGGT 17263 80 
CAAAACGTTA ATGTTGCGCG TTACGATCAA CAAAAATATG AGACGTTTGA GAAGCTGATT 172644 0 
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GAAAAACAAC TTTCTTTTTT CTGGCGTCCA GAAGAAGTAG ATGTATCGCA AGACCGTATC 1726 500 
GACTACGCAG CATTGCCTGA ACACGAAAAA CACATCTTCA TCAGCAACTT AAAATATCAA 1726560 
ACCTTATTGG ATTCTATTCA AGGCCGTAGC CCGAACGTGG CATTATTGCC TTTAGTGTCG 1726620 
ATTC CTGAAT TAGAAACTTG GATTGAGACG TGGACATTCT CTGAAACCAT CCACTCTCGC 1726680 
TCTTACACAC ATATTATTCG TAATATTGTG AACGATCCTT CTATCGTATT TGATGACATC 1726740 
GTAACTAACG AAGAAATCAT CAAACGCGCA CAAGATATTT CATCTTACTA CGATGATTTA 1726800 
ATCCGTGATA GCCAACTTTA TGGCTTATAC GGCGAAGGCA CTTATACCGT AGATGGCAAA 1726860 
GAATGCGTCG* TGACTTTACG TAGTTTGAAA AAACAACTTT ATCTTTGCCT AATGAGCGTG 1726920 
AATGCACTTG AAGCAATTCG TTTCTACGTT TCTTTCGCTT GTTCATTTGC TTTTGCTGAA 1726980 
CGTCGTTTAA TGGAAGGGAA TGCAAAAATT ATTAAATTTA TCGCACGTGA TGAAGCCTTG 172 704 0 
C ATT TAACAG GTACACAGCA TATTTTAAAT ATTATGGCTG CAGGTCAAGA CGATCCTGAA 1727100 
ATGGCAGAAA TTGCGGAAGA ATGTAAACAA GAAGCCTATG ATTTATTTGT TGCAGCGGCA 172 716 0 
GAACAAGAAA AAGCTTGGGC TGATTATCTA TTTAAAGACG GTTCTATGAT CGGCCTCAAC 1727220 
AGAGATATTT TAGTTCAATA CGTAGAATAT ATTACTAATA TCCGTATGCA AGCTGTTGGA 1727280 
TTGCCACTAC CATTCCAAAC ACGTTCAAAT CCAATTCCTT GGATTAACGC TTGGTTAGTG 1727340 
T C AG ATAACG TACAGGTTGC ACCACAAGAA GTAGAAGTAA GCTCTTATCT TGTCGGTCAA 1727400 
ATTGACTCAA AAGTTGATAC GAATGATTTT GACGATTTTT CTCTCTAATT AAAAACACAT 1727460 
AAAAAACTAA CCGCACTTTG GAATATTCTT TTTAAAT AT T TAAAGTGCGG TTAATTTTTT 172752 0 
GTTCATTTTA AAAGGCTTTC TAACACAGAA AGCCTTTTAT TTCTTAGATT TCTAATAACA 1727580 
ATCTTGTTGG ATCTTCCAAT AATTCTTTAA TCGTTACCAA GAAACCAACA GATTCACGGC 1727640 
CGTCAATTAG GCGATGATCA TAAGATAAGG CAAGATACAT CATCGGACGA ATCACAACTT 1727700 
GACCATTAAG CGCAATCGGG CGTTCTTTAA TAGCGTGCAT TCCTAAAATC GCACTTTGTG 1727760 
GTGGATTGAT AATTGGAGTG GACATAAGAG AACCGAACAC GCCACCATTT GTAATAGTAA 1727820 
AATTGCCGCC AGTAAGATCT TCTACTGTTA ATTTGCCATC ACGACCTTTT TCAGCTAATG 17278 80 
CTTTAATTTG TTTTTCGATC TCTGCCATAC TGAGCTTATC GCAATCACGA AGCACTGGTG 172794 0 
TGACTAATCC ACGTGGTGTT GAAACTGCAA TACTAATATC AAAATAGTTA TGGTAAACAA 1728000 
CATCATCCCC ATCAATAGAA GCATTAACTT CAGGATAACG TTTTAATGCT TCCACAACCG 1728060 
CTTTAATATA AAAAGACATA AATCCTAAAC GTACTGAATG TTGTTTTTCA AATTTTTCGC 1728120 
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CGTAGGTTTT ACGCAGAGTC ATTATCGGCT GCATATCCAC TTCATTGAAA GTGGTAAGCA 172 8180 
TCGCCGTACT ATTTTTGGCT TCAAGTAAAC GTTCAGCAAT ACGTTTACGC AAACGGGTCA 172 824 0 
TTGGCACACG TTTTTCAGAA CGTGCGCTAT AAGCCACCGT ACTAATTGTA TTTTGCTCAG 17283 00 
TGGCAGCTTC TTGTTTCACT TGCTGTGCTT GTCGTTTTGC AATTTCACGT TCAATATCTT 1728 360 
CACGTGTTAA ACGACCACCC ACACCCGAAC CTTGAATTTG ATCTGCTTGT AAATCATGTT 1728420 
CTGCTAATAA ACGACGAATT ACAGGGCTCT GATCCGCATT ATGATTATGA CTATTTTCAA 1728480 
TCGCTGCATT TTGACGATCA GATGGTGTGG GTTCATTCGT TGCTTTTAAC GTCGCTGAAC 1728540 
TGACATCTCC TTCTTGAGCC GTAGAAATTT TGCCTAGCAA CTGTTTACTC ACCACTGTTT 1728600 
CGCCCTCAGC TTGAACAACT TCAGCCAGTA CACCATCAGA AAGTGCGGGA ACTTCTAGCA 172866 0 
CGACTTTATC CGTTTCAATT TCCACAATAA CCTCATCACG TTTCACAGTA TCGCCCAGTT 1728720 
TTTTATGCCA AGTGGCAACA GTTGCATCTG CAACTGATTC AGGTAGGTCT GGAACAAGAA 1728 780 
TTTCGATTGC CATTTTATTT TTCCTTTTCT TCTTTTTTAC TATATCTTAA TTATCTTGGC 172 884 0 
TCCCCTATTT ACAGAGGAAA GCAAAGATAA AAAC CTTT AT TAAATTAACC GCACTTTAAA 1728 900 
AACTCAACGC ATCTTCCACT AACTGTTTTT GCTGTTTAGT GTGAAGCGAC ATATAACCCA 172896 0 
CAGCAGGCGA AGCAGAAGCT GGACGCCCTG CATATTTGAG TTTAACGGAT TCTGGAATTG 1729020 
CTGATTCAAA ATTATGTTTG CTGCAATACC AAGCCCCTTG GTTAAGTGGT TCTTCTTGGC 1729080 
ACCATACATA ATCCGTGACA TGCGCATAAG GCTCAAGCGC TTTCTTCACA TCCTCATGCG 1729140 
GGAATGGATA AAGCTGCTCA ATACGAATAA TCGCTACATC TTTCTGATTA TTTGCACGAC 1729200 
GTTGTTCAAG TAAATCGTAA TAAACTTTAC CTGAACACAT T AC CACACGT TTTACATCTT 1729260 
TAGGATCAAG CTCATCAATT TCTCCGATTA CCGTTTGGAA AGTTCCATTA ATCAACTCGT 1729320 
CTAAACTGGA CACTGCCAAT GGATGACGTA GTAAAGATTT TGGGGAAATG GCAATCAATG 1729380 
GACGGCGCAT TTTACGTAAA GACTGACGAC GCAACATGTG ATACACCTGT GCAGGTGTTG 1729440 
ATGGCACGCA AACTTGCATA TTTTGTTCTG CGCAAAGTTG CAAATAACGT TCAAGACGTG 1729500 
CGGAAGAATG TTCAGGGCCT TGTCCCTCAT AGCCATGAGG CAATAACATA ACTAAACCAC 1729560 
ACATTCTGCC CCATTTTTGT TCGCCAGAGC TAATAAATTG GTCGATAACA ATTTGCGCAC 1729620 
CATTAGCAAA ATCGCCAAAT TGCGCTTCCC AAATGGTTAA CGTTTTTGGA TCTGTTGTTG 1729680 
CGTAGCCATA TTCAAAAGCA AGAACAGATT CTTCAGAAAG TACCGAATCC CATACTTCAA 1729740 
AACGACCTTG ATTGGCGTGT AAATGTGTTA ATGGTACATA CCCCGTACCA TCATTTTGAT 1729800 
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TATGCACAAC GGCATGACGA TGGAAAAAAG TACCTCGTCC CGCATCTTCG CCTGATAAAC 172 98 60 
GAACATTAAC ACCTTCATCA AGTAAGGTTG CATAAGCCAT GGTTTCAGCC ATACCCCAGT 1729920 
CGAGCAATTT TTCGCCTTGA TACATTGCTT TACGATCATT ATAGATTTTT TCTACGCGAG 172 9980 
GATGCGCACG TAAACTTTCA GGATATTCAC ATACACGTTT AGCAAGGGTT AAAAAACGTT 173004 0 
CCTGTGAAAA TTTGCTTTCA TAAGGTGCTG TCCAATCATA ATTGAGATAT TGCAACCAAT 1730100 
CCATTTTTGC CGTATCCATT TCTCGCCATT CTGATACGAC TCGATCGCCA TTATCTAGCG 173016 0 
CATCGCGATA ATCATTCGCC ATCTCGGTAA CTTGTTCTTC AGTCATCACA CCTTCTGAAA 1730220 
CTAAGCGATC TGCATAAACT TTACGAGGTG TAGGATGTTT TTTGATGATG CTATACATCA 1730280 
TTGGTTGAGT GGCTAATGGT TCATCTGCCT CGTTATGACC ATGACGGCGA TAAGAAATTA 173 034 0 
AATCGATAAA AATATCTCGT TTGAATAAAT TACGATATTC CACCGCCATA CGCGCAGCAA 173 0400 
ATGCCACCGC TTCAGGATCA TCGCCATTAA CATGAATAAT CGGCGCTTGA ATCATTTTTG 173046 0 
CAATATCGGT GCAATATTCT GTAGAGCGCG TATCATTAGG ATTAGATGTC GTAAAACCAA 1730520 
TTTGGTTATT AATCACGATG CGAATAGTAC CGCCCACACT ATAACCACGG GTATTTGACA 173 058 0 
TATTCAATGT TTCTTGAACA ACCCCCTGTC CTGCCACAGC TGAATCTCCG TGgACAGTAA 173 064 0 
TAGCAAGCAC TTTGCTATGT TCCGTATCAT TCATACGAGT TTGTCGAGAT CGAACAGAAC 1730700 
CAATCACAAC AGGGCTTACG ATTTCCAAAT GGGAGGGATT AAATGCCAAC GTTAAGTGAA 173 0760 
CTCGCTTATC ATCTACGGCG AAATCAGAAG AAAAACCTTG ATGATATTTC ACATCCCCCG 173 082 0 
TACGTTCACT GGAATGTTTA CCTGCAAATT CATCGAATAA ATTTTCAGGC TTTTTACCTA 173088 0 
ATACATTCAC GAG CAT ATT C AAACGCCCAC GGTGTGCCAT TCCCATTACC ACATCATTTA 17 30 940 
CCCCTTGACG ACTAGAATGG CGAATAATTT CTTTCATCAA nGGAATAAAC GCATCACTTC 1731000 
CTTCTAAAGA AAAGCGTTTC GCCCCAGGGA ATTTCGCACC AAGATAACGT TCTAAACCGT 173106 0 
CTGCTGCCGT AAGTTCACGA AGAAAATTGA CACGTTCTTC AGATGTAAAA AGCGGTTTAT 173112 0 
CTAACAGGCT TTCCATCTTG CTCTGGAGCC ACATTTTCTG CTCCATATCC TGCACGTGCA 1731180 
TAAACTCCAA GCCAATTGAG CCACAATATG TTTCTTTCAA CATTTGAGCT AATTCGCCAA 1731240 
GTTTAATGGT ATCGCGTTTA TAAACGTAAT GATTTATATT GAAAGTTTCG TTGAGATCTT 17313 00 
GTTCAGTAAA ACCGTGATGG CGATAATCTA ATTCAGGGAC GAAAGATACT TTCCAACGAT 17313 60 
AATAATTGAG AGGATCAAGA TTAGCCTCTA AATGGCCACG AAAACGATAG GCATTGATAA 1731420 
ATTGTAGAAC TTTCACCAAT TTTGCACCAG CTGCAGGATC TATCACTGTC ACCGCTTCAT 1731480 
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TATGATTTTC TCGCGCTAAG CGACGAAAAT AATCTCGCAC TGGAGTATGG GGCTGTTCAA 173154 0 
GTGCGGTGGT TTTTGGCAAA GAATCAAAGG TTTTTCGCCA GCTTTCCTCC ACCGACTGTG 17316 00 
GATCACTCAA ATAGCTTTCA TAAAGTTCTT CTATATAAGA TTGATTTGCA CCGCCTAATG 173166 0 
CTGTGCTGGC TAACCAATCA TCAAACGCCT TGTTTTGCTG CATAATTACC TCTTTATTAT 173172 0 
GATATTTGAA GCAATATTTT CGCTCCATTT TTTACGCATT ATACATAGGA TTG CAACGG A 1731780 
AATAAGCCTC TTATCGGAAA TTGTTACAAA TTTGTGATCT AGTTCAAACT CTTTAGATTT 1731840 
CAAACAATAA AAAACCGCAC TTCATCTCTT AAACAAAGTG CGGTTATTTT TACTTGTATT 1731900 
AAAATTTAGG ATTTAGAATT TAAAAATGGA TTGCTCCGCT TTTCTTGCCC AATGGTTGTG 173196 0 
TAAGATCCGT GTCCAGCGAT AATAATAATA TCGTCATTTA ATGGGAGTAA TTTTGTTCGA 1732 02 0 
ATTGAAGAAA TCAATGTTTC ATAATCC CCG CGAGGGAAAT CGGTACGACC AATTCCGCCT 1732080 
TGAAATAATA CATCGCCCGT AAACGCCACT TTTTTCTCGT GTTCAATAAA ACCGATATGT 1732140 
CCTGGTGTAT GCCCTGGTAA ATGTAAAATC TCGAAATTAA AGCCATCTAA TTTTAAAATT 1732200 
TCGCCCTCTT GATTAAACCA ACGATCAGGC AAAAAAGCGT CAATATTTGG CAAGCCAAAA 1732260 
CGTTGTGCTT GCTCGGGTAA ACTCTCAAAT AAAAATTTAT CTTTTTCATT AGAACCCCAA 1732320 
ATTTCAACGC CAAAATGTTG TTTTAATTGC ATCGCTGCGC CAACATGATC TAAATGACCA 1732380 
TGGGTAAGCA AAAGCACTTT AAGATTTAAA TCTAGTTCTT CAATGCGTTG AATTAGGCGT 1732440 
TCGGCTTCGC ACCTGGGTCA ATAATTGCGG CATTTTTTTC ATCATCCCAA ATCAAAGAAC 1732500 
AATTTTGTTG GAATGCGGTA ACGGGGATAA TTTCGATATT CATTTTTGCT CCTTATAATC 1732560 
GATAAAACTG TTGAGTATTC AAAAGGATTT GCTTTTGAAC AGAATGTAAT GGCAAAGACT 1732620 
TTAATTCAGC TAGTTTCTGC AATACAGCCA ATAATTGTTC AGAAATGCCC GCACGTTCAA 1732680 
ATCCTTCGTG TTGCCAAGGG CTATCCGTTT CAATCATCAA ACGGTTTAAC GACAAATGTT 1732740 
GAGCAACATA CTGTGTTTTA GAGTTCCATA AAATATCAGG GGTTAGGCTT GCAAAATAGG 1732800 
GGGTAGAGAA AAATTTCTGA AAAGATTTTT CATCTGTCTT AAACCAGTGA AAATGAGCCC 1732860 
GTTGAATATT ATGTTTCTGC AATAATTCAA GGGCAATTTC TACATCGTTA TGTACAATAT 1732920 
GCAAATTTAA CGGTAAATCC CATTTTTTCG CTATCAGAAT AAATCGCTCC AGTAATTCAA 1732980 
TGTAAGGCAC GTAATCTAAA TTCGGATTTT CTCGTTTAGA ATAATGTGGC AAGCCCACCT 1733040 
CGCCAATGGC AGAAATCGAT GAATGATGTT CGTCAATCCA TTGAAATAAT TTTTTTTGTT 1733100 
CTTCTAAACT AGGT AATTG C TGTTCAGGAT GAAAACCGGC TGCAATATAA AGTTTCTTTG 1733160 
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GGTAAGTCTG TTTTAAATTC AGCAGTTTTT TAGCACTGTT GAGATTAGTA CTCACCGCAA 173 3220 
GCATACCTAT AATCTTTGAA TGAGCAAGTG TTTGCTGAAT ATTCTCGTCA GAGAGTTGGT 1733280 
CTAAATGAAG ATGGCTGTCA AATAACATTT CTTTTCCAAT GAAAAACCGC ACAAAAGTGC 1733 340 
GGTTAATTTT ACATTTGTTT TACACGCCTT TCCAAGTTCT CACAGGGCCT GTATCTACGT 173 34 00 
GAATGAAATT ACTGGTTGGA TAATAACCCA CGCCACCATT TCGCAGACTT TCCGCAGAAG 1733460 
ATTTCACTTT AATCAAAGGC ACACCCGCAA TACGAAAATC AATGGCTTTT CCTTTAATGT 173 3 520 
GATAACTATT TTTCGCTACG CACGACTTTG GCGACGACGC ATTGCATTAG TAGAGGCTGA 173 3 580 
ACGATAACCA CAAATTACTT CAATTTCAGC ATTGCGTAAG CCTAAATTAG TTTGGATATT 1733640 
ATAAAATTTC TGGAATAAAT TTGGATCCAT TTTATGCACT TGATTTGTCC TTTTATCACG 17337 00 
CATTAAATAA TCCAATTTTT TTAACATCGC AGGCGAAAAA CCTTTTGCTA AAGAAAACTC 173 37 6 0 
GCCACTTAAT CTTTCGCCCG TATTAATGTT GCGGAAAGTT AAAATACGAG GTTTAGGTGT 1733 820 
TGAAACCATT GCTAATACAG AATTTGGTAA AATAGATATT CCTAACGCAA TACCGCCCAG 173388 0 
CGATAACCAT TTTCGTTTAT TCTGATCCAC ATAATTCATT ATAGCTCCCT TATTTTATTG 173 3 94 0 
AAGATATTTT TTTACGAGAT CCCAATTAAT CTCAGCAAGA TTAATCTGAC GATCATAACC 1734 000 
ATAAATATCA GGTAAATTTA CAATATTTCC GTTTTCAATC CACGCAGTAA CATAATATAA 1734060 
AAAAACAGGA TTATCCGAGC GTATCGGCGC AGAAGTGGTT TTTTTACTTG CTAATACTGT 173412 0 
ATTTTTTCGA GTTTCTGTCC AACCTGCTTC TTTTAATAAA ATACTTGCCA ATTGATCAGA 1734180 
TTTTTCAACA CGCACACAAC CAGAACTTAA CGCTCGATTT TTACGATTAA ACAATCCGCG 1734240 
ATTTGGCGTA TCGTGTAAAT AAATTGCATC AGAACTTGGC ATATTAAATT TATAATTACC 1734300 
TAACGCACTA TCGCCAGCCG CTTGTCGAAC TCGATAAGGA AATTTATTAT CAATAGATTC 1734360 
CCAATCAATA GAAGCAGGAT CAACAACATT GCCTTGATTA TCTAAAATTG AATAATTATG 173442 0 
CTCCGTAATA TAATTTGGAT CGGCTTTCAT TTTTGGCAAT AAATCTTCAT TAATTAAGCG 1734480 
AATTGGCGCA TTCCAAGGTG GATTTACAAC CACATTACTT AATTTGCTAT ACATTACAGG 1734540 
TGTCCTGCGC GAATTTGTGC CAACAATTAC CCGAGATTCT AAAATTAAAT CGCCATCACG 1734600 
ATAATACTGT AATTTATAGC TTGGAATATT CACAAAAATT CCATTATGAA AATCAGGAAT 173466 0 
CACACGTAAA CGCTGTGCAT TCATTGCCAA TTTTTGAGTA ATATTTGATT CTTTAGAAGT 17 34720 
CGGAATAAAC ATCGGCAATG ATTGAATTGT TTGGCGATAT AAATGATTTT CTCCCGCTAA 1734 78 0 
ACTTTGTATG AAATCAAGAA GTTGATTATT TTCCACCGCA CTTAACCAGC GTTGAATATG 173 4 84 0 
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ATCATTTTCA GG CTGTTGTG CTTGATACTG AGCAGATGAA TACAACCAAT TAGATGCTTG 17 34900 
AGAACGAACA TTTTGTGTGT AATATAAGTA ATCTAACAAA ATATCACTTA ATAACACATC 1734960 
ATAAACCAAT CCGCCTTGTT GTTCTACCAA TGCCAATGTT TCTAGTGAAG TTGCCGACGA 17 3 5 020 
TTTTGAAATA CCGCTTGCCA CCATTGCCGC ATAATCACGT AACAATTGAC GAGCTGCCGC 173 508 0 
ATTGTCAGTC CATAACGGGG CATATTTACG AGAAGCATAT AAACGCGCGA GTAAAGGCTT 17 3 514 0 
AAATTGTAAC TTATGATCGC CTATTTCGTG TGTTAGCGTC ATATTAAGCA ATGTTTGTTT 173 52 00 
TTCTTCCGTT AAACGTTGCT GATCCGCATA AATGGCTTCT TCAAGCTCTT TTCTTTCTGC 173 526 0 
GAGTGACAAA TGGGAAAGAT TAATGCCGTA CAATGATTTA GATTGGTCAT TTTTGCTCAA 1735320 
ACCTACTAAA ACACAACCCG ACATCATCAT AGATAATGAT AAGGCGAATA ATGATAACTT 173 53 80 
TAAGGTGCTT TTAAACACTA CCATTTCCTA AACCTTTATT AAAATCACCG CACTTGTTGC 1735440 
TTTTCTCAAA CAAAGTGCGG TCAAAAC CAT TTAGTATTTA TTTTTTACTT TCCGTTTTTG 173 55 00 
CTTCGGATAG GCCGTTTGCT TGATTAATTT TCTGATCTGA ATTAAAAATA ACGAAATCAG 173 5560 
CTGCTATTTT TTCAGCTTCT TTTAAGAAGA AATCTGGTGC TTCGTAATCT TTCGGCAAAT 17 3 5620 
CATCAATATC TTTCAATGCT TTCTTACCCT CACGTTTAAA ACGTTCGTTC AAATCTTTTA 17 3 5680 
AACGTCTTGC ATCATCTTTA TCATTCTCTG CTTTACGCAT TTTATAATTC AATGATAGAA 173 5740 
ATTTTCGATC TCGGCGTTCA TTTCGCACTT TCAATTCTTC ATTCAATGCA ACAAATTCAG 173 5800 
GATCTTTAGC AATACGAGCA AGATGTTTTT CATTTAGAAT ATTTACTGCA TTATCAATAT 173 5860 
AATTGATATT TCCTACTTCC ATATAACTCG CTGATGGGAT TTTATCCCAA GCAAGCGCAT 173 5920 
TATCTTCTTT ATCTTCCCCA TATTCTTTCG CATCTATAAT TTCAGGAAAA TTAATATCGG 173 5 980 
CTGCAACACC TTTTAATTGG GTTGAACCAC CATTAACGCG ATAAAATTTT TGAATAGTAT 1736 04 0 
ATTGCAAAAC ACCCAACGGA CTCTG AT CTA AATCATAGAT AAAATTTAAC GAACGACTCT 1736100 
GTTGCACCGT ACCTTTACCA AAAGTATTTT GCCCGATGAT AATACCTCGA CGATAATCTT 1736160 
GCATTGCTGC AGCAAAAATT TCTGATGCGG AAGCACTGTA ACGATTAATC ATCACAAATA 1736220 
ATAACCCCTT ATATTGTTGC GTAGCATCAT CATCTTCATG AACACGAATA CGCTGATAAG 17 362 8 0 
CATCGCGAAC CTGCACAACA GGGCCATCGG TAATAAATAA ACCACTTAAC GCCACCGCTT 1736 34 0 
CCGTTAATGC ACCACCGCCA TTTTCACGTA AATCAACAAT AAGAGCCTCA GCTTTTTGAT 17364 00 
TTTCTAATTT AACCAGTAGT TTTTTGACAT CTTCGGTTAA TCCAATATAA AAACTTGGAA 17 3 6460 
TTTTTATTAC CGCAATGTTT TTTCCTGACA CTTTTTCAAA GGTTAGTTTA GCCGCTTGAT 1736 52 0 
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CTTCAATACG GACTTTATCA CGAACCAAAG TAATAATACG TGATTTTCCC CCTTTAGCAG 1736580 
GCTCAATTTC TAAGCGAACT TTAGTGCCTT TTTTCCCTTT AATTTTTTCT ACCAAATCTT 1736640 
CTAAACGCCA ACCAACAACG TCTTCAATAT CGCCTGTTGC TTGCCCAACA CCAATGATTT 1736 700 
TATCCCCAGG ATGCAGCTTT TTACTACGTT CCGCTGGCGC ACCAGGTACA AGAGATTTGA 1736760 
TGCTAATTTC ATCATCTTCT GATTGTAAAG TAGTCCCAAT GCCTTCCAAA GAAAGATTTA 173682 0 
TACTTTCATT AAAACTTTTT GCTGTTCTTG GGGAAAGATA ACTGGTGTGA GGATCAATTT 173688 0 
CACGCGCAAA AGCATTCAAA TAAATTTGAA CAATATCGTC TGCTTTTGTT TGCGTTAAAC 1736940 
GACGAATGGC TAAATTATAG CGTTTTGTAA GCTTTGCTTT GATTTCTGAC CATTTTTTAT 173 7000 
CTTTTAATTT AAGATTAATA ATGTCATTTT TTACACGAGC ATCCCAAAGT TTATTTGCAT 173 706 0 
CAGCTTCAGT TTGTGCGCAG CCGCTTTTTC ACGATCAATT TCAATTTGAT CTTGACCATT 173 7120 
TAAATCAGGC TCTTTATCTA ATAAAGATAA CGCATAAGTA TAACGTTCAT AGCGACGTTT 1737180 
CATCATTACA TCATAAATGT CAAACGCTGC AGAAAGATCG CCTTGATTCA ACTGTTCATC 173724 0 
TAACTTAGTA CCATATTTTT GACGAAGTTC GTCTATATCA GACTGCAAAA AAGTATTGTG 1737300 
GTTAAAATCT AAATTTTTAA TATAACGATC AAAAATTTTC TCGGAAAAAT CATCATCTAA 173 7360 
TTTAATCTTA CGATAATGGG ATTGAGTTAA TCTTGTCGTT GCACGCTTAG TTGCCAACTG 173 7420 
GCTTTCTTCA CTTATCGCTG GAATACTAAT GTCACTTGGT TTTAATGTAG GTTGTACAGC 1737480 
AAATGCAGGA ATTGCACTGC TCAAACACAC CGATAACCAC GTATAACAAA TCACATTTTT 173 754 0 
TGACATTTTA AATTTCATAA CCATTTCCGA GTCAATTTTT ATTTATTAAG CAAATAAACG 173 76 00 
ATCTGCAGCA ACGTTCATAA TCAAACCGTT TTCAAGTTCA ACACGTGCTG AATCTTTTAA 173 766 0 
TACTTCTACC ACTGTTGCTT TTTTAGCATT ATCTCCAGCT TTAACTTTCA CAACAGAACC 1737720 
AACAGAAATT TGTGAAAAAT CAACCGCACT TAGTGATAAT TTACTCTCTT TTTTAAGGTT 1737780 
TTTATTCGCA GGTTTACGCG GATGCTTTTT TTGTTGTGCT TTTTTAGCTG CAGCTTCTGC 173784 0 
TTACGTTTTT CCGCAAAACG CGCTTTCGCT TCAGCAAGTT GCTGTGCAGC GTGAGCAACG 173 7 900 
TGTTCTGCAT CTAATACACC CGCAGGATTA CCCTGTAAAT CAACACGCAC TGCACCTTCA 1737960 
CGACAGCCAT ATAAATAACG CCAATTTGAT GTGTATTGGC GAAGAGCCTG ACGCAATTGG 1738020 
GTTTTACTTA CGCGTTCATC ATCTTGTAAT GCTTCAGCTA AATCTTGAAA TAAACCTATT 1738 080 
TTTAATGGTT TTGCTTCGCC CTCTAAAACA AAGCAAAGAG GAAATTTTTC TGCTAAATAA 1738140 
GTAATGATAG CTTTTGCGTT GGTTAATTTT TGCACTTCCG TTTGCACA^C TGTAACTTGA 1738200 
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GATGATAATT GTGTGTCAGT CATAGTTATA TCCTTGAGGC ATTAATAAAA TAAAGATTTG 17 3 8 260 
CCTAGTTTAT CGCACTTTTT ACAAAATTAA CAACGGATCC CGTTATGCTG AATAAATTTC 173832 0 
ACACAAAAAT AACGCCAAGA CTTCACAAAT ACGTTAAAAC AACGATAGAA TGGCACGTTT 173 83 80 
TTGATTTATA AAGAAAGACC ACAAGCGTGC CTAAAACAAA GCTAACTTCG CCTCCATTTA 17 3 844 0 
AAATTTTAAA ATGCACAGAA TGTGATGCTT GCATTAACGT GCCTTCTATT CTTCAATCAA 1738500 
ATGAACAAGC CGAATGCCCA CGTTGTCATC ATCTATTAGC AAGTGGTACG AGGTGGTCAT 1738560 
TACATCGTTG TGCAATGATT GCATTATCTA TTTTGATATT AATGCCCTTT TCCTTGAACT 173 862 0 
ACCCCTTATT AAGTTTACAT TTATTGGGTA TTAAAATTGA TGCCTCTATT TGGGATGGCA 1738680 
TTTGGAAAAT GGCAGTAGGT GGTTATGAAT ACACAGCGTT TATGATCTTT ATTTGTGCAG 17 3 8740 
TAGTAATGCC GATTACGTTT GCACTTTTAG TGATTATGCT TTGGCTGGCT AAGATTTTTC 173 88 00 
AGATAAAACC TCGTAGTGTT TTACTATTTC TTGGTTACAT TAAAGCTTGG GTAATGTTTG 173 8860 
ATGTTTATTT AGTGGCACTC GGAGTAACCA TATTTAAAGT ACGCGAATAT GCAACATTAG 173 8 920 
AAATTAATAT TTATTTAATT CCTTTTATTT TTACCGCACT TTTAACTACG CTGCTTTTTA 1738980 
TCAAACTTAA TCTTTCCGCC TTATGGCAGG AATTTTATCC TGAATGCACT TCAGTTTATA 173 904 0 
CAAAACAAGC TGTTGAATTA TGTCCTGCTT GCCATTACAC ATTCACGCAA AAATCTATCC 173 9100 
ATTACGATCA TCAACAAAAA ATTTGTTGTC CCCGCTGCCA ATCGCCTCTT AATACATCGG 173 9160 
AT AAG CT AAA ATTACAAGCA ACTTGGGCAA CCTTAATTGC AGGGATTATT ATGCTTTTTC 1739220 
CTGCAAATTT ATTACCTATA TCTGGCATTT ATTTAACAGG CGCATTATCT GAAGATACTT 173 9280 
TAATTTCTGG GGTTATTTCA TTTGTTAAAT CAGGTAGTTA TTTTGTTGCT TTTGTTGTAT 17 3 9340 
TTTTTGCCAG TATTTTCGTG CCTATCAGCA AAATTTTTAT TATGCTTTAC TTACTTGCTT 173 94 00 
GCGTGCATTT TAAATGGCAA CATTCTATTA AATGGCAAAT GCGTTTATTG CATCTAGTAC 17 3 9460 
ATTTTGTTGG ACGCTGGTCT ATG CTTGATT TATTTGTATT AGCCTTAATG ATGTCGCTTG 173952 0 
TCACACGCGG AGAAATCATT AATTTTACCG TAGGGCCAGG CGCATTTTAT TTTGGTGCAG 17 3 9 580 
CCGTATTTTG CACTATGCTT TCCACCTCAC AATTTGATAG CAAATTAATT TGGAAAATTT 173 364 0 
ATGACAGAGA AAAATAATTC CTCCTCAATA GAAGAAAAAT ATCAAGAAAG AACAGCGAAC 1739700 
TTACGTAAAA CAAAACG CAT TTCGCCTTTT TGGCTATTGC CTTTTATCGC ATT ATG TAT C 17 3 9 760 
GGGGCAATTT TATTCTTCCA AATTGTGAAA GAACGCGGTA CTAGCATTAC GATTACCTTT 173 982 0 
ACCAATGGTT CAGGTATCGT TGCGGATAAA ACTCAAATTC GTTATCAAGG ATTACAAATT 17 3 9880 
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GGCATAGTAA AAGAAGTTCA TTTCACTGAT AACCTACAAA AAGTGGAAGT TGTAGCCAAT 173 9940 
ATCAATCCTG AAGCATCAAG TATTTTGCGT GAAAATACAA AATTTTGGCT TGTGCAACCA 174 0000 
AATGTTTCTC TTGCTGGCAT TTCAGGATTA GATTCTCTCG TGTCAGGTAA TTACATTACT 1740060 
CTTCAACCAG GTGATGGCGA TCGTGAAGAT GAATTTATAG CAGAAGAACA AGGCCCTATT 1740120 
GCGCAAGTTT CCGCAGGAGA TTTATTAATT CACTTAATTT CTGATGATTT AGGTTCGATT 174 0180 
TCTATTGGTG CGTCTGTGTA TTTTAAAAAA TTACCTGTAG GAAAAATCTA TGATTACCGT 1740240 
ATTAATAAAA ACAATAAAGT AGAAATAGAT GTGGTCATTG ATAAAGCCTA TGCCAAGTTT 1740300 
GTGAAAAAAG ATTCACGCTT TTGGAATATT AGTGGCATTA ATGCGAACAT TAGCCCATCA 1740360 
GGCTTAAACC TAAATGTAGA AAGTTTAAAT GCCGTTGTAC AGGGGGCGGT TTCTTTTGAC 174 042 0 
TCTCCAGCTG ACAGCCCAAA AGCAGATGAA AATAGTCATT TCACGCTCTA TACCAATTTA 1740480 
AAAGCGGCTA AACGTGGGAT TGAAATTAAG GTAACAATTC CTGCCTCATC CGCTCTTATT 174 054 0 
GCAGGGCAAA CGGAAGTTTA TTCTCAAGAT AATGCTATAG GGATTCTCGC CAAGCTAAGT 1740600 
GCGGTAGAAA ATAACGATGA AATTTTAGAA GGCAGTTTAT TGATAGATCC AAACCAAGCT 1740660 
TCTTTGTTTA AAGCGAATAG CAAAATTGTC CTACGCAATA AAAAAATAGA TCTTGGCAAT 1740720 
TTAGCAGAAC CAAAAAAATT CTTTCGTGGC GAATATTTTG ATGTGATTGC GGGAGACGGC 174 0780 
GAAACTAAAC ATCAATTTAA CGTGATTAAA GAAAATGAAT TATTACTCAA TGCGCCTAAC 1740840 
ACGTTAGTTT TAACCCTTAC TGCGCCAGAA AATTATGGTG TAAGCGAAGG GCAAAATGTG 1740900 
TTTTATAACA ATATGATAAT TGGGCAAATT GTTTCACAAA CAATAGATGT AAATGGCGTA 174 0 960 
CAATTTAAAG CAGCAATTGC CTCTGAATAC CGCAATTTAA TTCACGAAAA TACACAATTT 1741020 
GTGGCAGCAA CCAATTTTGA TATAAGCGTT GGATTAGATG GATTGCGTTT TGAATCCGCG 1741080 
ACGCCAGAAA AATGGTTACA AGGCGGCGTA AGAGTATTAA CGAAACAAGG TCTGGGGAAA 1741140 
GCTAAAGATA GCTATCCGCT TTATCAAAAT ATCAGCAATG CTGAACATGG CATCACAGGA 1741200 
AATATTCTTA CGCCAACGAT AACCTTACAC ACCCAAACCT TACCAAGCAT TGATAAAGGC 174126 0 
TCTCTTGTAC TATATCGTCA ATTTGAAGTA GGAAAAATTT TAAGTATTAA AC CTAAAACA 1741320 
AATAACTTTG ATGTAGACAT TTATATTTAT CCTGCTTATC AACATTTATT GACAG AT AAA 1741380 
AGCCGTTTTT GGGTAGAAAG TGCGGCAAAA ATAGATGTAA GTCCAAAAGG CATTAGTATT 1741440 
CAAGCAACGC CACTTGCACG TTCCTTAAAA GGGGCGATTA GCTTTGATAA TGGCGGTTCA 1741500 
GGCAATAATC GAACACTTTA TGCAAATGAA AGTTATGCAA AATCCATTGG GTTTGTAATT 174156 0 
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ACGTTAATCA CAGATGATGC AACTAATCTT AGCAAAGGAA TGAATCTGCG CTATCTTGGT 1741620 
TTAGATGTGG GGCAAATTGA CAGTATTCAG CTTGATGCAA AAGCAAAACG CATTACTGCA 174168 0 
AAAGCCCTAA TAAATCCAAA TTATATGAAT ATAATTGCAA AAGAAGGGGC TAATTTTACG 1741740 
ATAATCTCGC CACAAATTTC GGCTGGTGGA ATAGATAACC TTGATAGTTT ATTACAGCCT 1741800 
TATATTGATA TTGAAATTGG TAATGGAAAC ACAAAAACAC AATTTAATTT AGCACAAACG 174186 0 
GCACCACAAC GTAATAAATT TAGCAATGGC ACGCCGTTTA TTTTAGAAAC GCGTGATGCG 1741920 
ATGAATTTAA GTGAAGGTTC GCCAATTCTT TATCGAGGTG TAGAAGTTGG CACAGTGAAG 1741980 
AAATTTGAAC TTAATAGTCT TGGTGATCGT GTGTTAGTGC ATATTGCCAT TATGC CG AAA 1742040 
TATAGCCATC TTGTTCGACA AAACACAGAA TTTTGGATCG CATCAGGCTA CGACTTTAGC 1742100 
TTAGGCTGGA AAGGTGCGGT ATTTAATACG GGTAGCGTTC AGCAGTTGCT AAAAGGTGGG 1742160 
ATTTCTTTCT CCACACCAGC AGAAAAAGAA ATTCAACCGC AAGCGCAGCC CAACAAACGT 1742220 
TTCTTGCTTC AAATAAACCG CCCTGAAGAA GTGCAAACTT GGGGAAGTGG CGCGTTATCA 1742280 
AAATAACATA AATGAAAATA TTTAATCTGC ACCTTAATGA ATTAGGGTGC AGATAAGCTA 174234 0 
TTACCATTTT TCTAATGCTT CTTTATCACT CTCTCTTGCT TCAATCCAAC GCTCGCCTTG 1742400 
ATTGGTTTGT TCTTTTTTCC AAAATGGTGC TTTAGATTTT AAAAAATCCA TAATGAATTC 1742460 
ATTGGCGTGA TAAGCATCTC CACGATGTGC GGAACTTACC CCCACTAAAA CAATTTCATC 1742 520 
GCCAGTTTGT AAAAGCCCAA CACGATGAAT TACCGATACA CGTTGAATAT CCCAACGCAC 1742 58 0 
TTTCGCTTGT GCAACAATTT CATTCAACGC TTTTTCAGTC ATTGCGGGAT AATGTTCTAA 1742640 
GTATAAACTG GATACCTCAT CGCCTAAATT AAGATCGCGT ACTTTACCCA CAAAAATAAC 1742700 
CGTTGCGCCA ATTGAATGTT GCTCAGAAAG CCATTGGTAA ACGGCATTTT GATCAAAAGG 1742760 
CTGTTCTTGT ACCGCAATTT GAATATCCGT CATTTAGCCC CCTGTTACTG GTGGGAAAAA 1742 82 0 
GGCAATTTCA TCGCCATTTT TTACCGCACT TTCTAAAGGC ATTAAGGTTT GATTAATTGC 1742 88 0 
CACTAAAAGT TTACCTTTTT CCAGTGCCAA TGCCCATTTA TCGCCCTTTT GAGCAAGGTG 1742 94 0 
TTCACGCACC GCTTCCGCAG TGGCAAAATC ATCTTCTAAT TGAATGGCAT CAACGCCAAT 1743 000 
TAATTCACGA GTTTGAGCAA AAAATAAAAC ATTTAACATC TTATTTTTCC TCCGCAATAA 1743060 
AATGGCCTGA TTTTCGACCG CTCTTTTCTA ACAGGCGAAC GTGCTCAATC ACTATGTCTT 1743120 
TTTGTACGGC TTTACACATA TCGTAAATGG TTAAGGCTGC TACGCTTGCC GCAGTTAGTG 1743180 
CTTCCATTTC TACGC CAGTT TTTCCAGTTA ATTTGCAAAG AGATTGAATG CGAACTTGGT 1743240 
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TGGTTTCGAG TAACGGTTCT AAATTCACTT CTACTTTAGA AAGTAACAAT GGATGGCAAA 1743300 
GTGGGATAAG CTCCCAAGTG CGTTTTGCGG CTTGAATACC CGCAATACGA GCAGTAGCAA 174336 0 
ATACATCGCC TTTGTGATGT TTACCTTCCA CGATCATGGA AAGGGTTTCT TTTGACATAG 1743420 
TTACAATGGC TTCAGCACGA GCTTCACGAA CAGTTTCCGC TTTAGCAGAA ACATCCACCA 1743480 
TATTGGCTTC GCCTTGAGAA TTGATATGTG TAAATGTAGT CATAATATAA TAAAAGTGCG 1743540 
GTTAAAATAT TGAATGTTTT AAATAAGCGA CAAAAGGAAG CAGATGAATA TTACCATTCA 1743600 
TCTCACTTTG CTTTTTAGC C ACCAATAGAA GCTAAATGAT TTCTTACACC AGTATCGCCG 1743660 
ATATGCAAAT AATGATGTTC ACGTTTGCCT TGAAGTGCGG CAAAAATACG AGCCTGTAAA 1743720 
ATACCTTGCT GTTCGTGCGA CTGCAATAAA TCACGTAATT CAATGCCTTC TTCGCCAAAT 1743780 
AAACAAAGAT GAAGTTTACC TTTTGCTGAC ACTCTTAAAC GATTGCAACT TGCGCAAAAA 1743840 
TTCTTTTCAT AAGGCATAAT TAAACCAATT TCGCCTGCAT AATCAGGATG CGTGAATACT 1743 900 
TTAGCAGGAC CATCAGTATG GGATTTGTGT TGTAATGTCC AACCATTTTT CAACAATTTA 1743 96 0 
TCCGCTAAGA CTTGTCCAGA AAGATGGAAT TTATCAAAGA AACTATCCAT TTCGCCCGTT 174402 0 
TGCATGAGTT CGATAAAGCG CATTTGAATT GGGCGATCTT TAACCCAAGC GAGAAATTGT 1744 08 0 
TCAAATTCTT TATCATTCAG ATTTTTCATT AAAACTGAAT TGACTTTAAC TTTGTTGTAG 1744140 
CCCACTTCAA ATGCACGATC GATACCACGC ATCACGTCAT CAAATTTATT GATACCTGTA 1744200 
ATTTGATGGA ACATTTTGGG ATCAAGACTA TCAACACTGA CGTTAATAGA CGTAATCCCT 1744260 
GCTTTCTTCC AATCAGCCAC ATCTTTTGCC ATGCGATAGC CGTTTGTCGT GACGGCTAAT 1744320 
TGACGAATGC CATCAATGTT AGTAATGCTT TCAGCAATAG AAATAAAATC TTTGCGTAAA 1744 38 0 
GTCGGTTCGC CACCCGTTAA ACGGATTTTC TCTGTGCCCA TTTCAGCAAA GGCTTGAGCA 174444 0 
AGATGGGTAA TTTCTTTTAA AGTTAAGAAA CTTGGTTTGT TAGCTTCGGG TTGATAACCA 1744500 
TCAGGTAAAC AATAAGTACA ACGAAAATTA CACTGATCGG TAATCGACAG CCGTAGATAG 1744560 
TAATATTGAC GTTGGAAAGG ATCGACTAAG CGAGACTCTC CTACGTTTTT AATAGGAATG 174462 0 
GATTGCATTT TACACCTTTC TAAATACGGA GAGGATAAAC CGTTTCCAGC GTATCCCTGA 174468 0 
ATAACGTAGC GCGTTATTGG CTTGCCACCG TATTTCTATG AAACTTAGGC TAAACAAGCT 1744 74 0 
CGGAGTTATG CGTTAAATTT GATTTTTCGT CATTCTAAAA GATTTCACTC CATAAACACA 1744800 
ATCAATAATA TTGATGAAAA TCAGTATTTT CCTAAATTCT TAAAAATCAA TTATATAAAA 1744860 
AAATACATAA TGAATATAAG ACTAGCTCAT TAGTGATAAT TAATCCTATT TATATTAATA 1744 920 
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AC C ATAAATT TTTAGCTGAT TATTATGAGG nATTTTTATT GATTTAAATC ATAATTTAAT 1744 98 0 
CAATAAATAA ATTTCTCTAC TTTTCATAAT CAGAAAAATA TCCTACTATT TTTATCGGAT 1745040 
TTATTTTTAC TTAATCAATA TAGGAGTGAT TTATGTCTTT TGCCCAACAA AAACTTAGCG 174 5100 
AACTCGCTGT TTCAATTCCA GGTGCAACTA AAATTTTTCG TGAATATGAT TTAGATTTTT 1745160 
GCTGCGGAGG TTCTGTATTA TTAGAAGTCG CAGCACAACA AAAGAATCTT AACCTTGCTG 174 522 0 
AAATTGAAAA ACGTTTAACT GATTTACAAC AAAGTAAAGC AGAAAATAAT GATAAAGATT 1745280 
GGACTTCGGC ATCTTATGCG GAGATGATCG ATCACATTAT TACTCGTTTT CATAATCGCC 1745340 
ACCGTGAACA ACTCCCTGAA TTAATTACAT TGGCGGAGAA AGTAGAAAAT ATACATGGTG 174 540 0 
ATCGTGATGA CTGTCCTATA GGCGTAGTCG CACAGTTAGA AAAAATTTAT GCTGAACTTA 1745460 
GCCAGCATTT AATGAAAGAA GAACAAATTT TGTTCCCAAT GATCAAAATG GGGAATTATG 1745520 
CTATGGCCTC AATGCCAATT CGTGTAATGG AAATGGAACA CGATGAAGCA GGACAAGATG 174558 0 
TGGAAGTGAT CAAATCGCTT ACTAATAACT GCACGCCACC AGCAGATGCT TGTTTCAGTT 1745640 
GGAAAGCCTT ATATAGCGGT ATTAATGAAT TTATTGATGA TTTAATGCAT C AT ATT C ATT 1745700 
TGGAAAATAA TATTTTATTT CCACGTGTAT TAAACGAAAA ATAATTTAAT ATTCGTCAAA 1745760 
AAATAACCGC ACTTTAATCT ATTCCGAAAA ACAAACTAAA GTGCGGTCAT TTTTACAAGC 1745820 
GTTTTGAGTT GGTCGATAAG CCGAGTTCTG TCGTGGACAA TCATTCCTCT AGG CGACAAA 1745880 
TTACTCTGCC GCTCAAGCAA CCTACCCGAA CTCTGGACGG GCCACCCATT GAGTTCCTAT 1745940 
TTGGTCTTGC TACGAGTGGA GTTTACCCTG CTGCACGTTG TTACCAACGG CACGGTGCGC 1746000 
TCTTACCGCA CCCTTTCACC CTTACCGTTT ACACGGCGGT CTGCTCTCTG TTGCACTGGT 1746060 
CGTCGGCTCA CGCCGCCCGG ACGTTATCCG GCACTCTGCC CTGTGTAGCT CGGACTTTCC 1746120 
TCTCGTTTAC TTGTCCCACT AGGTCGTATA AATACGGTTA AGGGCTTCAA TAAACCAGCG 174 6180 
ATTGTCTAAC CAACTCGGCG CGTAGTATAG GGGCAATCAC TAGTGCGGTC AATAAAATCC 174624 0 
CCAATTTTTG AATATTG CTT CATCAATCTT ATCAACAATA ATGCCTAATT TTTCATTCGT 174 3 3 00 
ATTTTTTTAT GATTCCGCTA AAATAACGCC AATTTCAACC GCTCTTTTAG GAAGAAGAAT 174 636 0 
GAACTATCTA AAAATTGCAC AGGATTCCCT TTCAGTGGAA AGTAACGCAC TTTTGCAACT 1746420 
CAGCCAACGC TTAGGCGACG ATTTTAATCA AGTCATCGAT CTTATTTTAG CCTGCGAAGG 1746480 
GCGTTTGGTA ATCGGAGGGA TCGGAAAATC GGGTTTAATC GGCAAAAAAA TGGTAGCTAC 174654 0 
CTTTGCCTCT ACGGGTACAC CAAGTTTCTT TTTACATCCA ACAGAAGCCT TCCACGGCGA 1746 6 00 
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TTTAGGTATG TTAAAACCAA TTGATATCGT GATGTTAATT TCCTATAGCG GTGAAACCGA 1746660 
TGATGTCAAT AAACTGATTC CAAGTTTAAA AAATTTCGGT AATAAAATTA TTGCTGTGAC 174672 0 
GAGTAACAAA AATTCCACGC TCGCACGCCA TGCAGATTAT GTTCTAGATA TAACTGTTGA 1746780 
GCGTGAAGTC TGTCCAAATA ATCTTGCGCC AACCACTTCC GCACTTGTCA CACTAGCCCT 174684 0 
TGGCGATGCA CTTGCCGTAT CGCTTATTAC GGCACGCAAT TTCCAACCAG CTGACTTTGC 1746900 
CAAATTCCAT CCAGGTGGCA GTCTTGGTCG TCGTTTATTA TGTAAAGTGA AAGATCAAAT 1746960 
GCAAACTCGC CTACCAACAA TTTTACCCAC CACCAATTTT ACTGACTGCC TCACAGTCAT 1747020 
GAATGAAGGG CGAATGGGCG TTGCCTTAGT GATGGAAAAT GAGCAACTTA AAGGTATTAT 174 7080 
CACGGATGGC GATATTCGCC GCGCGCTTAC AGCCAATGGT GCAGGAACGC TGAATAAAAC 174 714 0 
AGCCAAAGAC TTTATGACAA GTTCACCAAA AACTATTCAT CAAGACGAAT TTTTATCAAA 1747200 
AGCCGAAGAC TTTATGAAAG CGAAAAAAAT TCACTCGCTA GTCGTTGTTA ATGATGAAAA 1747260 
TCACGTAGTG GGTTTAGTGG AATTTTCAAG CTAAGGAATC CCGATGCAAC AAAAATTAGA 17473 20 
AAATATTAAA TTTGTCATTA CTGATGTAGA CGGCGTACTC ACTGATGGAC AACTTCATTA 1747380 
TGATGCCAAT GGTGAAGCCA TCAAAAGCTT TCATGTACGA GATGGTTTAG GCATAAAAAT 174 744 0 
GCTGATGGAT GCGGATATTC AAGTGGCAGT GCTTTCTGGT CGCGACTCCC CTATTTTACG 1747500 
TCGTCGCATT GCCGATCTTG GTATTAAATT ATTCTTTCTT GGCAAACTTG AAAAAGAAAC 1747560 
GGCTTGTTTT GATCTCATGA AACAAGCTGG CGTCACCGCC GAGCAAACCG CTTATATTGG 1747620 
CGATGATAGC GTAGATCTCC CCGCCTTTGC AGCGTGTGGA ACTTCTTTTG CTGTGGCTGA 17476 80 
TGCCCCTATT TATGTGAAAA ATGCTGTTGA TCATGTACTT TCCACCCATG GCGGCAAAGG 174 774 0 
CGCATTCCGT GAAATGTCCG ATATGATTTT ACAGGCACAG GGAAAATCTT CTGTGTTTGA 1747800 
TACCGCCCAA GGTTTCCTAA AATCAGTGAA AAGTATGGGG CAGTAATAAC TCATTCGTCA 1747860 
ATGTTATTGC CTAATAAAAA ATAAAGTGCG GTCAATTTTC AAAGCGTTTT AAAATCTCTC 174 792 0 
AAAAATCAAC CGCACTTTTA TATTTATAAC GCTCCCGCAC TCTGACAGTT TATCTCTTTC 174798 0 
TTAAAATACC CATAAAATTG TGGCAATAGT TGGGTAATCA AATTCAATTG TTGATACGGC 1748040 
AAACTAAAGA CGGCGCGTTC TTCTGCGGTC ATCTCTTGTT TTTCCAATTC TTTTAAATGT 1748100 
GTTTCGATAC TTTCTTGCTG TTGGTTAAAA ATAGCCTCAG GTATTTCTTC AATATGTTCT 174dl60 
AAGGTATAAA TAATTTTCTT TGCCACAGGA TAAAAACCAG ATAAAAACTG TGCGGTCTGT 1748220 
TGCAAATTTT TCATTCTGTC GCGATAAGCT CCCAGTGCTG AAATATAGCT TAATAGAGAA 1748280 
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TAATTAAGTT TGAGCAAATC AAAACCTTTC TGTAAATATG CCTTATATTT CACTGGCTCA 1748340 
TTATTCATAT TAGAAAGCGT TGTACTCAGT GCGGCTGCAT ATTGATGCGC ATTGCGACGT 1748400 
GCTATGCGAT ATTTAAGATC GTCACTTTTA CCAAATTGCA ATTGGCTAAT AATATGCAAT 17484 6 0 
AAATACACCG CATCACTACG CAATGCTTGA TGGCTCACTT TATCAAGTTG CAAATATTTC 1748520 
CAATCTGGCC ATAAGTAAGA TACGGCAAAC CATGAAATCG CGGCACCAAG TAATGTATCA 1748580 
AGTAAACGAG GCATTAAGGC GGCTGCCGTA TCAAATCCCA TGACATCAAA ACTGAGCAAT 1743640 
ACTTGCAGTG TGATGAAAAA GGTCGAGAAA CTGTAATTAT TACTACGAAA GAAAAAGAAC 174 87 00 
AACGTGCTTG TAAGCACCAC AAGACCCAGT TTTAATTCTA AGGTTGGATT TAAATAAGGT 174876 0 
AATAGAGACC CCACCACTAC GCCTAATATC GTGCCGATAA TGCGCTGACG TAAACGTACT 1748820 
TTAGTTGCAG AATAATTTGG CTGACACACA AATACAGTGG TCAATAAAAT CCAATAACCA 1748880 
AGATTAAATT GGAAAAACTC AACAATTGCA CAGCACAAAA ATACCACAAT AGATAAGCGT 1748940 
ACTGCATGAC GGAACAACGG TGACTCAAAA GTAAAATGGC TAAAAATCAC CGCACTGATA 1749000 
TTTTTTAACC CAGTGATTTG TTCCGTATGA ATTTGAGCTA ATTGTTCTGT AACCGTCGTG 174 906 0 
TCTTGTGCTA ACTGGCGAAG TTGCCAGTTA ATACTTTGTA AATTATCTAA CAAGGTTTGA 174 912 0 
ATATCAATCA GTTCATCTTG ATCATTAAGA TGTTGTGCTC GATATAGATC AAAGGAATGC 1749180 
AAGGTGC CTA AAAGCGCACG TTCGACACGT TTATTAAAAT GATAGGGTTT ATTTTCACGC 1749240 
AAACTCGCCG TAATTTCTTT ACAGGATTGT GCTTGTAGTT CTAACAAACG TTGAATACGG 174 9300 
AAAATCAAAT CTGTATTTTT TAGTTTTTCC GTTATTTGTT GATAATCAAA ATGCGTAGAA 1749360 
TTGGCGCGCT CATGAATGTC TTGTGCGGCA AAATAGTAAC GTAACATTCT CTGAGTAAGA 174 94 2 0 
GGATGGCGAT GTTGCCCTCT AATGCGATAA AAAAGCGCGG TGCGAACAAT ATTAAATGCC 1749480 
GTGACAACAT TCGCATTTTT CATCGCGAAA TTAAGATGTT TTTTTTCAAT CTCAGCCACT 1749540 
TCGTCAGGAT CAAAAAAACA GGATTTGGTA TCTAAATATT CGCCCAACGC ACAAAACGCT 1749600 
TTAGCGACAC TTTCTTGCAC GGGGCGATTT GGGAAAAACA GGTAAACAAT CAGAGTCACC 1749660 
ACGCTATACA GCAAGGTACC GCATAAAATC ATTACAGGGT TAATAAACCA T ACATTT AC C 174 972 0 
TCTGGGATAT AAGTTAATGT GGTGTAAAGC GCAACCACTA ATGAACCGAA AGCAATGGTG 1749780 
CTATAACGCT GCCCCACGGC ACCAATCATA GTGAAAATAA ATGTCAGCAC CGTCATTAAC 1749840 
ACAATATATT GGATAGGCTT GCCAATATGT AACTGCACAA TAAAGGAAGA AATAGAAAAG 17 4 9900 
GCAATAAGGG TAAAAAATAC GTTTTTCAAT CGTCCAGTTA AACGGTTATC CAAATCCACC 1749960 
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AAACCACCTG CAATAATCCC TAGAATCAAA GGCATTGATT GCGAAGAAAT ATCAAAAAAC 17 50020 
CATATTCCCA CTGCCGCAAT ATTTACGGCA ATAAAAACAG GAATTGTAGA AATTACTTTA 1750 080 
GCATTTAACC GAATATTCAT TTCAAATCCT TATCAAAATA GAAAAGTGAG CAACAAGGCT 175014 0 
CACTTTTTAT TGTATAAAGT GCGGTCATTA TTTATGGGAT TTTGCCCAGT TTAAGAAACG 17502 00 
TGTTTGAGTT TCTTTATCCG CTTGTTGGAA CCAATATTGA AGCTGTTGCT CTGCAACGTT 175026 0 
TTCGCCCTGA ACAACCACTT TTCCTTTATT CGCTTTTGCA TTACCTGCTG GCGCAACAGC 175032 0 
CACTGAACTC GCAACTGTTG TTGCAGCAAA TTTAGAAACT GATGCCGCTG CACCAGACGC 1750380 
ATTATATTCA GCAAGATCAT TTAGCACATT ACCACTTGGG AATAAACCTT CTTGTTTTAA 17 50440 
CACATCCACT TTCGCTGAAA TAGCATTACC TGATTTTGTT TTCACAGTAA TATTTGGCAT 1750500 
TTGATTGAAT TTATCGCCAC TATCAAGATT ACGAATAACT GGTGCGGAAA TAACTAAATC 1750560 
TTCAGCATTA CCTTGAAATG TCACAATCAC AGGATTAGAT TCAAAAAGAG ATTGATTCGA 1750620 
TCCTGAACCA ACAATTTCAT TTAAACGCAC AACAACCTGA TGGTTTTGGG TATCATCTAC 1750680 
AGTAAATGTC TTAGCTTTTC CGAGAGATTT AGAGGCTTTT TGACCATCAA TCGCTAAAAA 175074 0 
CTCAAGGTTA GATGACGTAG AAACCATTCC AGCAAAGGTT GCCGTACTTG TGCATAATGT 1750800 
GGCAAGACCT AATACAACAG CGCGTAATTT CATAATTGCT CCTTTGGTAT AAATGAAATA 1750860 
CTCGCTTATG CTATGCCAAA TTAGCCAAAA TGAAAATAAA AAGTAAGAAT TAATTTAAAA 1750920 
TTTTTTGTTA TAAATAGCAC AAACAATCAC AATGTTTTAT TATGTTGGCG ATCTACACAC 1750980 
TAAACCAGTG TCGTGAAAAT TTAATCCATT AAATATCAAC GGGAGTAACA ATGTTGAACG 1751040 
ATATTTTAAC AGGCTATGGA ATTTTTATTT TGGAAATTTT AACAATTTTA TTACTCATTC 1751100 
TTGCTGTTGT TGGTTTGATT ATTTCTTATC GCCAACATAA CAAGTCTAAA GTGGGAGAAT 1751160 
TAGAAATTAA AGATTTATCA GAAGAATTTA ATGAACAAGT TCGTTTATTA CGTGATTTTA 1751220 
ATCTTTCTGA AGAAGAACAA AAACAACGCA CTAAAGCTGA AAAAAAAGCG GAAAAACAAA 1751280 
ATGCTAAAAA ACGCAAAGAA AAATTGAAAA AAGGCGAGAC TTTAGAAGAT GAAAAGAAAG 1751340 
CTTGCGTATA TGTATTAGAT TTTTGCGGCG ATATTTCAGC CTCAGAAACA ACCGCACTTC 1751400 
GAGAAGAAAT TTCAGCTATC TTAAATGTCG CCAAATCTGA AGATGAAGTA TTACTACGTT 1751460 
TAGAAAGTCC TGGTGGCATT GTGCATAATT ATGGATTTGC AGCCTCTCAA TTGTCTCGCT 1751520 
TAAAACAAAA AGGCATAAAA TTAACTGTTG CCGTTGATAA AGTGGCTGCA AGTGGCGGTT 1751580 
ATATGATGGC TTGCGTTGCC GATAAAATTG TATCCGCACC TTTTGCTGTT ATTGGTTCTA 175164 0 
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TTGGCGTTGT CGCTCAAATT CCAAATGTTC ATCGACTATT GAAAAAACAC GATGTCGATG 17 517 0 0 
TAGATGTAAT GACTGCGGGC GAATTTAAAC GTACAGTGAC CGTATTGGGT GAGAACACTG 1751760 
AAAAAGGAAA ACAAAAATTT CAACAAGAAT TGGAAGAAAC ACATAAATTA TTCAAACAAT 17 51820 
TTGTCTCACA AAATCGCCCT TGCCTAGATA TTGATAAAAT TGCAACAGGC GAACATTGGT 17 51880 
TTGGACAACA AG C CATTG CA TTACAACTTG TAGATGAAAT CTCAACGAGT GATGATTTAA 17 51940 
TTTTGGAAAA AATGAAAGAA AAACAGGTAC TTAATGTTAA ATACCGTTTA AAAAAATCCC 17 52000 
TAATAAAAAA ATTCGGACGA CAAGCTGAAG AAAGTGCAAT TAATATCATT CATCGTTATA 17 52060 
GTACAAAACA GTCTAGAGAC TTTATGTACT AAACATTTAC CCACAAAAAA GAAGTTTTTA 1752120 
TTTCTATGTT TACAAGnCAA ATCTTTGTCA TTAAGATACT CGCCGATCTT TAGGGGTTTT 1752180 
ATTATATTTA ATTCATAAAT CAAGTTGAGT ATTGTTAATC CAAATATTGC GCAGCTAATC 175224 0 
GTTTAAATGA TTAGCTGCGT TTTTTATTTT AATAACAAAA TCGCAACTTA CCATTTCCCC 17 52300 
TTAGCAAAAT TTTCTATTGT TCTTGCTTCC ATAAATAGGG ATAATAACGC CCCTATTCAA 1752 36 0 
AAGGCAAAAA ATAATGACGC ACTATATTTT ATTGATTATC GGCACCGCAT TAATTAACAA 175242 0 
TTTTGTATTG GTAAAATTCT TAGGTCTTTG CCCTTTTATG GGTGTATCCA AAAAAATTGA 1752480 
AACGGCTGTG GGAATGGGAT TAGCAACAAT GTTTGTTTTA ACTGTTGCTT CCCTTTGTGC 17 52540 
ATATTTGGTC GATCACTATA TTCTAATTCC CTTAAATGCC ACTTTTTTAC GTACATTAGT 1752 600 
GTTTATTTTA GTTATTGCTG TAGTGGTGCA ATTTACCGAA ATGGCAATAA ACAAAACAAG 175266 0 
TCCAACATTA TATCGTTTAC TCGGCATTTT CTTGCCTTTG ATAACTACAA ACTGCGCAGT 1752720 
ACTTGGTGTC GCATTATTAA ATGTAAATCT CGCTCATAAT TTAACAGGAG TCTGTCGTTT 17 52 780 
ATGGTTTTGG TGCATCTCTC GGCTTTTCCT TAGTATTGGT ACTTTTTGCC GCGCTTCGTG 17 5284 0 
AACGTTTAGT CGCCGCTGAT ATACCTGCCA CTTTTCGCGG TTCATCCATT GCTTTAATTA 1752 90 0 
CCGCAgGCTT AATGTCCCTC GCTTTTATGG GATTTACAGG ACTTGTAAAA TAATAAAATG 1752 96 0 
ATTTACCTTT TAATGATAAT AACTCTGTTA ATTTTATTTA TTGGGTTCTC TCAGTATTTT 1753020 
TCAGGAAAAA GAAAGAAATA ATGACCTTTT TATTCATCGT AATTACGCTA CTCGCTTTAA 17 53080 
TTTTCGGTGC GATTTTGGGC TTTGCATCAA TCAAGCTCAA AGTGGAAGCT GAwCCTGTCG 17 5314 0 
TAGAGAAAAT TGATGCTATT TTACCGCAAA GCCAATGTGG GCAATGTGGT TATCCTGGTT 175320 0 
GTAAGCCTTA TGCTGAAGCC ATTTGCAATG GCGATGAAAT CACAAAATGT ATTCCAGGTG 17 53260 
GTCAAACAAC TATCGTAAAA ATTGCCGAAA TTTTAGGGGT TGATGTACCA ACAATGGAGG 175332 0 
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GCATAGAAGA ACCTATCGAG AAAGTTGCTT TTATTGATGA AAATATGTGT ATTGGCTGCA 175338 0 
CAAAATGTAT CCAAGCCTGT CCCGTTGATG CCATTATTGG TACAAATAAA GCAATGCACA 1753440 
CGATTATTCC CGATCTTTGT ACAGGTTGCG AGCTTTGTGT TGCGCCCTGC CCGACAGATT 1753 500 
GTATTTTAAT GATTCCCGTG AAAAAAAATA TTGATAATTG GGATTGGAAA TTTGATGCAA 1753560 
AACTCGTTAT TCCAGTAATG AATGTCGATG GCTCTGAAAA AAAATTGGTT GTGGGGGAAT 1753620 
AAATGGCGGA CGTATTATCT CGTTTCAATT CCGGTAAATT ATGGGATTTC AAAGGTGGCA 1753680 
TTCATCCACC AGAAATGAAA TCTCAATCTA ATTCACAGC C ATTACGCCAT CTGCCTCTCG 1753740 
GCACGGATTT TTACATTCCA CTCAAACAGC ACCTAGGAAC AACAGGCAAT CTTTTAATAA 1753800 
AAGAGGGCGA TTACGTCTTA AAAGGACAAG CCTTAACAAA AGGCGATGGC TTGCGTATGT 1753860 
TGCCAGTTCA CGCGCCCACT TCTGGCACAA TTAAATCGAT TAAACCTTAT GTTGCCACGC 1753920 
ATCCTTCAGG TCTTGATGAA CCCACAATTC ATTTACAGGC GGATGGTTTA GATCAATGGA 1753980 
TCGAACGTAA TCCTATTGAT GATTTTTCAA CGCTATCGTC AGAACAACTT ATTCACAAAA 1754040 
TCTATCAAGC AGGTATAGCA GGTTTAGGCG GTGCAGTATT CCCAACTGCT GCCAAAATTC 1754100 
AGTCAGCAGA GCAAAAAGTC AAACTCTTAA TTATCAATGG TGCAGAATGT GAGCCTTATA 1754160 
TCACTTGTGA TGATCGTCTT ATGCGTGAAC GTGCTGATGA AATCATAAAA GGCATTCGTA 1754220 
TTTTACGTTA TATATTGCAC CCTGAAAAAG TTGTCATTGC CATTGAAGAT AACAAACCAG 1754280 
AAG CCATATC GGCAATCCGC AATGCACTAC AGGGAGCAAA TGATATTAGC ATTCGGGTTA 1754340 
TTCCAACAAA ATATCCTTCA GGTGCTACCA AACAACTGAT TTATTTGCTC ACAGGGATAG 1754400 
AAGTGCCAAG TGGTGAGCGT TCATCCAGCA TTGGCGTATT AATGCAAAAT GTGGGAACAA 1754460 
TGTTCGCAAT AAAAAGAGCA ATTATAAATG ACGAGCCTTT AATTGAGCGT GTTGTCACCC 1754520 
TTACTGGAAA TAAAATCGCT GAAAAAGGCA ATTATTGGGT GCGTCTTGGC ACACCCATTT 1754580 
CCCAAATATT GAGCGATGCG GGCTATCAAT TTGACAAGCA TTTTCCTATA TTTGCAGGTG 1754640 
GGCCAATGAT GGGGCTAGAG CTTCCAAACC TAAATGCACC TGTGACAAAA CTTGTCAATT 1754700 
GTTTACTTGC GCCAGATTAT CTTGAATATG CCGAACCTGA AGCAGAACAG GCTTGTATTC 1754760 
GTTGTTCTAG CTGTTCTGAT GCCTGCCCAG TAAATTTAAT GCCACAACAA CTTTATTGGT 1754820 
TTGCGCGCAG TGAAGATCAC AAAAAATCGG AAGAATACGC TCTCAAAGAT TGTATTGAAT 1754880 
GTGGAATTTG CGCATACGTA TGCCCAAGCC ATATTCCTCT AATTCAATAT TTCCGCCAAG 1754940 
AAAAAGCTAA AATCTGGCAA ATAAAAGAAA AACAAAAGAA ATCAGATGAA GCCAAAATTC 1755000 
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GCTTTGAAGC AAAACAAGCA CGGATGGAAC GTGAAGAACA AGAGCGTAAA GCGCGTTCAC 175506 0 
AACGTGCAGC ACAGGCTCGC CGTGAAGAAT TAGCACAAAC TAAAGGGGAA GATCCAGTCA 1755120 
AGGCGGCACT CGAACGCTTG AAAGCGAAAA AAGCCAATGA AACAGAATCA ACGCAGATTA 175518 0 
AAACACTAAC CTCAGAAAAA GGAGAAGTTT TACCTGATAA CACAGATTTA ATGGCACAAC 1755240 
GTAAGGCACG CCGTTTAGCT CGTCAGCAAG CAGCATCTCA AGTCGAAAAT CAAGAACAAC 17 553 00 
AAACTCAGCC AACCAATGCG AAAAAAGCAG CAGTTGCAGC CGCACTTGCT CGTGCAAAAG 1755360 
CAAAAAAACT TGCACAAGCA AATAGCACCA GCGAAGCTAT TTCAAACTCT CAAACCGCAG 1755420 
AAAATCAAGT AGAAAAAACA AAAAGTGCGG TAGAAAAAAC ACAAGAAAAT TCAACCGCAC 1755480 
TTGATCCTAA AAAAGCAGCC GTAGCCGCCG CCATTGCTCG AGCAAAGGCA AAAAAACTTG 1755540 
CACAAACAAA TAGCACCAGC GAAGCTATTT CAAACTCTCA AACCGCAGAA AATGAAGTAG 1755600 
AAAAAACAAA AAGTG CGGT A GAAAAAACAG AAGAAAATTC AACCGCACTT GATGCGAAAA 175 5660 
AAGCAGCCAT AGCCGCCGCC ATTGCTCGGG CGAAAGCAAA AAAACTTGCA CAAGCAAATA 1755720 
GCGCCAGCGA AGCTATTTCA AACTCTCAAA CCGCAGAAAA TGAAGTAGAA AAAACAAAAA 175578 0 
GTGCGGTAGA AAAAACACAA CAAAATTCAA CCGCACTTGA CCCTAAAAAA GCAGCCGTAG 175584 0 
CCGCCGCCAT TGCTCGGGCA AAAGCAAAAA AACTTGCGCA AGCAAATAGC AC CAGCGAAG 1755900 
CTATTTCAAA CTCTCAAACC GCAGAAAATG AAGTAGAAAA AACAAAAAGT GCGGTAGAAA 17 5596 0 
AAACACAAGA AAATTCAACC GCACTTGACC CTAAAAAAGC AGCCGTAGCC GCCGCCATTG 1756020 
CTCGGGCAAA AGCGAAGAAA CTGGCAAAAA CACAAGCAAC ATTAGAAAAT AATCAGGAAT 1756080 
AAAATAATGT TTAAAATGGT TAGCTCCCCA CATACTCATT CAGGAAAACT CACAGCGCAT 1756140 
ATTATGCTTT GGGCCATTTT GGCAATGATG CCCGCTTTTT TCACGCAAAT TTATTATTTT 17 56200 
GGATTTGGCG TGGTGCTTCA ATCCGCATTA GCCATTGGTA CGGCAATCAT TGCGGAATTT 1756260 
ATTGCAATAA AATTACGAGG TAAAAAACCG CTCAATTATC TTTCAGATTT CAGCGTAGCC 1756320 
CTGACTGCGT TAATTTTGGC AATGGCTATT CCACCTTATG CACCTTATTG GATTATCATC 1756 3 BO 
ATTGGAACAC TCTGTGCAGT TTTATTAGGT AAACAGGTTT ATGGGGGGTT AGGGCAAAAT 1756440 
CCATTCAATC CCGCGATGAT TGGCTATGTA ATTCTTCTAA TTTCATTCCC ATTACAAATG 1756500 
ACAACTTGGA TGCCACCAAT TAATTTATTA CAGGAACCAC CGACTTTTTC AGATGCATTT 1756560 
T CATTAAT AT TTTCAGGTTT AACCACTGAT GGATTTACGC TTTCACaACT TACGCATAAC 1756620 
ATTGATGGTA TCACCCAAGC AACGCCTTTG GATAGTGCAA AAATTTTCTA TAAAAGTCAC 17566 80 
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ACTCAATTAA ATGATTTTTA TGAGCTAATT AAACTACCTA TATTTATGGG TAATGGAACT 1756 74 0 
GATTTCGCTC AAGGATGGTG GCAAATCAAC GTGGCTTTCT TAGCGGGCGG AATTTTCCTT 1756 800 
ATTTTAAAAC GTGTCATTCA CTGGCAAATT CCAGTGGCGA TGCTTGTCAC CTTTTTCTGT 1756860 
TTAGCCACTG CGACCGCTTT TACTGGCTTC ACGCATTTAA GTGCGATTAG CCAACTCGTT 1756920 
AGTGGCGCAA TGATGTTTGG TGCATTTTTT ATTGCAACAG ATCCTGTCAC AGCCTCCATT 175698 0 
ACACCACGCG GAAAAATTAT TTTTGGCGCA TTAGTGGGGT TATTTGTTTA TCTCATTCGT 1757040 
TAT CACGGAA ATTATCCAGA CGGCGTGGCA TTCGCCATTT TATTAAGTAA TATTTGCGTC 17 57100 
CCACTTATCG ATCATTACAC ACGTCCGCGC GTATCTGGTT ATCCAACAAA AGGAAGAAAA 1757160 
TAATGGGTAC AGTAAAAATC ACATCGCGTT ATGGCATATT GTTAGGCTTT ATTGCCCTAC 175722 0 
TTTGCACAAT AATTTCTGCA GGAATTTTCT TCCTAACAAA AGATAAAATT GATGCGGTAA 1757280 
TCGCAGCACA ACAGCGAGAA TTACTTCTAC AAGTTATCCC ACAAGATTAT TTCAACAATA 1757340 
ATTTGCTAGA AAGTGCGGTT ATTCCCCAAG ATAAAAATTT TGTGGGTATC CAAAAAATTT 1757400 
ATTTTGCGAA AAAAGATGGA AATGTTTCTG CCTATGCCTA TGAAACCACC GCGCCAGATG 1757460 
GTTACTCTGG TGATATTCGC TTGCTTGTGG GATTAGATCC GAAAGGCGAA GTGTTAGGCG 1757520 
TACGAGTAAT CGAACATCAC GAAACACCAG GCTTAGGCGA TAAAATTGAA CGCCGAATTT 175758 0 
CTAACTGGAT TTTAGGTTTC ACAAATCAAT CGATTAATGA ACATAATTTA AGCGAATGGG 1757640 
CGGTAAAAAA AGATGGCGGA AAATTTGATC AATTTTCTGG TGCAACCATT ACACCTCGCG 1757700 
CAGTGGTTAA TCAAACTAAA CGATCAGCAT TAATCATGCT AAATAATCAA GCCTTGTTAC 1757 76 0 
AACAGCTTTC AACACAAGTG AAATAATATG ACAGATTTAA CTGAAAAAAA TACCGCACTT 175782 0 
GAAGAAGAAA AAATAGAAAG TGCGGTTGAA AATCAACAAA AATCCATCTG GAAAGAAATT 1757880 
TTTGCTCAAG GAATTTGGAA AAATAATCCT GCGGTTGTCC AACTTCTCGG GCTCTGTCCG 1757940 
CTGTTAGCGG TGTCTAGCAC CGCCACCAAT GCACTTGGTT TAGGTTTAGC GACAATGCTT 1758000 
GTACTCACTT GCACAAATAC GGTCATTTCC CTTTTCCGTC AATATATTCC TAAGGAAATC 1758060 
CGTATTCCAA TCTACGTAAT GATCATTGCA ACCACAGTAA CAGCGGTTCA ACTTTTAATG 1758120 
AATGCTTACA CTTATACGCT TTATCAATCA CTGGGGATTT TTATTCCATT AATTGTGACC 17 58180 
AACTGTATTA TTATCGGTCG CGCAGAAGCA TTCGCCTCAA AAAACAGCTT ACTCCATTCC 1758240 
ATCTGGGATG GGTTTTCAAT GGGATTAGGA ATGGCACTTA GTCTAACCAT ACTCGGCGCA 1758300 
TTACGTGAAA TTATTGGACA AGGCACGATT TTTGAGGGCA TAGAAAATCT ATTCGGCGAA 17 58360 
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CAAGCAAAAT TTTTAACGCA CCATATTTAC CATACAGACA GTAGCTTTTT ACTTTTCATT 175842 0 
CTGCCACCAG GCGCATTTAT AGGCTTAGGC TTGCTCCTCG CCATAAAAAA TCGAATTGAT 175848 0 
AATATAAAAA AATAAAGCAA CCAAATCTTG CCTTCCCCTG CTTGCGGGGG AAGGTATCAC 175854 0 
AAAGTGACAA AAAGAGGCTC AAAGAAAATC TTGCCTTCCC CTGCTTGCGG GGGAAAGTGT 17 5860 0 
CACGAAGCGA CGGAAGGGGG CTTACAGTCT TCTAAACAGA TAATTCCAAT AAATTAAATA 175866 0 
GGCTAATTTC TACAAAAATA TGAACAAAAC AAAAAGAATC GAAATACTCA CAAGATTACG 17 5872 0 
AGAGCAAAAC CCCCACCCGA CCACAGAATT ACAGTATAAT TCGCCCTTTG AATTATTAAT 1758780 
TGCGGTCATT CTATCGGCGC AAGCAACCGA TAAAGGCGTG AATAAAGCAA CAGAAAAACT 1758 840 
ATTCCCCGTG GCAAACACGC CTCAAGCGAT TTTAGATTTA GGATTAGATG GTTTAAAAAG 1758 900 
CTATATTAAA ACTATCGGGC TTTTTAATAG CAAAGCAGAA AATATTATCA AAACTTGCCG 1758960 
AGATTTAATT GAAAAGCACA ACGGTGAAGT GCCCGAAAAT CGCGAAGCCT TAGAAGCATT 1759C20 
AGCGGGTGTG GGTAGAAAAA CAGCCAATGT TGTGCTAAAT ACGGCATTTG GTCATCCAAC 175908 0 
TATTG CGGT A GATACCCATA TTTTCCGTGT ATGCAATCGC ACTAATTTTG CAGCGGGTAA 17 59140 
AGATGTGGTA AAAGTGGAAG AAAAGCTGCT TAAAGTCGTA CCTAATGAAT TTAAAGTGGA 1759200 
TGTTCATCAT TGGCTAATTT TACACGGACG CTATACTTGT ATCGCGCGTA AACCTCGTTG 1759260 
TGGATCTTGC ATTATTGAAG ATCTTTGTGA ATATAAAGAA AAAGTTGAAT TTTAATTTTG 1759320 
CGGTAAAACA ACCTAATTAT TTACCGCACT TTTATTAAAA ATAGGATAAA AAATGACAAC 1759380 
AAACAATAAA CAGCGACAAA CTTGGTCGAG CCGCCTCACT TATGTAATGA CGGTCGCAGG 1759440 
CGCAACAGTC GGTTTCGGTG CAACTTGGCG TTTCCCTTAT CTTGTGGGTG AAAATGGTGG 1759500 
CGGTGCTTAC GTTTTACTTT TCTGTATCGC AATGATTGTA ATCGGTATCC CAATGATTTT 1759560 
AGTTGAAAAC GTGATAGGTC GCCGCTTACG TGTAAATTCC ATTGATGCAT TCGGCGATAA 1759620 
AATTCTCGAC AAAGGAAAAG GCATTTCTAA ATATTGGAAA ATATTAGGTT ATATGGGCTT 175 9680 
ACTCGGCGCA TTTGGCATTA TGGCGTATTA TATGGTGCTT GGTGGCTGGG TTATTTCTTA 1759740 
TATCATTAGC CTAATCAGCG GTACCTTAGA CATTTCAACC CCCATCACAA AAGACATTGC 175 9800 
CAAAAATTTC TACGATCTTC ACATCGGCAA TAGCCCTTAT GAAATTATAT TCTACACTCT 1759B60 
CTTATTTGTT ATCGTGAATT ACATTATCTT GGCAAAAOGT ATCATTGGTG GAATTGAACG 1759920 
TTCGGTAAAA TATTTAATGC CATTACTATT TATCTTCTTA ATTGGAATGG TAATTCGCAA 1759980 
CGTAACATTA CCGGGTGCAA TGGAAGGCAT TACATTCTAT TTAAAACCAG ATTTCAGCAA 176004 0 
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AATTACCCCA CAATTATTTA TCTTTGTTTT AGGGCAAGTC TTCTTCGCAT TAAGCCTTGG 176 0100 
TTTTGGCGTA TTAATTACCC TTTCCAGTTA CTTAAATAAA GAAGAAAACT TAATCCACAC 1760160 
CGCCGTAATT ACAGG TTTCA CCAACACAAT TATTGCCGTA CTTGCTGGCT TTATGATTTT 1760220 
CCCCTCACTT TTCACTTTTG GGATTGAACC AAACGCAGGG CCAACATTAG TATTCCAAAG 1760280 
TTTACCTATC GTATTTTCTC ACTTATGGGC AGGCAAATTC TTTGCGATTA TCTTCTTCGG 1760340 
C TT ATT ATT A ATTGCTGCGC TGACTACTTC CATCACAATT TATGAAGTGA TCATTACAGC 1760400 
ATTACAAGAA AAGCTCAGAA TGTGCCGTGG CAAAGCCATT GTCTTAACCC TTAGTGGCAT 176046 0 
TTTTCTATTA GGCAATATCC CTGCAATTTT AGGCGATAAT CTATGGAAAA ACGTAAC CAT 176052 0 
TTTCGGCAAA AG CATTTTTG ATTTCTACGA TTACGCCAGT GGAAATATTC TCTTTATGCT 176058 0 
GACCGCACTT GGCTGTGCTA TTTTCGTTGG TTTCGTGTTA AAAGATGAAG CCAAAAAAGA 1760640 
ACTTTCTTCA ACAAAATATT CAACTTTCAT CAAAATTTGG TTTAACTACG TGAAATTTGT 1760700 
TGTACCCTTG ATCATCTTAG TTATCTTTAT CAG CAACCTG TTCTAAAAAT TAAAAATGCG 176076 0 
GTAAGGCGAC TACATTACCG ACACCGCTTT AATTTGAACA TAAACATCTT GCCCAATAGC 176082 0 
AAAACGCAGT TCATTTTGCG CCCATTTACT AATGCTTGCC CAAATCTTAT GCCCTTCCAC 1760880 
TAATACGGCA AGATCCACTC GAGAATCTTG TATCTCAATT TGTGTAATTT TGCCACGTAA 1760940 
AATATTACGA ATGCTTGTTT GTTCTGGCTT TTGCAGAGTG ATAGAAACAT CTGAACTATA 1761000 
AATACAAACT CGCACTCGCT CGCCTACATT CGCGGGTACT TGATGAATCC AAAGCACTTG 1761060 
TTCGCCTAGC GAAAGTGCGG TCATTTTATA AGGTGGATTA TGCAAATGAA CGGGCAAGGC 1761120 
AAGTACACTG CTCTGTTCGC TTTCTCCTTT CCAAGGGGCA AAAATAGGGC TATTCCAAAT 176118 0 
TTTTTCTACT CTGTCATAGG CTTTCACAAT GCCGTTTTCC ATCAGCACAA CGCGATCAGC 1761240 
TAAACGCAAC AGTTCGTCCA AGCTATGTGT AACATATAAA ATCGGGATAT TAATTTCTTT 17613 00 
AGAAAGACGT TCCAAATATT GCATTAGCTC GCGTTTGCGG GGAACATCAA GGGCAGAAAG 176136 0 
TGGTTCGTCC ATCAGTAAAA TATCAGGATC AGTCAGCAGC GCACGCCCTA TTGCCACACG 17614 20 
TTGTTTCTCT CCGCCAGAAA GCGTGAGCGG ATAACGCTTT AATAAATGAG TAATGCCGAG 1761480 
AAGATCGACA ATATAGTTAA AATCATCTTG CGATACGTTT TTCATGCCAT AGCGCAAATT 176154 0 
ACCTTTCACT GTGTAGTGAG GAAATAAGCG TGCATCTTGG AATACATAGC CAATTTTACG 1761600 
CAAGTGGGTC GGCAATGATT CTTGGCTTTC CATATCCACT AAAGTGCGGT CATTTAAACA 176166 0 
GATGAATCCT TCGTCTGGTT GTATCAAGCC ACTGACAAGA TTAATCAACG ATGTTTTGCC 1761720 
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TGAGCCAGAC AAACCGAAAA TAGCGGTTAC ACCTTGATCT GGCACTTGTA TATTCGCTTG 17 6178 0 
CAAGGCAAGT TGCCCGAGCT GTTTTTTCAC ATTAATCTGC AACATTTCCT TGTCCTAATT 1761840 
TTTTCTGCAT CCGCTTGCTC AACCACTCTG ACAATAGCAA AGAAATCAAT GAAAGAATGA 1761900 
TAG CAAATAA ACATAAGCGA GCAGTTTGTT CTTCTGCACC TGGTGTTTGA ATAAAAGAAT 1761960 
ACATCGCAAG GGGAATCGTT TGAGTTTCGC CTGCAATGTT CGATACAAAC GTAATGGTCG 1762020 
CGCCAAATTC TCCTAATGAT CGAGCAAAAC CAAGCACGAG TCCAGCTAAA ACCCCCGGTA 1762 080 
AAGAAAGCGG CAAGGTTATT GTAAAAAATA CACGCCAAGC GGAAGCACCC AATGTTTGCG 1762140 
CCGCTTGCTC CAATTTAATA TCAATATTTT CTAAAGAAAG TCGAATCGCG CGAACAACCA 17 62200 
ATGGAAAGGC AACCACGGCA GAGGAAAGCA CCGCCCCCTT CCAACTAAAG CCAAAAGATA 1762260 
AGCCAAACCA CTGATATAAA TACTTGCCAA TGAAACCATT GCGCCCCATT GCCACAAGCA 17 62320 
ATAGATAACC GATAACCACA GGTGGCAACA CTAAAGGCAA ATGAATTACG CCAGTAATCA 17623 8 0 
GGGATTTACC ATAGAAGTTT TTGCGCGCTA AGAGCCACGC CACAAAAATG GCTAACGGCA 1762440 
AACTCCAAAG CATGGAACTG ACTGCAACAC TCAGGCTTAA ATTAATTGCT GAGATTTCCA 1762500 
TTGGCGTCAG ATTGAAAAAT GAAAAAAATT GGGTAAGCAA AATGAATCCT TATCTAAATA 1762560 
GCCTCTCTTT AAATCCCTTG TTTATGGGAA TATCCCACAT TGATGAGAGG TAAGATGCTC 1762620 
TATAATAACA AAAGGGCAGA AATATCCGCC CTTCATGACT ATTAAGATTC TATCTTATTT 1762680 
TGCAGAGAAA CCATACCCTA CAAGCACTTT CTTCGCAGCA TCTGATTCTA AATATTTCAA 1762740 
GAAATCGCGA GAATCCGCAT TATCATGACC TTTTACAATA GAAACGGGAT AAACAACTGG 1762800 
TTTATGGCTA TCAGCTGGGA ACACTGCAAC CGTTTTAACT TGTTGACTAA CTTTTGCATC 1762860 
AGTGCTGTAC ACAATACCGT AAGGTGCTTC TGCACGTTCA ACTAAAGCTA ATGCACCACG 1762920 
CACATCTTTT CCACGCGCTA AACGATCTTT TACCTTATCC CATAAATTTA ATTTGGTTAA 1762 980 
TGCTTCTTCT GCATATTGCC CCGCAGGCAC GTGCGCAGGA TCGCCAACAG ATAAATAGCT 1763040 
ATCTTTTAAT GCATTGATCC ATTCACCTTT AGCAATATCC ACAGAATTTA CCGCACTTTT 1763100 
TGCTGGTGCG ATTAAGACTA AATCATTACC CACTAAAACT TTTTCGGTTT CTTTTACGGT 176 3160 
TAAATCTTTT TCAGAAAGAT ATTTCATCCA TTTATTGCTT GCAGATACAA AAATATCCGC 1763220 
TGGTGCGCCT TCTTCAACTT GTTTTGCTAA AGTTGAAGAA GAAGCGAAAG AAAACACTAC 17632 80 
TTCATTTTTC GGATTTTGTT TTGCGTAATC TTTTGCAACT TGTTGTAAAG CATCTGTCAT 1763340 
TGAAGCGGCT GCAAATACAG TCACTTTAGC GGATGCCGCA AAAGAAAAGC CTAATCCTGC 1763400 
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GATTAAAAGT G CGGTTG AAA TTTTAGTTAA TTTTTTCATA AATCATCTCC TACGATTAAA 176 3460 
CGTTATTTAC tt GATTATAT ATTGAAATAA ATAACAATCA TATAGCAAAA GAAAAATTAT 1763 520 
TTAGTAAAAT ATATAACGCT TAGGCTTACC ACTTAGGATT ACTTAGGAAC AG CAAAATG A 1763580 
AAAACACCGA AATTTTACTC ACCATTAAAC TTCAACAAGC ACTTTTTATC GATCCAAAAC 1763640 
GAGTTCGTTT ACTCAAAGAA ATTCAACAAT GCGGTTCAAT TAATCAAGCT GCGAAAAATG 1763700 
CCAAAGTGAG CTATAAAAGT GCGTGGGATC ATTTAGAAGC CATGAATAAA ATCAGCCCTC 1763 76 0 
GCCCATTGCT GGAACGAAAT ACAGGTGGAA AAAATGGCGG AGGCACGGCA CTTACTACTT 176 3 82 0 
ATGCCGAGCG TTTGCTCCAA CTTTATGATT TATTAGAACG TACGCAAGAA CACGCGTTTC 1763 88 0 
ATATTCTACA AGATGAATCC GTACCGTTAG ATAGTTTACT CACGGCAACC GCACGTTTTT 1763940 
CTTTACAAAG TAGCGCACGC AATCAATTTT TTGGGCGAGT GGCACAACAA CGCATTATTG 1764 000 
ACTCTCGTTG CGTTGTGGAT GTGAATGTGC AAGGATTACC AACGCCATTG CAAGTTTCTA 1764060 
TT AC CAC AAA AAGCTCGGCT CGTTTGAAAC TCATTACGGA AAAAGAAGTG ATGCTGATGT 1764120 
TCAAGGCTCC TTGGGTAAAA ATCAGTGAAC AACCATTAGC AAATCAACCG AATCAGTTCC 176418 0 
CCGTAAATAT CAAATCACTC AATGAAGAGG AAGCCATCCT TCAATTTGCT GAAAGCAACA 1764240 
TTGAATTTTG TGCCACAGTC CACCAGCCAA ATCAATGGCA AATCGAGCAA CAGGTTTGGA 1764300 
TTCACATTGA TCAAGAGCAA ATTATTTTAG CGACGCTGGG GTAATTCAGA GATATAATAC 1764360 
GTAAATTCAA TACTTATATT ATTGTTTTCT GAACTAAAAT AACCTTAAAT CAAACAAAAT 1764420 
TTTAAATAAA ATATTTAATT TCATCGTATT TCCTATTTAC GTAAAAAAGT TTGATAAAGT 1764480 
TTTTTCAATA ACGAGGTTGG CAATAAACGA GAACCAAAAC GCAATGCAAA AGTAAATAAT 1764540 
CCAGATAACA AACCCTGAAT TCCCAAACGG TATTTCAATT TGAACAAACG CCATTCTGCT 1764600 
TTAG CTTGAT TGACGCCACG ACGACGACTT ACCATGCCAT TTCCTACTCG AGCATAAACT 1764660 
AAAATATCTG GCAAATTCGC CATATATAAA CCTTGTGCGA CAAGTTTGAT CCACAAATAA 1764720 
TAATCTTCTT GAAGATCTTC ATATCCACCA CAATTAATGA CCGCACTTTT TTGATATGCC 1764 78 0 
ACCGTCATGT GATTAAACGG ACAACGTTTT TGCGTGAATT TGATAATTTC TTGAGCAGAC 1764840 
GTTGGCACAT TACGATATGC CACAATATCA TTTACATTTT TACCAAATTC AGCAATTTGT 1764 900 
CCGCCAAAAA TGATGCTTTC AGGGTGCTGT TCAATAAACG CTACTTGCTT TTCAAAACGA 1764 96 0 
TCAGGCACGC AAATATCATC CGTATCCATA CGGAAAACCC AGTCATAATC ACAATGCAAT 1765020 
AAACCCTCGT TTAAGGCTTT GCCTAATCCT CGATTTTGTG GCAATTTAAC TAATTTTAAT 1765080 
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GGCAATTTTG TTTCAAATTC TGTCACAACA AATTCTAAAT CTGGCGTTAC TACGCCATCA 17 6514 0 
AAAACCAAGA CAATTTCATC TGCTTGACGA GTTTGTGCAA CAAGACTTTC AAAACACTCC 17652 00 
CGCAAGAATT GAGGATTTTC CTTAATATAT AAGGACATAA GGACTGAAAA TTTCATTTTA 1765260 
TTTTCCCAAC CGTTTTAAAT TAATAGCTAA TTTTGGCGAA ATTAAAATAA CCAAAGTAAT 176 532 0 
AATAAATTGC TTAATACTTT TTGTTTTCTT AAAAATATCA AAATAATATT TTGCCGCTTT 17 6 5380 
ACGCGATAAA TTCATAATAT GGGGATAAGC CAAAATATAG CTCGCGTTAA TATCAAAATT 176 544 0 
ACGAGCTTGC TCTACCGTTT TCACATAATG CTCGCGAATA TAATCAATGG CTTTTTGCGT 176 5500 
ATTAGTGGTA TCCGTAGACA CACTTGAGCG TTTGGTATGG AAAGTACAAT AAGTTAGTGG 176 556 0 
TTCATTAATT TTATAAGGAG TAAAACTTGG CTCTTGTAGC AGTTTTAACA AGAAATCATA 176 562 0 
GTCTTCCAAA GAACGAAGTG CGGTGGATAA TCCACCTATT TTTAAAAACA TCTCTTTTTT 176 568 0 
AATCGCAATC ATTGGCATGC CACCAATCTT ATTGGCTAAC AAAATACGTT CTGTCGAAAT 1765740 
TTCTTGGGGT TCAATCGGTT GAGTCACATA GGTAAACCCT TCATTAACCA TTTCACACTT 176 58 00 
AGCTGGATGA TAAATAAAAT TAATATTCGG ATTTTGCTCA ATCACTTGTA GTACTTTTTC 176 5860 
ACATTTTTCC GGCATAAAAC AATCATCATC ATCGAGAAAA AGCAACCAAT CGCCCTTTGA 1765920 
TGTACGCGCA CCAACATTAC GACTTTCCGC TGCACCTTGA TTGGTTTCGT TACGAATCAC 176 5980 
TGTAACTGGA AAAGAATAAC TTTGTTCAAC AACTACTCTC TCTTTGGAGC AATCATCCAC 1766 04 0 
AATAATCACT TCAAAATTAC TCGATGTTTG TTGAGTTAAA CTTTCTAATA AAGCTGGCAC 1766100 
TTCTGCTTTT CGATTATAAG AAGGCACAAT AATGCTTAAC ATAATTCCTT CCTTTAATTA 1766160 
GCCAAATTTT TCTTAATCGC AAAGATTTTT TTCAATGGAT ATTTCATTAA TTTTTTAAGT 176622 0 
AAATTATTGG ATAAAGATCC ACGAACACTT TCTAAATTAC TGATCAATAC AGGATTTTCA 1766280 
ATGACTATGA GAGGGCGAAC CACTTTATTT CTTATATTAA AATTCTGTTC AAAGAGTAAA 1766340 
AAATCATCCG CTAACCAAAA TGGTTTGTTT TGAGAAATTT GCTGAATAAA TCTTCTTGCT 1766400 
GCTGATTTTT TAATAAGATA GCCCACAGTT CCTGCAAAAT AACTTTTATA AGGGAAAGCG 1766460 
TAATTTACAT CGCCTGTTTT TTTGCATAAA AAAGAAAAGG TTGTCGGATA ATTAATTTCT 1766520 
AAATCAAAAT CATTGAAATC ATTAATTTTT GACTGTCCAA GCAATATAAT TTCAGCCTCA 1766 580 
AGTTTTTCTG ATAAAAGTGC GGTTAAATTT TGCTGAAAAT CTGAGTGGAA TAAAGCATCG 1766 64 0 
TCTTCACAGA CTAACGCATA GCTATCTTCA GCAATATCGT TGTCTTCAAC AATTTTTTGA 1766 700 
TATACCGAAA GATGGCTTAA TGTACAACCG ATCTCGCCCT TAGTGACATT ACGAAAATAA 176676 0 
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TGTGCTTTAA ATTGTTCAAT ATTAAAAATA G C AG CTAATT CATCCCAATC TTTTTGCATG 1766820 
GTATTAATGG CCGAAAACAC TTGGAAATCC TCAGTATTTT TTTGAGAAAA GAATAATTCC 1766 88 0 
CGACGTTGAA TATCTTTATC TAAAGAGAnC AAATATTTTT TTAACATAAA ATTATnC CTT 1766 940 
ATAAAATCCC TTTCCATTCT TCAATAATTT TCTCAATGCC ATAATCnTCA CTCATTAAAC 1767000 
GAGATTTGTC TGACATTTGT AGATAAAGnT CAGGATTATT GATTAATAAA TCTAAACCTT 1767060 
TAACCATTTC TTCAATATTA TTTTGTTCAC AAAGAAAACC ATTTTCTTTA TGTTCCACTA 1767120 
ATTGCTTTAC GCCAGGAGAA CAATTAAAGG CAACAATAGG TAAGCCAAAT GCCATCGCTT 1767180 
CAATAACGAC TAAAGGCAAG CCTTCTGTTT GTGAAGGTAA ACAATAAATT GAACTGCTTT 1767240 
CATAATAAAA AGAAACATCA TTAGTACGAG GAATAAAATT AACTGAATCT TCAATATCCA 17673 00 
ATGCTTTAGC AAGATTTTTT AAATTTTCTT CTTCCTCGCC AGAACCCACT ATTTTTAAAT 176736 0 
TCCAATCTGG ATATTTTTTT GCCAAAACTT GCCAAACTTT TAATAAATAA TCAAAACCTT 176742 0 
TATAAGAAAA TAAATGCCCT ACAGATAGAA TAGTTTTATT TTCCAATTTT GCTAATTTGT 176748 0 
TCTTTGGCAA AAGCGTATTT GGATTAGCAA TACTAATTAT ATTATTTGTT TTAAATTTTT 1767540 
CTTGCCACAG CGTTTTTTCT GCTTCTGTCA ATGTAACTAT TTTATCGCAA GTTGTTACAG 1767600 
CTAAATATTT ACCGAGCGTG CGAACGAGAC GATTGCCCGT AAAATTAAAA GAATAATGCT 1767660 
CCCATAAAAT ATGTTTTATA TTTAAATTAA CCAACGCCAA AGCAGnAAAA AGCATAATTG 176772 0 
CACCATCAAC CACAATTAAG GTATCCAGCT GTAATTCTTT AACTAATTCT CTTAATTTTT 1767780 
TAGTGATAGA AAAATAATCT TTTTTCAATG AATAGGGCAA TTTATTCATT GCGTAAATAT 176784 0 
TAATTTTTTC ATCAACTTGG AAAAAAGGCT TGTTACCGCC AATGCTAATA AAAGAAACAT 1767900 
CATATCCCTG TTTAGCAAGA GCATTAGCAA CATTAATAGA AACGCGCTCC GTTCCCCCnG 176796 0 
GACTTCCGAT ATTCATTATA AAGAAACCAA TTTTTTTCAT TTTAAATTTC CTTATAAATC 1768020 
GTTAATCCAA GGTCTGGAAA TGAATCGTAA CAGAATTGCC ATCTTGGAAT ACTCGTTCTA 1768080 
ATAAAACGGA TTTCTACATT AGGATGACTT AATAAATTAA ATGCAACAGA ACTGAAGAAC 1768140 
GTATAAATAA TTATTTTnTT ATTTGATAAA TGTTTAAATA CGTAATCTTC AAAAATTAAT 17682 00 
TCAGATTCAA CATAATTTAC CCCATCAACT CGATAATCTT CTGCTGGATG GGGGAAATAA 1768260 
TAATCAAAAG GAATCTGATC TTTTAATTTT TTTATTAATG AGATGTTTTC CTCTTTTGTA 17683 2 0 
TTTAACAATG GTTGTCCAAT AAAAAATGAG ACCTCGCCAT CTATCTCGCA ATCTATTTGA 176 8380 
TTATCCCATA AAGAAATTGG TTCAATATTA GAAACAATAT TTTTGTAATT AGGATAAACC 176844 0 
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GTATAATGTT TTTTTATTTT TTTAAATAAT TTATTCACAC TATATTTATC GCCAATAAAA 1768500 
GCTTTAATCA GTTTATATTT AAATGTGCCA GGCTCTCTCA ATAAATTAGG ATGTGGGAAA 176 8560 
ATATTATCTG AACCATCATC AAAGGTATAA AGCTCTTTAA ATGAAACATG ACTAAGATAA 176 862 0 
GTTTGTAGCC ATAATGAATT AAGATTGGCG AGAAAAACCT TATCAAAACC TTTGTGCGTA 1768680 
ATTTTATTCT TAAGCTGGCG CATTAACTTG AGAAAATCGA AACCTTTTAG ATCTTTTCCC 1768740 
GTATCAATAT TCATCGAATC ACTACAAACC TCCGCTAATT TACTCGCATA CAAGGTTCTT 1768800 
TTTTTATCCC ATACACCACC AAACATTACG CCAAAGAATT GCTCGTTAGG ATGTAATTCA 1768860 
ATTATTTTTC TCGCAATTAA TACTTGCAAT GGTGTACAAC AAAGCATGAG ATTCATAGGG 1768920 
TTTTACTCAC TTTAGATGTC ATAAAATAAA GAATAGGAAT AATGGAAAGC GAACCAATAA 1768980 
TTCCAGCATA AGGGATATAT TTAATTTCTG TAAAAGTTAA AGCTACAAGG CTTGCCACAT 176 904 0 
AAATGATTGT AGATAAAACG GAACATTGGG AAATAAGTTT ATTTTTCCCA TAATAGAAAA 176 9100 
GATAATTAAC TAAAATCAAA TAAGGAATAC TTAATGTGGT CGAAATTAAA AATAAAATAA 176 9160 
AATAATATTT CGTTCCCACA AATTGACTAC CTAAAATCCA AACTAACACA TCCTCAGGAA 176 922 0 
TAATCCACAT TATTAAGGCA GGAATAGGTA TTAGCAAAAA GGAAAATAAC GCCCATTTAT 1769280 
GTAACTGTTG AACAACTAAT TTTTTTTGTT TTAAGGCTTC ATAAAAATAG GGGATAATCG 176 334 0 
CTTTATTAAG TGCTTGAATA GCAATTGAAA CGACTAAAGC AAGTTGTGCG C C CAT GG CAT 176 94 00 
AAAGCCCTAA ATCTGTTTCA CTGAATTTGT GATAGATAAA AATACGATCT AACTGCCCTT 176 946 0 
TTAAGAAAAA ACTTGCATAA TGTAAAATAA GCGGCAATCC AAATCCTAAA ATATAAAATA 1769520 
ATGCGGATTG ATAATGTTTA AATTGATATT TCTTAGATGT CGTACTCTTT CTGTAAAGAA 1769580 
AATAAGAAAA AAACCAGACG ACTAAATTGC TCAATAAAAT TGCCAAAATT CTTTTTTCAA 1769640 
CAAGATCATT TTGATAATAC TCAAGCAATG CGACCGTAAA TACAGCTCCC GTAACAGTAA 1769700 
GTGAAAATTG AATAAAAGCA TAAGACCAAG CCTTTTTCTG GCATTGTCTT ACACTTAGCT 176976 0 
GAACATTTAA GAAAGATTGG AAAATTGAGG AAAGTGCAGC GTAAAATAAT ATTTCAGACT 176 982 0 
GAGCAATCCA ACAGCCAATT AAAATAATAC TGCCGATTAT CGTGGTATAA GCATAGCCGG 17698 8 0 
TATTTACCAC TAAATTTAAT GAACGTTTTC CGTAAAAATA AAAATAACGG GAAATTGCGC 176 9940 
CTTCTTGGGT TAAAGAAACC ACAATTAAAA ATAAACTTAA AAAAGTTTGA TAATAAGAAA 1770 00 0 
GTGAGCCATA CCCTTCTACG CCCAATTTAC GGGATAAATA AGGCAAAAGC AAAAAAGGAA 1770060 
CTAACTTTGA CGATAATTCC CCAACAAGGT AAATAACACT GTCTTTAAAA ACTTTCATAA 1770120 
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ATATCACCGC ACTTTTGATG AATTCGAGCG TTCGTTTATC AAAAAATAAG GGGGCTTATT 1770180 
TTAACAAAAT CAACATAGAC AAGCTATGAC TAATCATTAT AATGAAACCG CTCTATATCA 177024 0 
AGGATCTTAT CTATGTTAGA ACTCGGAAAA CTTCTTACCG CTCTTATCGC ACCACCTCTT 1770300 
AATACCTTTG TATTACTGAT TATTGCAGCG ATTATTTATT GTGTTCATTT CAAAAAATTA 1770360 
GCCAAATTTA TTGCGATTAT AAGTTTCACT TGGCTTTATA TCATGAGTGC TCCTTTTACT 1770420 
GGTTTATTGC TAACAAATAA TGATGATTCT CCAGCCCTTA CCCTAGATGA ATATAAACAA 1770480 
GCTCAAGCCA TCGTCATATT AGGCGGTGGA TCTTACCAAA CCAAAGAGCT ATATGCAGAA 1770540 
ACGGCTTCTG GCGCACCACA ACTAGAACGT TTACGTTATG CGGCATTTTT ACAAAAGGAA 1770600 
ACGGGCTTGC CTATTTTAAC CACGGGCTAT TCTTTGATAG GCATTTCTGA AGGCGATTTA 1770660 
ATGGCAAAAG AACTTAACCA ATTCTTTAAT GTGCCAACAC AATGGATCGA AAATAAAGCC 1770720 
CGTAATACGG AAGAAAATGC CAGTTTCACT AAAAATATTT TAATTAAAGA TCATATTCAA 1770780 
AAAATTATTT TAGTAACAAA TCAATGGCAT ATGAAACGAG CCAAATATCT TTTTGAAAAA 1770640 
CAAGGATTTG ATGTTCTTCC TGCTGCAGCG GCAAGCTATG GCAGCAAAGG AAATCTATCT 1770900 
GCAAAATCTT TTATTCCTGA CTTAGGTGCA TTGAATAGCA ATATGGTTTT ATTAAAAGAG 1770960 
TGGATTGGTT ATTGGAAAGC CCATTATGTA GAATAATTTG CTTATAAAAC TCGATGACTT 1771020 
GTTGTTTGAA AAGAAAATTG TATTTGCTCA TAAAAAAATC TGCACCTTAG TTAGTTGTTT 1771080 
AGTCCAACTT TTGGGGTGCA GATCAATTCA AGGCTTTTTT ATTATATTCA ACATTTT AT C 1771140 
TATAAGAAAA ACCGAATCCC ATAGAGATTC GGCTTTAATT ATGTTGTGTT TGAAAATTAT 1771200 
TCTTTATGTA TTATGACTTA CGCTAATTCC GCACGTAATT TTTTGGTTAC ATCCACCATC 1771260 
ACTTTTAATT GGTCGATGGT TTCTGTCCAG CCACGCGTTT TTAAACCGCA GTCTGGGTTT 1771320 
ACCCATAAGC GTTCTTTTGG AATTACATTT AATGCTTTAC GTAATAAATG TTCTACTTCC 1771380 
GTTGCCGTTG GCACACGAGG GCTGTGAATA TCATAAACAC CTGGGCCAAT AT CATTTGG A 1771440 
TATTTGAAAT CTGCAAATGC CGTTAATAAT TCCATATCTG AACGTGAAGT TTCGATGGTA 1771500 
ATCACGTCTG CATCTAATGC CGCAATGGCA GGTAAGATGT CGTTAAACTC GGAATAACAC 1771560 
ATGTGAGTGT GAATTTGCGT ATCATCTTGC ACGCCCATTG AGCTTAAACG GAATGCTTCG 177162 0 
CCTGCCCATT GTAAGTATGC GTCCCAATCT GCACGTTTAA GCGGTAAACC TTCACGAATG 1771680 
GCTGGTTCGT CAATTTGAAT GACTTTAATG CCTGCTGCTT CTAAATCTAA CACTTCATCA 177174 0 
GATAATGCTA CGCCGATTTG TTTACATACG GTTGAACGTG GAATATCGTT ACGCACGAAT 1771800 
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GACCATTGTA AAATAGTCAC AGGGCCTGTG AGCATTCCTT TCATTACACG GTTAGTTAAA 177186 0 
CTTTGTGCAT ATTGAGACCA ACGTACTGTC ATTGGCTCAG GGCGGGTAAC ATCACCGTAA 177192 0 
ATTACTGGTG GTTTTACACA GCGTGAACCG TAGCTTTGTA CCCAACCAAA TTTAGTGAAT 1771980 
GCGAAACCAT CTAATAATTC CCCAAAGTAT TCCACCATGT CGTTACGTTC TGCTTCGCCG 17 72040 
TGAACTAACA CATCTAAATC TAATTCTTCT TGGCGACGTA CTACATATTC GATCTCTTTT 1772100 
TTCATTGCCG CTTCGTAATC TGCAAGAGAT AACTCGCCTT TTTTGAAACT TGCACGTGCG 177216 0 
TGACGAATTT CAGTAGTTTG TGGGAATGAA CCAATGTTTG TAGTTGGCAG AAGCGGTAAA 177222 0 
TTTAACCACG CATTTTGCTT AACGATACGT TCTGCAAATG GCGATTTACG TTGATCCGCA 17722 80 
CCTTTTGGCA AGTTTGCTAA ACGTTCTGCC ACTTCAGGGC GATGAATTTC TTTTGACGTT 17723 40 
GCGCGTGCAT CTGCTGCCAC TTGGCTTGCA TCTAATGCAG CTTGTACAGA CGCTCTGCCA 17724 00 
TTATTTAACG CTTGTTTTAA TACGTTTAAT TCTTCTACTT TTTGTAGCGT GAAAGATAAC 17 724 60 
CAGCTGTAAA GTGCGGTATT TTTTTCTTTT AATTGTACTT CCACTTCTAA ATCAAATGGG 17 72520 
GTATGCAATA ATGAACAGCT TGGTGCAATC CATAAACGCT CACCTAATTT TGCTTTTAAT 17725 8 0 
GGCTCTAATA CATCTAACAC TTTGTTTAAG TTTGCACGCC AGATATTACG ACCTTCAATC 177264 0 
ACACCAGCTG ATAACACTTT GCTGTAGTCT TCAAATGCCG CAAGTTGTTC TGGTGCACGA 1772700 
ACTAAATCTA AATGCAAGCC TGCAACAGGT AAGGCTTTTA ATAATTCAGC GTGTTCTGCA 17 7276 0 
ACTGAAC CAA AATAAGTGGC TAATAATAAT TTTGCGTTCA CTTTGCTTAA TTCAGTGTAA 177282 0 
ACAGATTTAT AGGCTTCAAC CCATTCTGCT GGTAAATCTA ATGCTAATGC AGGTTCATCA 1772880 
ATTTGAATCC ACTCTGCCCC TTCAGCCACT AATGCATTTA ATATTTCAAC ATAAACAGGC 1772940 
ACTAATTGAT TTAATAAATC GAAACGGTTA AATGCTTCGC CTTTTTCTTT ACCTAACCAT 1773000 
AAGAATGTTA ATGGGCCAAC AATCACAGGT TTGAAGTTTA AGCCTAACGC TTTTGCTTCA 1773060 
CGGATTTGGT TTACATAATG TGCTGGATTA GCTTTGAAAG CGGTCGATTT TTGGAACTCA 1773120 
GGCACAAGAT AGTGATAGTT CGTATCAAAC CATTTGGTCA TTTCAATTGC GAATTGATCT 17 73180 
TTGTTACCAC GTGCAAGTTG GAAATATTGA TCAAGGGTTA AATTTTGGCT ATCAAAACCA 1773240 
AAACGAGCAG GAATTGCCCC TGTTGCCACT TGTAAATCTA AAATATGATC GTAGAACGTG 17 73300 
AAATCGCCCA CTGCAACGAA ATCCGCATTC GCCGCTGCTT GATGTTTCCA GTTTTTTTCA 1773 360 
CGCAACGCTT TCGCTAAATC TAATAAATCT TGCTCTGCTA ATTCTTTACG CCAATAACGT 1773 42 0 
TCTTGTGCGA ATTTTAATTC ACGTTTTGCC CCTACACGAG GAAAGCCTAA AATATGTGAT 177 34 80 
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GTTGTCATAA TAACTCCAAT TTAAAGTAAT TTTTTTAATC ATTTAGACGG CTAAACGTCT 1773 540 
ATACCAATAT AGAATGCTTG ATCTTCATTT ATTATGCAAA CTTATTATTT TCAGGATTTA 1773600 
CATTAAATAA ATTCATAATC AAGCATTCTT TTATCTATCA AATAACGATG AATCAATTCA 1773660 
GCTAACTTAT TTCCTTAAAA TTAATCTCGC TTACGACTTA ATAACCACCA AATCATTACA 1773720 
ATGAAAAGCA AGCTCGGGAT CAATGCACCA AAAATAGCAG GAATACCGTA AACTACACTC 1773780 
GTTTGTCCTA AAATTTCATT AACAACATAA AATAAGAATC CTACACAAAT CCCAGTAACT 1773840 
ATCCTTGCAC CTGCAGTCAC ACTGCGTAGC GAGCCAAAAA TAAAAGATAA GGCTAATAAC 1773 900 
ATCATTACGC CAACGGATAC AGGCTGGAAA ATTTTACGCC AAAACGTGAG TTCAAAACGA 1773960 
CTCACATCTT GCCCTGTTTC ACGCAGAAAT GAAATGTAAT GATATAAACC TGAGATAGAT 1774020 
AATGATGTCG GACGCAAAGA AACCGCACCT AATTTATCTG GCGTCAAACT AGTTTCCCAA 1774080 
GTTTCTGATA AATGATTCGT TGTGATGATT TCATCTTTCA TAATCGTTGA ATGATTAACT 1774140 
TGACGCAATG TCCATTTAGC TTCATCTTCA GAATAACTCG CCTGGTTTGC ATGTTTTAAT 1774200 
TTTATTAAAT TATGCTGTTG ATCAAAGGTA TAAATATAAA TATCGTCTAA TTTTGTATCA 17 7426 0 
TCCGTCACAC GCCTAACAAA TACAAAATGA TGACCATCTT TCGCCCACAC ACCATTTTTA 177432 0 
ATTGAAAGTA TTGAACCACC AGAAAGAGCC TTAGCGCGCG TATCTCGTGC AAATTGTTCT 1774380 
GTTTGTGGAA TTCCCCACTC CCCAATAATC ATTGTAAATA CTACTAATGG TAATGCAGTT 1774440 
TTCATTACCG CTATACCTAT TTTAAAGCGA GAAAATCCAG CTGATTGCAT AATAACAAGT 1774 500 
TCGCTTCTGC TAGCAAGATT ACCTAGTGCA ATTAATGCCC CAAGCAATGC TGCCATAGGA 17745 60 
AAGAAAGTTT CAATATCTTT CGGTATAGTT AAACCAGTAA AAATTACCGC TTGCCAAATA 1774620 
TCATAAGTGC CTTTACCTAC ACTACGAAAT TGTTCGACAA ATTTAATAAT CGCCGACAAT 1774680 
CCCACTAAAG TCATTAAAGT AGCAAAAATC GCGCCAAGAA TACTTTTTCC AATATAACGA 1774740 
TCAAGGGTAT TTATCATCTT TTGCCGATCC TTTCTTACTG AATAAATAGC GAAATTTATA 1774800 
CATTATTTCA CTGTCCCAGC TATTCAACAC CACAGCAAGT AAGAAAAATC CGATATTAAC 1774 660 
AAGCGGCATT AAGAGTTCAG CCTCTAATTT TCCCGCTGAA CCTGCAGATT TAAAAGAGCT 1774920 
TTGTAACAAG AAATAAATTA AATAGAGTAA AAGTGCGGGT AAAATTTTGG CAAATCTACC 1774 980 
TTGTCGAGGA TTTACGCGAC TTAATGGTAC AGCAATCAAT GCCATTAATG GCACTGCCAA 177504 0 
AATTAAGGTA ATACGCCAAT GCAATTCAGC TTTCGCAGAA GAAGAATCTA AATCGATAAG 1775100 
TTGAGACAAT GTTAATTCTG CTACTTCATC ATTGGTATTT TCTGCGGATT GATAACCTAA 1775160 
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ATAGGCGTGA TATTCATCAA AATGCGTAAT GCGAAAATCT GGCAAAGCGG AGGTTCCTTC 17 75220 
AACCCGTTTT GTATTTTTCA AATTTAAGAC TTGATCACCA TTTGGCAACG CAATTAATTC 17 7 5280 
CCCTTTTTCA GCTGTTATCA CTGAAGGTTT TGTTTGTTTT TGAGGTGTCA TTTGAAATAA 177534 0 
ATAAACATTG CGGATTTGAT TATCTTTAAT CTTATCAATA AATAACACAA CGTTATTGTT 1775400 
ATTGGTAGAA ATAAACTGAC CTGAAGACAG CACGCCAACG GTTGGATTAG CCTTTGCATC 177 546 0 
TTCCACCATA TTCACTTGTT TTTGAATTGC CCAAGGCGAA AGCCATAATG CGTTATAAGC 177 552 0 
GGCAATACCT GCCGTTAATA AAGACATAAT CAGTGCCACT TTAACCAAAA TCCGTTGCCC 17 7 5 580 
CACACCGCAC GCGCGCATCA CTGTGATTTC ACTTTCAGCG TAAAGGCGAC CAAAAGTCAG 177 564 0 
TAAAATTGCA ATAAATAAAC ATAGTGGCAA CATCAACTGC GCCATTGTTG GCATTCCCAA 177 5700 
GCCTAATAAA GAGAAAACCA AATCAGCTGG CACATTCCCA TTTGCCGCCG CACCTAATAC 17 7 5760 
ACGCACAAAC TGCTGACTAA AAAAAATCAA TAGCAAAATT AGTAAAATTG CGATTTGGCT 177 582 0 
TTTGAAAACT TCTTTTATTA AATATCGAAT TAAAATCATC TTATTTCGTT TGTTTTTCTA 1775880 
AATCTAAAAC GGAGGAAAAC TGGATAAAAT CGGTCGCATA TGATAACTTA TTTTCGCTGA 177 5 94 0 
ATTAAACAGA AATTTAAGGA CAACAAATGA AATATCAAGC AAAAAATACC GCACTTTCTC 177 6000 
AAGCCACTGA TTGCATTGTT TTAGGCGTCT ATGAAAATAA TAAATTTTCA AAAAGTTTTA 177606 0 
ATGAAATCGA TCAATTAACC CAAGGTTATT TAAACGATTT AGTCAAATCA GGTGAGCTCA 177612 0 
CTGGCAAATT AGCCCAAACC GTTTTACTTC GTGATCTTCA AGGTTTATCT GCTAAACGCC 17 7618 0 
TATTAATCGT TGGCTGTGGC AAAAAAGGAG AACTCACAGA GCGTCAATAT AAACAAATCA 17 76240 
TCCAAGCTGT ATTAAAGACA CTAAAAGAAA CCAACACGCG TGAAGTCATT TCTTATTTAA 17763 00 
CTGAAATTGA ATTAAAAGAT CGCGATCTTT ATTGGAATAT CCGCTTTGCC ATTGAAACGA 177636 0 
TTGAACACAC CAATTATCAA TTTGATCATT TCAAATCTCA AAAAGCAGAA ACCTCTGTTT 17764 2 0 
TAGAATCTTT CATCTTCAAT ACGGATTGTG CTCAAGCACA ACAAGCTATT TCTCACGCCA 1776480 
ATGCCATTAG CTCAGGCATA AAAGCAGCAC GCGACATCGC AAATATGCCA CCAAATATTT 17 76540 
GTAATCCAGC TTATCTTGCT GAGCAAGCAA AAAATTTAGC AGAAAATTCT ACCGCACTTT 17766 00 
CATTGAAAGT TGTGGATGAA GAAGAAATGG CAAAACTTGG AATGAACGCT TATCTTGCCG 177666 0 
TCTCAAAAGG CTCTGAAAAC CGTGCTTATA TGTCTGTTTT AACATTCAAT AATGCGCCAG 1776720 
ATAAAAACGC CAAACCCATT GTACTTGTAG GCAAGGGATT AACCTTTGAT GCAGGCGGTA 17 76780 
TTTCACTTAA ACCCGCCGCA GATATGGATG AAATGAAATA TGATATGTGC GGTGCAGCCT 17 76840 
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ACCATTGCAC AGTTGAACTT GCCATTAAAC GTTATTGGTG 17 76 900 
CTGCCAGATG GCAATGCTTA TCGCCCAGGC GATATTCTTA 1776 960 
GTAGAAGTTC TTAATACTGA TGCAGAAGGT CGATTAGTGC 17 77020 
GTTGAGCGTT TTGAACCTGA GCTTGTTATT GATGTTGCAA 1777 08 0 
GTTGCACTAG GGCAACACAA TAGCGGCTTA GTTTCTACAG 177 714 0 
CTACTCCAAG CCGCAACAGA AACCACTGAC AAAGCGTGGC 1777200 
TATCAAGAGC AACTTAAATC GCCTTTCGCC GACCTTGCCA 17772 6 0 
GGCGCAATTA CAGCGGGTGC ATTTTTGTCT AATTTCACGA 177732 0 
TTAGACATCG CTGGTACAGC TTGGTTACAA GGTGCAAATA 1777380 
GTTTCGCTAT TAACCCAATT TTTGATTAAT CAGGTTAAAT 177744 0 
TTGCACCTTT AAATCGATTA CTCTGCTAGT TCGGTTTGCT 17 77500 
CCCACATCAT CAAGCAAACT TAGATAACGT TCATATTGTT 17 77560 
TCATCTTGAT CCATATATTG AACATCGTAA CCGACTCGTC 17 77620 
GGCTCGTAAG TAGCACTATG CTGAATGTGC GGTAGATTTT 1777680 
GACACTTCTC GCCCAACAGA TTTAATACCA TACATAAAAT 177774 0 
ATTACCAATT CCAAAGCTGG CTCTTCTTGT TCAAATAATG 1777800 
TTATATTTTC CTGTTAATTC TTGACGTAAT TCTCGCATAG 1777B60 
AGGAAACGTA AAATATCTTT CTCTTGCGTT TGGTTCATCA 1777920 
CATTTATCGC CGCTCCAGAA GATACTAGTT GGATTGACTT 177 7980 
TCCGCAATTA AGCCTTTCCA TAAACTAAAA CACATTACCA 177 8040 
AAGGCAACAA TTAATGTCAT TGTTTGCAAA TTAGCAAGTC 177 8100 
ATCGCAACAA CGGACATTAA AGTTCCCCAC ATTATGGCTT 1778160 
CTTTTATCAC GAGATGCAAT GTTATTTAAC ACATAAATAC 177822 0 
AAAAACAATA AAATCACTAA TAAGCTCACA AAGCCTGTTA 1778280 
TTTAAAAATT TAAATAATAA AATTTCTGGG GAAGAAATAA 177834 0 
GCAATGCCAT CATTTAGCCA TACTGCTGTA TTACCAAAAA 1778400 
AATAAACTTG GAATAACTAA TACGCCAAAA ATAAATTCAC 1778460 
ATACGCGCAA TAAATAAACC CACAAACGGA GCCCAAGAAC 1778 520 
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ACCACCAAGC CCAATAAAGC ACAGTCCATC CGCTAAACCA GCTAGTATGT TCTTGTTCAT 177 858 0 
AAGCATAGGT TTTAAAACTG AGTTGCACTA AATTGCTGAA ATAATTACCA ATATTGTCGC 1778640 
TAAATGCAGA TAAAAGGTAT AACGTAGGGC CTGAAATTAA AACAAAGAGA AGTAAACAAA 177 87 00 
ATGCTAAAGT TAAGTTAATT TCACTTAATA TTTTCACGCC TTTTCCAACA CCAGAAATAG 177 8760 
CAGAAAACAC CGCTAAACAC ATCACCACAA CAATAACGCC AACTTGTAAG GCAAAGCTGT 177882 0 
TCTGACTTAT CCAACCTATT TGTTCAAGCC CTGCACCAAG CTGTGATGAA CCAAAACCTA 17 7 8880 
ATGTGGTAAT AATCCCAAAT AATGTGGCAA GTAACGCCAT AACATCAATT GCATCGCCGA 1778940 
TTTTGCCATT AATACGATCT TTTAATAAAG GATAAAAACA AGAGCGCAAC GCTAAAGGTA 177 90 00 
ATTTATAACG AAACCCAAAA TAAGCTAATG CTAAAGCAAT GGTGCCATAT ACTGCCCACG 177 906 0 
CGTGAATTCC CCAGTGGAAC AGAGTATGAA GTAAAGCCTC TTGTTGTTTA TGTTCTGCAG 177 912 0 
AACCTGCTGT AATGTCAGAA AGATAATGGG TTAATGGTTC TGCTACGCCA AAAAACATCA 177 918 0 
GCCCAACCCC CATTCCAGCG GCAAATAACA TCGCAAGCCA AGATAAGAAA CTAAATTCAG 1779240 
GTTCTTCTTC ATCTTGCCCT AGTTTTATAT TGCCAAGACT ACTTACTGAT AAAATTAATA 1779300 
AAAATCCTAA AAACACTGAA AAAGTAAGTA CATAAAACCA ACTAAAATTA GCAAAAATAC 1779360 
CACTTTTAGC TTGATTCAAT AATGCTTGAG TTTGCTCTGG CGCAATAAAA ATCATTGCCA 17 7 9420 
TCAGTAACAA TATAAAAAAT AACGTAACGC CAATTACCAA AGGATTAAAT GACGTTCGCT 1779480 
TTGTCATAAA TTGAGATAAA GACAAACTTT TCCCCTTAAC GATTAAATGA ATAGATTAAA 177 954 0 
AATAGATTTA ATAAACATTG CCTAGAGGCA AAAATGTGTA ATGGAACCAC TACAAAGGAC 177 9600 
AG CAC ATAG A AGTGCGATTT TGAAGGAAAC GTTCAGTAGG AATTGAAGGA TTGTTTCCAA 1779660 
AAACTTGTGC ATATTAACAA AATACAGTCA TTATTTCAAA TTAGTGAAAG CTAAACTAAA 177 9720 
AAATGCGGTA AAATTTACAA AATAATTTAC CGCACAAATA TCATTTATTT TAAAGCCATT 177 97 80 
TCTACAAGGA TATTATTGCT TTTAAGCCAA TTCTTCTCCC CTCTTTTACA ACATTTTCTA 17 7 9840 
ACCGCACTTT AAATCCGTGT AATTCCGCAA TTCGCATAAC AATAGAAAGT CCCAAGCCAC 17 7 9900 
TTCCCTTTTC ATTTTGCCCA GCTGGACGAT AAAAACGCTG TCCAAGTTTT TTCAAATCTT 177 9960 
CAGGTTCAAC GCCACCACCA TTGTCCTCAA TAATAATCTG TGAGGATGAA ATTTTTACTG 178002 0 
AAACGATTGT ATCTTCAGGA CAATATTTAA TAGCATTGTC GAGTAAATTT CTAAGCATCA 178 008 0 
ATGAAACTAA AATTGATTGC CCTTGTTTTT GCTTTGGTTC AGATTCTTTC TCAAAAACCA 178 014 0 
AGGTAATTTT ACGTTTTTCT GCCACAAAAT AACGCTCAGA AATTAATGAT TGAACAATAG 178 02 00 
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CTTCCCAATC AAGCAGCTGT AGTGTTTCTA AGGCTTGCAA ATTATCCAAG CGGGAAAGCG 17802 60 
TTAATAATTG TTCAATCAAT TGCGAAGCCC GATCAATGCC TTGCGTTAAA TGTAAAAGTG 17 8032 0 
CTTGTTCTCG TAACGGTACA TCATCGCCAG CTAGTTGCGC AACTTCAATT TGAATACGCA 178 038 0 
ATGCCGCCAA TGGACTACGC AATTCGTGAG CTGCATCAGA AGTAAAACGG CGTTCGCGTT 178 044 0 
G C AAC AT AG C TGAAGTGCGG TCAAAAAATT GATTTAAATT TTTTACTAAG GGTAAAATCT 178 0500 
CAACGGGTAG CCCCTCCGTA TTCAGCAATG ACACATCGCC AGATTTTCTC GTTTGTACTT 178 0560 
CTTGGCTTAA ACGTTTAATC GGTCGAAGTT CTTTATGAAT CAACCATCCT AAAACAATGA 1780620 
TCAAAATAGG CAAACTGGCA AACCAAATCC ACATTTGCCC CAAAATCATT TCTTCAATTA 1780680 
AATCTTCACG QTAATCTAAT TCTTGCCCTA CTGCGATAAC TAATTCTCCA TTAGCTGCCA 17 80740 
TACGCCAAAA AATTCGCCAT TTATCGTCAT CATCATAAAT ATTCGCATTA TAAAACCCCG 1780800 
TTTTATAATT AAAAATAAAA TCTTTTCCAT TTCGTCCATC ACTGAATAAA AGTTTCCCAG 17 8 0860 
TTTTAGAAAA AATAGCAAAG GCTAAGGCAT CATCGTCATA ACTTTTTTTT AATACCGACT 1780920 
GTGAATTTTT ATTTAGCGTT GTGCTAGATT CCAACAAAAT AGTACTTAAA TCTGAATTTG 1780980 
CGAGCCGTTC AGCAAAGAGA ACTTGTTGTG CATCAAAAAC TTTATTCACA TCGTGGCGAA 1781040 
CTTGCCACCA AGCCACAAGC GTAGAACCCA GCCAAACAAA AAGTGCGGTT AAACAAAGCA 1781100 
CAGAAATAAG ACGCAACGTA AGGCTTCTAT TTTTCATTTT TCAACTTGTC CCAAAGCATA 178116 0 
TCCAACACCG TGTACTGTTC GAATAAATTG CTTCCCCAAT TTTTGGCGTA AATTATAAAT 1781220 
ATGCACATCC AATGCGCCAC TACTAATTTC TTCATCCCAA CTGGATAATT TTTCTTCAAT 1781280 
GGATG AG CG A GACAATACGC GATCTTTATT CAGCATAAAT AATTCAAGCA ATTTATATTC 1781340 
ACGGCTTGTT AAAGAAATGG GTTGATTATT CAGCCAAACA GAACGTTGAT TCTGATCGAG 1781400 
CTTAACACCA GCCTGTTCTA TCACAGAATG ATGATATCCA TAACGACGAC GAATAAGGGC 1781460 
TTGTAAACGT GCGGCGACTT CAGCCAAAGC AAAAGGCTTG CAAAGATAAT CATCTGCACC 1781520 
ACTTTGTAAA CCTTTAACTC GTTCATCTAA AGTATCGCGA GCAGTCAAAA TTAATACGGG 1781580 
AACATCTTGA TGATTAGATC GCCATTGTTG CAATACCTCT AATCCATCAA GTTTAGGCAA 178164 0 
GGTTAAATCC AATACCAC CG CATCATAAGG CGCAGAGGTT AAAGCAGCCA TTCCTGTTTT 1781700 
TCCATCAGTA AACCAATCCA CCGCAAAACC AAGTTTGGTT AAACCAATCT GCAACCCATT 178176 0 
GCCGATTAGA TTATCGTCTT CTATCAATAA AATTCTCATA AAAAATTGAC CGCACTTTAT 178182 0 
AAACAAAAAC AGCGAGCTAA TGCTCGCATT TTCAGAAATG ATTATTCTGC TTTTTCGATA 1781880 
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CGTAATACAT CAAGCTCCGC TTTCTCAAAT ACCTCATTAT CCAATTTTCC AT AAATTTT C 178194 0 
ACTTTATCCT TAGAATCTAC GTTTAAACCA TTCCAAACGC GTTTTTTAAT TTCAATCTTG 1782 00 0 
ATTTGCCCAG TCCCATCAGT AAACCAAAAC TCATCGTCAT CAATTTGCTG AGTGATATTC 17 82060 
CCCACTAAAG TAATCATTGA ATTATCAGCC GCAGATAAAG CTTGTTTTAC ACTAATTGCA 17 8212 0 
GCAGGGGCTG CTTGTTGAAA ACCACCTTGA CTATTATTGC CATTAAAACC AGCAAATGCT 17 82180 
GAAGTGGTTG CTAATGCGAA GATTGTTGCT AATGCAAATT TTTTCATAAC GTTTCCTTTT 1782240 
TAAGTTAGTT AATTTCAAGC TCCATTGCTT GGATGTGTGT ATTAAAACAA ATAAATCTTA 1782300 
ATAAAAGATT AAGAGGACTA TACTTTTTTG AAAAGACTTT ATCAAGGCAA TTTTGCGACC 17 82360 
ACTGCATAGC CTTCAATTAA TCCTTCCACT TCATAAGCCG CACCTGCAGT AATGAAAGCT 178 2420 
ACCTCACCTT GTTTCAAAGA AAGTGCGGTC GTTTCTGAAC GTAAATTTAA CTGCCCTTTC 17 824 80 
ATTACTAATA AAATACTCGC ACTTTGTGCT TTTAAATGAT GTGTTTCGCC ACATTCATAT 17 82540 
TGAATATTTT GCAAAGCGAA ATCTTTTGCT GACGTGGCGT AAGTATACCT ACGGTTAATT 17 826 00 
ATAGTCGTTC CTCTTTGAGG AACTTCAAAC TACCCCAACG GGGTAGCACT TAAATTAGCC 1782660 
TAGGGTATAC TTACCCTAGG TAACTATAAT AAATAAAAAA TCCGCACAAA GGCGGACTTT 178272 0 
TTTTACCGTA AACAAATTAT TTCTTTAAGG CTAATACCAC TGATTCTCCA GCCACTACTT 17 8 2780 
CGCCTGATTT TTTTACGATA CAAGAAATTT CGTCCATATT TGAAATTACG ATTGGTGTTA 1782840 
AGACAGATTT TGCTTTTGAT TCTAATAGCG CAAGATCAAA TTCAATCACA GTATCGCCAC 178 2 900 
GCTTAACAGA TTGCCCTTCT TGTGCAATAC GAGTAAAGCC TTCCCCCTTT AACTCAACAG 1782960 
TATCAATACC AAAGTGTACA AATAATTCTA CGCCTTCTTT TGATTCCATT GAAAAAGCGT 17 83020 
GATTGGTTTC AAAAATTTTA CCAATCACAC CATCCACTGG CGCAACGATT TTGTTACCAA 178 3080 
TAGGACGAAC AGCAACACCA TCACCAACAA TTTTTTCAGA GAAAACCACA TCGGGAACAT 17 8314 0 
CTTCAATATT AACGATCTCG CCAGAGATGC GTGCATAAAT TTCAACTTCC ACAGATTTGT 1783200 
TTTCTTTTGA ACCAAATAAC TTGTCAAATA AGCCCATTTT AATCTCCTAT CCATTCAAGA 17 83260 
TGGTTGCTAT TTTAACGTAA AATCAAATAA TTTTGTTTAA TTTAATGAAT TTTCCAGCAA 17 8332 0 
AAATTCTTCA ATTAATTGAT CAATTTCTGC AGCGGTCGGT TTTTGTAATG CAGTATCAGC 178338 0 
AAGCACTTTT GCATCTTGAA AATTTACATT ACGGATTAAT TTTTTAATTC GAGGTACAGA 178 344 0 
AATCGCACTC ATACTAAATT CATCTAATCC CATACCAAGC AATAATAAAG TCGCACGTTC 178 3 500 
ATCCCCTGCT AATTCCCCAC ACATTCCCGT CCATTTTCCT TCTGCGTGAG AGGCATCAAT 17 83 560 
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CACTTGTTTA ATTAAACCAA GCACAGAGGG GTGCATCGGA TTATAAAGAT GGGAAATAAA 178 362 0 
CTCATTACCG CGATCTACAG CCAAAGTATA TTGAGTTAAA TCGTTAGTAC CGATACTAAA 1783680 
GAAATCTACT TCTTTTGCTA AAAATTTTGC ATTTACCGCG GCAGAGGGGG TTTCGACCAT 178374 0 
TACACCAACT TGGATATTAT TATCAAACAG TCTCCCCTCT TCACGTAATT CCGCTTTTAA 17838 00 
TGTTTCAATA ACCGCTTTTA ATTCCCGAAT TTCTTCTACA GAAATAATCA TCGGGAACAT 1783860 
CACCGCCAAT TTACCAAAAG CTGAAGCACG TAACACCGCA CGTAATTGTG CATTTAAAAT 1783920 
TTCACGACGA TCTAATGCAA TGCGAATCGC ACGCCATCCC AAGAATGGAT TCATTTCTTT 1783980 
TGGTAAATCT AAATATGAAA GCTCTTTATC GCCACCAATA TCCATAGTAC GAATCACTGT 1784040 
TAAACGTCCG TTCATTGCTT CTACCACTTG TTTATAGGCA ATAAATTGTT CTTCTTCTGT 1784100 
GGGAAGCTGT TCACGATCCA TAAATAAGAA TTCAGTTCGG TATAACCCAA TCCCTTCCGC 1784160 
TCCATTACGT TCTGCGCCGT CACAATCACG AATCGTCCCG ATATTCGCAA CCACATCAAC 1784220 
CTTATGTCCA TCTAATGTGA TTGCAGGAAG ATCTTTTAAT TTAGCTAACT CTGCTTTTTC 1784280 
CTCAGAAATT TTCGCTTCAA GTGCTTTTAA TTCATCAATC TGAGATGCTG TTGGATTAAT 1784340 
ATAAACTTGG TTATTGATAG CATCTAAAAT TAAATAATCG CCCGTATTGA CTAATTTAGT 1784400 
CACTTTATTT GTGCCGACAA TCGCTGGCAA TTCTAAAGAA CGAGCCATAA TAGAAGTATG 1784460 
TGAGGTTCTA CCACCAATAT CAGTGACAAC CCCTAATACT TTTTCAAGAT TAAGTTGAGC 1784520 
TGTTTCTGAG GGAGTCAGAT CATAAGCAAC AAGAATAGAT TCTTCCTGAA TATCACCAAG 1784580 
ATCAACAATG TACATTCCCA AAATATTTTT AACTAAACGG TTAGCAATAT CCCGAATATC 1784640 
GCCTGCACGT TCTTTCAAAT ATTCATCATC AATTTCAGAT AACATTGTCA CTTGTTGATC 1784700 
TAAAATTTTA CTCGCCGCAA CGCCTGCATT CACTTTATTT GAACGAAGAT AATCAAGAAT 1784760 
TTCTTCTTCT AATTCTTCAT CCTCAAGAAT CATCAAGTGA CCTTCAAAGA TTGCCGCTTT 1784820 
TTCTTCGCCT AAAGAAATTA ATGCACGTTC TCTAATTGAA TTAAGTTGTT CTACCGCCGC 1784880 
GTTACGCCCT TCATAAAATC GAGCGACTTC TGCGTCAATT TGATCATCAG TAATTTTTTG 1784 940 
TGTATCAAGA ACAATCTTTT CTTCTTTAAG AACAAGTGCC TTACCAAAGG CAATACCTGG 1785000 
AGATGCGAGA ATGCCAGAAA TCATAGATAC CTTCCGAAAC AATTAACAAA GTAATAAATA 1785060 
AACAATAGCC ATAAAATTTC ACAATTTTAT GGCTAAGTAA GAATTATTCT AAAGTTGGAA 17 85120 
TTAACGCGAC TAAATGTTCA ACTGCCTGTT GCTCGTCTTC TCCATCAGCA GAAATGGTAA 1785180 
GTATTGTTCC CTGCGTTAAA GCTAATGTTT GCAACTTAAA TAAGCTCTTT GCACTTGCAC 178324 0 
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TTTTCCCCCC AGAGGTTACT GTAATTTCAG AAGAAAATGC TTTCGCTTCT TTCACAAATT 1785300 
GTGCAGCAGG GCGCGTGTGT AAACCGTTTG ACGCAATAAT TTCCACATCT TTTGAATACA 178 536 0 
TAATGCTACC TCGACTAATC AATAATTAAA AATATAAAAC CAGAAAATTG CCCTAGTATC 17 8 5420 
CTTTTTCAAA GCAAAATAAT CAAGAATAAA CACTAAAAAG CCTGAATTAA ATCATAAAAA 17854 8 0 
TAAGCTAAAT AGTTTATTTA TTATTCACAA TCTCAATCGT TAAACTAATG AAAAATGACG 1785540 
TTGTGATTTT GTTTCACTTA AACTTTCAAT TAATCGATGA TAGTTATCAT AACGAACAGG 1785600 
CGAAATTTTG CCTTGCTCAA CGGCTTCACG CAACGCACAT CCTGGATCGC TCAAATGTTT 178 566 0 
ACAATCACGG AATTTACAGG TGCCCAAAAC ATATTGAAAT TCTCGATAGC CTTTTGTGAT 178 572 0 
TTGCTCTGCA TCTAAATGCC AAAGCCCAAA TTCTCTAATT CCGGGCGAAT CAATTAAATT 178 578 0 
ACCGCCTTGT GGCAAATGGT AAAGACGTGA CGATGTCGTG GTATGCTGAC CTAACCCTGA 178 584 0 
CGTTTCGCTC ACATCCCCTA CTTGAGCGTT TACGCTAGGC AAAATATGAT TAATTAAACT 178 5 900 
CGATTTACCA ACACCAGATT GCCCAACAAA AATCGCCGTG CCTTGTGCCA AAAGTGCGGT 178 596 0 
CAATTTTTCC ATATTTTCAC CGCTCTTTGC TGAAATCATT AAAATTTCAT AGCCAATATC 17 86020 
TTGGTAAATT TTAAGTTGGT CTTCAATTTC TTGACGCTGT TCCTGCGCCA GTAAATCCAC 17 86 080 
TTTATTCAAA ACAATGAGAG GCGTGATTCC CGCAATTTCA CACACAACAA GATAACGATC 1786140 
GATAATATTT AAGGAAAGCG TTGGCAATAC TGCTGATACA ATAATAATAC GATCAATATT 17862 00 
CGCCGCAATA GGTTTCAAAC CATCATAATA ATCAGGGCGG GAAATTTCAT TTTCTCGGGG 178626 0 
ATGGATCGCC TCAATTACGC CGCTCACACC TTGTAATTGT TCATTGCCTT TACGCCAAAC 1786320 
AACTTTATCT CCCACCACCA AACTCGACAA GGTACGACGC AAATTACAAC GATAAATTTC 1786380 
GCCTTGTTCA TTTTCGACAT CTGCATGAAT CGAATAACGC GTGACAACAA CGCCTTCTTG 17 86440 
CGATTCACCC AGCATTTCAT CTGACCATTC AATCTCTTTT TTCTTATGGC GATGTAATGT 1786500 
TTTCGCATTA TTTGATTGAA TTCTTCGAGT TTGGTTTTGA GTTAATTTAC GTTTAG CCAT 17 86560 
AAAAGTGCGG TCGTTTTTTC CCTTGTTTTT GGTAAAATGA AAAAAATTTT TGCATAGGAT 178662 0 
ACCTGATATT ATGTCATTCG ATAAACAAAA TCTTATTTGG ATTGATTTAG AAATGACCGG 17 86680 
TTTAGATCCG GAAAAAGAAC GTATTATTGA AATTGCGACT ATTGTGACAG ATAAAAATTT 178674 0 
GAATATTTTG GCAGAGGGCC CAGTATTAGC GGTTCATCAG TCTGATGAAT TACTCAATAA 17 86 80 0 
AATGAATGAT TGGTGCCAAA AAACGCATAG TGAAAACGGC TTAATTGAAC GCATAAAAG C 17 86 86 0 
CAGTAAACTT ACCGAACGAG CAGCAGAATT ACAAACCTTA GACTTTTTAA AAAAGTGGGT 1786 920 
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TCCCAAAGGT GCGTCGCCAA TTTGTGGTAA CAGCATTGCC CAAGATAAAC GCTTCTTAGT 1786 980 
GAAATATATG CCAGATTTAG CCGATTATTT TCATTATCGC CATTTAGACG TGAG CACATT 1787040 
AAAAGAACTT GCTGCACGTT GGAAACCTGA AATTTTAGAA GGTTTTAAAA AAGAGAATAC 1787100 
GCATTTAGCG CTAGATGACA TTCGAGAATC CATTAAAGAG CTGGCTTATT ATCGCGAACA 178 716 0 
CTTCATGAAA TTAGATTGAC GAAAACTTCA ACAAAAAATT TCTTTTTATG AAATTGCCCT 1787220 
TGCAAGCCCT AAAAATATTT GTATAATGTG GGCTCATTCA CTGATGTGAA CTGCGGGAAT 1787280 
AGCTCAGTTG GTAGAG CACG ACCTTGCCAA GGTCGGGGTC GCGAGTTCGA GTCTCGTTTC 178 734 0 
CCGCTCCAAA TTTCAATCCC TAGCCAAAAG GCTGGGGATT TTTCTATCTA CAAAAATAGA 17874 00 
TCACCAAAAT CTTAAAAAGT GCGGTGAATT TTCTCAAAAA ATAAAGG CTT GTGATTTAAT 178746 0 
AACACAAGCC TTTATTTTTT TATGCTTTCT TCAACCGTTT GGCACGACGT TTCATTCTTC 178 752 0 
TTACCCAACG GGTAATTCGC CATGCATGCG TAATTGAATA GACATAAAGG AAAAATAAAA 178 7580 
TGAAAAAGCC AACAAACATC GCCCACTCAT TCACATAATA AACTTCCCCT AAAATACCGA 178 764 0 
TAGTTGCACA AACTGCAGAA ACAAACGTAA TCAATAAAAA GGCTTGTCTT GATGTTAAAC 1787 700 
CCGCTCTTAC CATTAAATGA TGAACATGTA AACGATCTGG ACGGAATGGG CTTTTACCTT 1787760 
TACGTACACG G CGATAAAT A ATCGCAACCA TATCAATCAA AGGAATCGCA ATAATCCAAA 1787820 
GTGCGGTTAC TGG ATT CAT A GGATGCCCTT TTCCTTGCGT ACTTAATAAC AAAATCCAAA 1787880 
TAATGGTAAA GCCAATTAAT GTACTCCCGG CATCCCCCAT AAACACCTTA TATTTTGGTC 1787 940 
CAAATGGAAT CCCTAGATTG AGCATCAAAT AAGGTAAAAT CGATACGATT AAAGCAAAAC 1788000 
TCCAATGCGC CATATCCATT TGCCCATCTC GATACATTAA AATACCAATC GCCGCAAAAG 1788060 
AAACACAAGA GAGTCCCCCA AGCAATCCAT CAATACCATC AATCATATTA AAGGCATTAA 178812 0 
TAATCGCAAT AGTGGCAAAG ACGGTAATAA TCAAACCAAT TGAACCAAGC GTTAATTGGA 178818 0 
AAGGCCCTAA AATTTGACCA AGATGATCAA GATAAATATT CCCAAGATCG ATCATTAAAA 17 8824 0 
TCGCCAATAT TGCTTGAATG CCTGCTCTTA AAAAAGGGCT AATATCAAAG CGATCATCTA 17883 00 
AAATCCCAAT CGCCAATAAA ACAAAAATAC TGAACAAATA AAGATACGGT AATCGAAGTT 1788360 
GATCCCATTC CATCAGATAA TAGCAAAGAT TACCAACAAA AAGCGATGCG CCAC CGATTA 17 88420 
GTGGAATTGT GCCTTGATGA CGTTTACGAT AGTTTGGTTT ATCGACTAAT CCAATCCAAT 1788480 
TGGCAAGTGG TCGCATCACA ATCAATGTTA AAAACGCGCC AAGAAAAGTA ACAAAAATAC 1788540 
TCAGCATAGT GTGACCCTAA AATTTTTTGT AAAGGATAAC ATAAGGCAAA TTTACCTAGA 17886 00 
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AATATATTTT TAACGAAGCC CTATTTTTCA CTTCAACGCC CGTATTTTTA TAAAAAATGC 17886 6 0 
GGTCAAAATT GACCGCACTT TTACGCCTAT CTTTTATTTT ACCAGTGGTA TCCTACACTC 17 88 72 0 
CCCCCCCATT CACATCACTT CGGCTAAATA GATTTCTGAT CTTTGCGGAT TTGCACTTTC 1788780 
AAGCTATCGT GTTCAGTACG AAGCTGTTGT AACT CTACTT TACTCGCTCC TTCCCCTAAC 1788840 
ATCTCAACAA ATTCAGTTTC TGATTTACCT TGATTAGCTG ACAATGCTTT CCAACTTTCA 1788 900 
TGAGCAGATT TTCCTCGTTC TCCTTGTCCG CCTTGTTCGC CTTGTTCGCC TTGTTCGCCT 17 88 960 
TGTTCGCCTT TTAATTCAGG CCATTTGCTT AATGGTTTCT TTATCTAATG AAACAACGGT 17 8 902 0 
TTTTCCATTT TTTTCTTTTG TTTTCAAGCC ATCTTCAAAA GTATAAAGTT GTTTCAAAAG 17 8 9080 
CATTTTAAAG TTATCTTCTG TAAAAATGGT TTTATCGCCA GCTTTTAAAA CACCATTATC 17 8 914 0 
AGCAGTAAGT GAAACTGTTT TCGCTTTAGC ACCATTTCCT AATACTAAAG CCCCTGCAGA 178 9200 
AGTTGTCGCT GAAGCGTGAT CGCCACCAAC AAAAGCACTA TCGGAATCTG TCACGCTAGT 17 8 9260 
TCTATTCCCT AAAGCTACCG TACTGTTTGA TCTTATTGAT TCTGTCTTAC TTCCCAATAC 178 932 0 
AATCACATCT TTGGAATTTT CTGCTTTTGC TGCGAAATCA GTAACAATAG AAATATTTGA 1789380 
ATTCGTTGCA TTAGCTTCAA CACCTTGAAC AATTGCTTTT TCTGATTTTT CTACTTTTGC 1789440 
ATTAGTTCCT GCGGCTAAAC TATACTCAGA ATTAAGAACC TTAGCATTCT TTCCTAAGGC 17 8 9500 
TATTGAGTAC GGAGATTCTG TTACATTAGC ATTTGCCCCC ACAGCTATTG ATGCGGCAGG 17 8 956 0 
ATTATCAGGT GTCTTATCCT TTGGGTGTGT ATATTTCGTA TCTGAATCTT TAACTAACGC 178 9620 
ATTATGCCCA ATAGCAATAC TTAACCGAGA ATTCTCAATT TTAGCGTCAT TATTTTGAGC 1789680 
TGTTCCACTA GCTGTTAAAT CAGTATCATT GGTAATTTTT ACATATTTTG TTAAATCACT 178 9740 
TTCTTCCCTA TTTATTTCCA TTCATTAAAA AGAAACCTTT GTTTTGTTGT TTTATATTTT 1789800 
TAATAAAATA GAGATATTTA CCTAATTTGC TGAATAATAA CACTGTTCAA TCTTTCCCTC 1789860 
TCCTCTCTTG CAAGAGCTTG CCCAAATTGA TTCGTCAAAA TAAAAAAGTC CTCGGCTTTT 1789920 
TCGCCTACGG TGGTAATTTT CGCATTTAAT AAATTTAGAT TTAACTCAGT AAAAATCTGG 17 8 9 980 
CTCACTTGGG CTAATAACCC TGCTTTATCC AAGGCAACCA GTTCCATTTC AGTATGTTCT 17 9004 0 
TTTTTGTTTT CCTGTAAAAA ACGCACGTCG GTTTGTACAG TAAAATGTTG AAGCTGGCGA 1790100 
TTAGGCACAA TAGAAAGTGC GGGTAATTTT TCACTTTGAA GAGCTACTGT TAGGGCTTGC 1790160 
TCTAGTTCTC GGCGACGATC AAATTCAACC AATTCTCCGT TAAGTTCTGT GATGATAAAG 17 90220 
CTATCAAAAA CAT AAC CATC TTGTGTCGTA ATAATCTGCG CATCGTGGAT ACTGAATTTT 17 902 8 0 
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TTGGCGCCAA TGGTACTCAC CACTTTATTA AATAAGTGCG GTTGATCTTG GCAATAAATA 1790340 
AACACTTCCG TGCCGCCAAG TGAAAAGCGA TTACTAATTT TCACTAATAA TGCCTCAACG 1790400 
AAATCCACCA GCAAACTTGT ATG CCAGGCG ATTTGCTTTG GCGTATTACG CACAAAATAA 179046 0 
TCTTCTGGAC AACGAGTCCA TAATTTCTCA ATAGAGATTG ACGTAATATC AGAATAATCC 1790520 
TGCGTTAAAA TTTGTTGTGC AAGTTTTCGG TTTTCTG CCG ATTTTTCTGA GTAATCAAGC 1790580 
AATTCTTTCA TGCCTTGTGA AAATTGCTGT TCAGTAAATT CATATAAAGA GGCAAAAAGC 1790640 
GAACGTTTCC AGCTATTCCA TAAATTACCA TTGGTTGCAC AAATATCCGC CACCGTTAAA 1790700 
CAGGTCAGAT AATCTAATCG AACTTGATTT TGCATGGCTT CCGCAAAATT CATTACGACT 1790760 
TCAGGATCAT GAATATCACG GCGTTGCGCC GTAATTGACA TCAGCAAATG GGATTGAACT 179082 0 
AGCCAAGCAA GGGTATCAAT TTCTCGACGA TCTAAACCAT GTAATTGCGC AAAGTCTGCC 17 90880 
ACATCTTCTG CGCCAAGTTC TGCGTGATCA CCGCCTCGCC CTTTTGCAAT ATCGTGGAAC 1790940 
AACGCCGCAA TATAAAGTAA AGTGCGGTCA GAAAGTTGGC TAAAAATTCG ATGAGCAATG 1791000 
GGATGTTCTT GAGCACTTCC CTTTGGCAGA AAACTTTCCA ATTTCAACAT CACGCGCAAT 1791060 
GTATGTTCAT CCACCGTATA AATGTGGAAC AAATCAAATT GCATTAATCC CTCAATGGCT 179112 0 
TGCCATTGCG GAAGATAAGC TGTTAATACA CCATATTGGT GCATCGGCAT AAACGCACGC 17 91180 
TTAATCGCAT TAGATTGATT AAACAAACGT AGAAATTTTT CTCGAGCTGC AGGAATTTCG 1791240 
CATAATTTTT GTGATAATTG CTCTAAGGAA ATTTGTAATT GACGCAAAGT ATCAGAATGA 17913 00 
ATATTGACAT GTTCGTACTG CGTTAAATAA AAGAATAGAT CTAAAATTCG CGCTGGTTTT 17913 60 
TCTTGAAAAA CAAAGCTATT ACGCAAACAT AAGGATTGGT TAATCAGTTG AAAATCATCG 1791420 
TCTAATTGGT CAATCACAGT ATCCTGATTT GATGAAAGCA CATTTTCTCG ATAATGCTGA 17914 8 0 
ATCAACAAAT TACTAATAAG CGAAATTCGG TGCAATGCTT GGAAAAAACA TTTCATCATT 1791540 
TTTTCCACAG CTGGATTGCC TTCCCCTCGA AAGCCCAACA ATTCACTAAC TTTAATTTGG 1791600 
CG AT CAAACA ACAGACGATT ATCGTAACGT TTCAAAATCA AATGCAAAGC GAACCGCACT 1791660 
TTAAATAAAA ATGCACGACT TTCTTGTAGT TGCTGATATT CTTGAGGATA AATAAAACCA 1791720 
CTTTGTAAAA TAGCCTCAAG GGTCAAAGCC CCAGAATGGC GCAACGCCAC CCAATACAAC 1791780 
AAATGCAAAT CACGCAAACC ACCAGGGCTG AACTTAATAT CTGGCTCAAG GTTATAAGCC 179184 0 
GTATTGTGAT AACGCTGATA ACGTTCTATT TGCTCTTGCA CTTTGGCATT AAAAAAATCC 1791900 
TCTTTCGACC AAAAATCTGC ACGTTTTACC AATTCATTTA GTACATCAAA GTGCGGTCGA 1791960 
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TTTCCAGTGA GAAATCTTGC TTCTAATAAA TTGGTGGCAA TCGTAATATC TTGTTTTCCT 17 92020 
TCCAATTCGC ATTGTTCTAA GGTTCGAACA CTATTTCCCA CCTCAAAGCC ACAATCCCAT 1792080 
AAAAATTGGA TAAATTGAGT AATTTTTTCT TCAATCTCAT GGCTTGGGGT TTGCTCAACT 17 92140 
AAAATCAAAA AATCTAAATC CGACAAAGGA AACATCTCAC GCCGTCCATA ACCGCCCACC 179220 0 
GCAATTAAAG AAATGCCTTG CTGTTCACTT AATCCTATTT CCTGCCAAAG TTGAATCAAT 17 92260 
AAGGCATCAT AAAAATCACA GCGATTTTCA ATAAGCTCAA AAATGGAATA ACAAGAAAAA 17 9232 0 
TTCTCTAGCT CAAATTGCTT GAGATTTTCT CGTTCAATTT TGACCGCACT TGGCGTTAAA 179238 0 
AGAGAAGATA GTGTCGGAGA AAACAGCATA TGAATTGCCT TTTGTTAGAT CGAAGTCGTT 1792440 
TTATTATAAA GAAAAACAAA AAGGGCGTAT ATGATCTGCA CCCCAAAAGT TGGACTAAAT 1792500 
AACCAACTAA CTAAGGTGCA GTTTTTTATG ACCAAATACA ATTTTCTTTT CAAGCAACAA 17 92560 
GTCATCGAAT TTTATCTTCA AAATGATAAA AATAGTTCAC TTACCCGCAG GCATTTTCAA 1792620 
CTTGCCGAAA CAACATTAGA ACGTTGGATT AACCAATTTA ATCATAGTGG AATCAATGGG 17 9268 0 
CTAGCCTTGC TGGGTAAGAA GCGAAATTAC TCACCTGAAT TTAAACTTAA CGTGATACAA 17 92740 
GCGGTTAAAA ATGGGAAATT TTCTGCAGAA GCCGCTTGCT TACATTTTGG CATTGCCAAT 17 92 8 00 
TCAGGTGTTG TTAGCCAATG GTTGCAAGCC TTTGAAAAAC AAGGTATAAA CGGCTTAATC 17 92 860 
CCCAAACCTA AAGGTCGCCC AACCATGAAA CTCCAATATC CTAAAATGCC GCCTAAACCG 1792920 
AAAACACGAG AGGAAGAACT AGAATTGGAA AATCTCCGAC TACGTGCGGA GAATGCCATT 1792980 
CTAAAAAAGT TGCAAGAGCT CAACCAACAA AAAATGCAGA AAAAGCCGCT ATCGTAAAGG 1793040 
CATTACGCGT TCATTTTCCG CTGCCCATTT TATTAGATTT AATCGGCTTG GCACGCAGTG 17 93100 
TTTTCTTCTA TCACTTGAAG ACGAAAAACG ATAAAAATGC AGCACTCTCA CAAGAAATCG 17 93160 
CCTCTATTTA TCACGATAAT CACGGAAACT ATGGTTATCG CCGTGTGACG TTTAAGCTAA 1793220 
GAGAAACCAT TAAAATTAAC CATAAAAAAG TGCAACGTAT TATGCAATGG TTGGGGCTTA 179328 0 
AGGGAAAATG CAAGACACAA AAATATCGTT CTTATCAAGG TGAAGTCGGG CAT ATTG CGG 1793340 
ATAATCTGTT ACAACGCGAT TTTACGGCAA CACAGCCTAA TGAAAAATGG ACAACCGATA 17934 00 
TTACCGAGTT CAAGTGTGCG GAAGGCAAGC TCTATTTATC CCCAATTAAG GATTTATTTA 179346 0 
ACAATGAAAT TATTGCTTAT GATTTAGCGC GAAGCCCGAA CTTTGAGCAA ATT AC CAGAA 17 93520 
TGATGAAACA AGCTGTAGCA AGGCTTGAAG GCGCAAAACC GATTTTACAT TCCGACCAAG 1793580 
GTTGGCAGTA TCAGATGATA GGTTATCAAA ACATACTCAG GGAGAATGGC ATTCAACAAA 17 93 64 0 
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GTATGTCAAG GAAGGGGAAT TGTTTATATA ACAGTGCGAT GGAAAGCTTC TTTGGGAGAT 1793700 

TAAAAACGGA ATGTTATTAC GGCAAACGAT TTGAAACGTT CGAACAACTG GAAAAAACGA 17 93760 

TTCATGAATA TATTCATTAT TACAACCATG AACGCATTCA GGGGAAACTA AAAGGACTCA 17 93 82 0 

GCCCTGTGAA TTACAGAACT CAGTCCTTGA ACTAAATCAG TCTAACTTTT TGGGGTCAGA 1793880 

TCAATATCTA CGCCCTTATC TTATAATTTT ATGCCAATTA CACATTCACC ATAATCCGCG 1793940 

AAATTCGACC TTCTGCAATT TCTTCATCGC GAATAGTCAT TACTTCACAA CCAGTTTCCG 1794000 

TGACAATAAG TTGATGTTCA TATTGTGCTG AATGGCTGCG ATCTTTGGTT TTTACTGTCC 17 94060 

AACCATCTCC CATTACGCGC ACTTCTTTTT TGCCTGCGTT AATCATTGGC TCAATGGTAA 1794120 

ACACCATTCC GGGTTTTAAA ATCACGCCGC CATCATCGGC ATAATAATGC AATACTTGAG 17 94180 

GTTCGCAGTG AAATTCCGTA CCAACGCCGT GTCCGCAATA TTCACGCACA ACGCTGAAAG 17 9424 0 

TCTGGCTTTC CGTATATTTT TGCACGGCTT TACCTATTTC ATTTAAACGA ATATCGGGTT 1794300 

TTACAGTGCG TATCCCAACA TATAATGCTT CTTGTGCCGC TTCCACTAAT TTTTTACTAC 1794360 

GAATATTTGT TTCTCCGCCC ACGATATACA TTTTTGAGTT ATCG C CAAAA TAACCGTCTT 17 9442 0 

TAATCACGGT AACATCAATA TTCACAATAT CGCCATTTTT TAACACTTTA TCGTCACTTG 17 94480 

GAATACCGTG GCAGACAACT TCGTTAATGG AAATACAGGT CGCCTTTGGG AAACCGTGAT 1794540 

AATTCAAACA AGCAGGGATA ACCTTTTGTT CATTTACCAT ATATTCATGG CAAATGCGAT 179460 0 

CAAGTTCGCC TGTGGTTACG CCTGCTTTTA CGTAAGGTTC AATCATTACC AGCACATCGG 1794660 

AAGCCAATTT GCATGCCTCA CGTAACTTTA CAATTTCTTT TTCAGTTCTA ATTGGAATAG 1794720 

CCATTTTTAT CTCACTTTTT TGAAAAAACT TTACGAGATT ATAGCACGAT TTCTAGGAAA 17 94780 

AAACTGGATT GCACTTGAAT GGAGTAAAGG GTTATTAGAT AATGGCGGGA TTGAAATTTT 1794840 

AGGAAAGTAG GAAATAGTTA TGATAGATGA TATGGCGGTG CCACTGACAT TTACTGATGC 1794 900 

AGCGGCAAAT AAAGTAAAAA GTTTAATCAG CGAAGAAGAA AATACTGATT TGAAATTACG 1794 96 0 

CGTGTATATC ACAGGGGGTG GTTGCAGCGG TTTCCAATAT GGTTTTACCT TTGATGAAAA 1795020 

AGTCAATGAC GGCGATTTAA CCATTGAAAA ATCAGGGGTT CAACTTGTGA TTGACCCGAT 17 95080 

GAGCTTACAA TATTTAATCG GCGGTACAGT CGATTACACA GAAGGTTTAG AGGGTTCACG 179514 0 

TTTTACTGTA AATAATC CAA ATGCTACCAG CACTTGTGGC TGTGGTTCAT CCTTTAGTAT 17 95200 

CTAAGATGGA TTTTCAATTT ACACATTATC AAGGCAATGT ATCCGTCAAA TGTTCGATGG 179526 0 

AACACATTGC CCTTGCTAAC TGGTTCAACA CAGAAGTGCG GTCAAATTCA GACAAGATTT 179532 0 
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AAATCACTTA TTGAAAATCA AGAAAAAGTC TTAATTGGCA 17953 80 
AATGCTGATG AAGTAATGGT GCGAGCCAAC AATCTCGCCA 1795440 
GAACAAGATT TCCATTATTA TGACGAAGAA AGCCTTGCTT 17955 00 
ATTCATTTTC TCCAATCTTA TGTTGATTTT ATTGCTTAAC 17 9556 0 
TCCGCTAAAA AATCATCGAA AAACACGCCA AAAAATAACC 1795620 
CTTAAATTTA GCTTCACTGC ACTTGTCTTA ACGATTTTTT 17 95680 
CAAATTCGTT CTAAAATGGA CGGTCAAATT TGGCATTTGC 1795740 
TTAGAAAGTG TGAAAATTGC CGATAATCTC GCTTTTGATG 17 958 00 
GATAACGAAT ATCGCCAAAC GACCATGGTT GCCGCCCCTG 1795860 
GATAGCATTG TAGTGCTTCG CCGCGCTTTT CCTTTCCCCG 17 9592 0 
GTTTTGCGCT TGCGTTTTAG CCATAATAAG TTATCTCGCA 179598 0 
AAAACTGTTG ATGAATTTCG TCTTGCACCA AAGTTGATTG 17 96040 
GAAGATCGCC TTGCTATTCC TTTACAAAAT TATCCCCGTT 17 96100 
TTAACGGAAG ATCGCCGCTT TTATGAACAT AATGG C ATT A 17 96160 
GCATTAATTG CGAATATTCG TGCTGGTCAA ACGGTACAGG 1796220 
CAATTAGTCA AAAATTTATT TTTATCGCGC GAACGCACCA 1796280 
GCCTTGATGT CATTGGTTTT AGATTGGCGT TACGATAAAA 1796340 
CTCAATGAAA TTTATCTCGG GCAAAATGGC GATACGCAAA 1796400 
AGCCAATTTT ATTTTGGTCG TTCGATTCGT GAAATTAGCT 179646 0 
GTGGGGATGG TCAAAGGCCC TTCACTTTAT AATCCGTGGC 1796520 
GAACGTCGCA ACATTGTTTT AAGGCTAATG CTTGAACATA 17 96580 
TATCAATTAT TAAGTCAGCG ACCTTTAGGT GTGCAAAAGA 1796640 
TACCCTGCAT TTATTCAAAC TTTACAAGCA GATTTACGCC 1796700 
ATATCGAGCT TACTTGGCGC ACGTATTTTT TCCACAATGG 1796 76 0 
GCAGAAAATG CAGTGGGCAA TACCGTTTCG CAATTACAAC 17 96820 
TTAGAGGGAG CGATGATTAT AACGGATTAT CGCACAGGCG 17 96 88 0 
GGTTTACAAA CGCAATATGC AGGCTTTAAT CGTGCATTAA 17 96940 
TCTTTAGTAA AACCTTCTAT TTATTTGACC GCACTTTCTA 1797000 
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ACCCAGAACA GTTCCGTTTG AATACCCCAA TTAATAACCA ACCAATAACA ATTAATGTCA 1797060 
AAGGTAGCCC GCCGTGGCAG CCACGCAACT ATGACAAAAA ATATAGTGAT TCTGTAATGT 17 97120 
TAATGGATGC CTTAGCCCGT TCTTTAAATA TTCCCACTGT AAATATTGGT ATGAAAGTTG 179718 0 
GCTTGAGCAA AGTCATTGAC ACGCAAAAAG CGATGGGCTG GGACAACGTG GAAATTCCTA 179724 0 
AAGTGCCTGC GATGTTGCTC GGTTCTTATA CCATCTCGCC TTATGATGTC ACAAAACTTT 17973 0 0 
ATCAAACCCT TGCCAATCAA GGTGGGAGAA TTGCGCTTAC AACCGTCGAT AGTATTGCAG 17 973 6 0 
ATCGTCAAGG TAACCTAATT TTTCAACACG ATAAAAGTGC AAAACAAGTG GTGCCACAAG 179742 0 
AAGCGGCATT CCAAACCTTA TTTGCAATGC AACAAACTGT TGAACGTGGT ACAGCTCGCA 17974 80 
GTTTGCAAAA GGATTACGCT GATTTACATT TAGCAGGCAA AACAGGCACA ACCAATGAAT 1797540 
CACGCGATAC GTGGTTTGTG GGAATTGACG GAAAAAATAT CAGCACCGTC TGGCTTGGTC 1797600 
GCGATGATAA TGGCGAAACA AAACTGACTG GTGCTTCTGG CGCATTGCAA ATTTATAAAG 179766 0 
ATTATTTAAA CCGTACAAAT ATTGAAAAAT TAGCAATTAC TCCCCCTACA ACAGTGAAAT 179772 0 
GGGTGGGGAT AAATCAATAC GGTGACTGGG ATTGTGAGAG TTATCGAACA ATTCCTATTT 1797780 
GGCTAAATAA TGGTCAGAAT TTCTGTGGCG AAACATCATC TCCCTCTCTC ACGCCAACAA 179784 0 
CTGAAACAGA AACACCACCA CAAGAAAGCC TGTGGGACGT ATTGGATAAT CCCAATCCAC 1797900 
CCG CTCAATA ATTAAGCCGT AGGATTTACT AAATTTCCAA TAATAAACAT TTTCCCCCTA 1797960 
TACTTCCCCT AACATTTCAG AGGATTTTTA TTTCTTTTTA AAAAATAGCA AACGTTTGCT 1798020 
TTATTTGATT TAAAAGTGCG GTACAATACG CGCCAGTTTT TACTTTCATA CAGGTGCAAA 1798080 
ACGATGACAC AACAACTCCC CATTTTAAGT CTAAAAAAAA TCTATTCAGG CAAAGTACGC 1798140 
GATCTCTATG AAATCGATGA TAAACGCATG CTAATGGTTA CTTCTGACCG CTTATCTGCC 1798200 
TTTGATGTTA TTTTAGATGA TCCCATTCCA CGAAAAGGCG AAATCCTAAC TCAAATTTCC 1798260 
AATTTTTGGT TTAATAAACT TGCTCACATT ATGCCCAATC ATTTCACTGG CGACAGCGTT 1798320 
TATGATGTGT TACCAAAAGA AGAAGCGGAT TTAATCAGAG ATCGCGCCGT CGTATGTAAA 1798380 
CGTTTGAATC CCATTAAAAT TGAATCTATC GTACGTGGTT ATTTAACTGG CAGTGGTTTA 179844 0 
AAAGATTACA AACAAACTGG CACGATTTGC GGATTAAAAT TGCCTGAAGG CTTGGTGGAA 1798500 
GCGAGTAAAT TACCCGAAGC TATTTTCACG CCATCAAGCA AAGAAGAAGT TGGCAACCAC 1798560 
GATATAAATA TTAGCTATGC CGAATGCGAA AAACTTATCG GGGCTGATTT AGCCGCACAA 17 98620 
GTAAAAGAAA AAGCTATCGC ACTTTATACC GTGGCTGCAG AATATGCACT CACTAAAGGG 17 986 80 
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ATTATTATTT GTGACACAAA ATTTGAATTT GGTTTAGATG AAAATGGCAC GCTCACTTTA 17 98740 
ATGGACGAAG TATTAACGCC AGATTCTAGC CGTTTTTGGT CTGTGGATAC TTACCAAGCA 1798 800 
GGAACAAATC CCCCATCATT CGATAAACAA TTTGTGCGCG ATTGGTTAGA AAATAGCGGC 17 98860 
TGGAATAAAC AAGCTCCCGC ACCAAAAGTG CC AGAAAATA TTATTCAGAA AACCGTTGAT 17 98S20 
AAATATCAAG AGGCACTGGA TTTATTAACA AAATGAAAAT TAGGATTTTT TATGCACAAA 1798980 
GCTAAATAAA GATTTTTGCT TTTAATGCAC AAAACACTAG ACAAAGAGGA AAAGTGCGGT 17 99040 
TATACTCTAT AGAATTTTTA TTCACAAAAA TCGATTATTT ATTCAATTCT AATTATTAGT 1799100 
AAGGAAAATA TATGTCAAAT ACTATTCTAC AGAATTTACC TAAAGGACAA AAAGTAGGGA 17 99160 
TCGCTTTCTC TGGTGGTTTA GACACTAGTG CAGCATTACT TTGGATGCGT CAAAAAGGCG 1799220 
CAGTGCCTTA TGCTTACACC GCTAATTTAG GGCAACCCGA TGAAGATGAT TACAACGCAA 17992 80 
TCCCTAAAAA AGCCATGGCG TATGGTGCTG AAAATGCTCG CTTAATTGAT TGTCGTGCTC 17 9934 0 
AGCTTGCTCA CGAGGGAATT GCCGCAATTC AATGTGGTGC ATTCCATATT TCTACAGGCG 1799400 
GAATTCCTTA TTTCAACACG ACTCCACTTG GTCGCGCAGT AACAGGCACA ATGCTCGTTG 17 99460 
CAGCAATGAA AGAAGATGAT GTAAACATTT GGGGCGACGG CTCCACTTTC AAAGGGAATG 1799520 
ATATTGAACG TTTCTATCGT TATGGTTTAT TAACGAACCC GAATTTAAAA ATCTATAAAC 17 99580 
CTTGGTTAGA TGTACAATTT ATTGAAGAAC TTGGCGGTCG TTTAGAAATG TCTCAATTTC 17 99640 
TTATTGAAAA TGGTTTTGAC TATAAAATGT CCGTTGAAAA AGCCTATTCC ACTGATTCCA 17 99700 
ATATGCTCGG CGCAACCCAT GAAGCAAAAG ACTTAGAACA ATTAAGCACA GGAATGAAAA 1799760 
TTGTTAAGCC GATTATGGGT GTCGCATTTT GGGATGAAAA GGTTGAAATT AAAC CTG AAA 17 9982 0 
CAGTCACAGT CACTTTTGAA GATGGCGTAC CTGTGGCATT AAATGGCAAA CATTTTGATA 17 998 80 
ATGCTGTTGA TCTTATTCTA GAAGCCAATC GTATTGGTGG GCGTCATGGT TTAGGAATGT 17 99940 
CAGACCAAAT CGAAAATCGT ATTATTGAAG CCAAATCTCG TGGTATTTAT GAAG CACCAG 1800000 
GAATGGCATT ATTGCATATC GCTTACGAAC GTTTAGTCAC AGGTATTCAC AATGAAGATA 18 0006 0 
CCATCGAACA ATATCGTATT AATGGCATTC GCTTAGGTCG TTTGTTATAT CAAGGTCGTT 18 0012 0 
GGTTTGATCC GCAAGCATTA ATGTTGCGTG AAACAGCACA ACGTTGGGTG GCAAAAGCAA 180018 0 
TTACAGGCAC AGTAACGCTT GAACTTCGTC GTGGTAACGA CTTCACAATT TTAAATACCG 18 0024 0 
AATCGCCAAA CTTAACCTAC GAAGCAGAGC GTTTAAGTAT GGAAAAAGTG GAAGATGCAC 18 003 00 
CATTTGATCC TATTGATCGT ATCGGTCAAT TAACAATGCG TAATTTAGAT GTATCAGACA 1800360 
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CCCGAGGTAA ACTTGGCATC TATGCACAAA CAGGTTTATT AAGCGCAATT AAAGATTCCG 18 004 2 0 
TATTGCCACA ATTAGGCAAA AAATAAATAA TAAAATCTGC ATTTCAATGA CTGATATTTA 1800480 
ACATCATGAA ATGCAGATCC TTTCACAAAA TATTAGTTAG CTAAAAAAAC TAGAGATATA 18 0054 0 
AG AAATAAT C GTTTTTCCAC TTAATATTGC CATAATAATC ACAACAAACC AGCCTGAAAA 18 00600 
AGCTAAAAAA ACAGGGTGTT TATAAGTGCC AACAATATCA CTTCTGTAAG CAGCTAACAA 1800660 
AATTAATGCC AATGCAATTG GCAATATTAA GCCATTTAAT GTTCCCACAA AGACTAATAC 18 00720 
CGCAGCAGGT TTTCCTACAG TGACTAAAAC AACAGTAGAA ATCACAATAA AAGCAATAAT 1800780 
CCAACGATTA CGATTGCGTT CAATGGTTGG ACAAAGGGTC GTTAAGAAAG AAACTGAAGT 1800840 
ATAAGCCGCA CCAATAACAG ATGTGACAGA CGCTGCCCAA ATAACCACTC CAAATAATAC 180090 0 
TTGAC CAAAA TTGCCTGCTA CATATTCAAA AGGCGTTTCA GCTGGATTTT TAGGATTAAG 1800960 
AGACACACCT TTTGACACCA CACCAAGCAC CGCAAGAAAT AATACAACAC GCATTGTTGA 1801020 
AGCAATTAAA ATGG CTGAAA CAGAACTACG GCTCACTTCA GCCATTGCTT TTTCGCCTTG 1801080 
AATGCCCGCA TCTAATAAAC GATGCGCGCC TGCAAAAGTA ATATAACCGC CTACGGTTCC 180114 0 
CCCCACTAAT GTAACAATAG CAATAGGATC AATTTGTTCT GGAATAAAGG AATGATACGC 1801200 
TGCTTCAACC ACAGGTGGTT CAGTTTTAAA CATTACATAA AATGTGAGCA CAACCATAAT 1801260 
AAAGCCCATT AATTGCGCAA AACGATCCAT TAATAAGCCT GCTTCTTTAC GCAAAAAAAT 1801320 
CAAAATAGCA ATAATACCAC TAATCACTGC GCCCATTTCT GGTGCTATAC CAAAAATAGA 180138 0 
ATTTAAACCA AGCCCCGCGC CGCCAACATT GCCAATGTTA AAAGCCAGCC CGCCCATCAC 18 0144 0 
AATCAGCGCA GCAAGAAAAT ACCCTGCTTT CGGAAAAACC GCATTAGAAA TATCTTGCGC 18 01500 
GCGTTTGCCA GACACAATAA CAATTCGCCA AATATTAAGT TGAGCCCCAA TATCTAACAA 1801560 
AATTGATAAT AAAATAACAA AGCCAAAACT TGCTAATAAA GTATTTGTAA AGGTTGCGGT 1801620 
TTGAGTTAAA AATCCAGGGC CTATGGCGGA TGTCGCCATT AAGAAAGCAG CCCCTAAAAC 1801680 
CGCATTTCGT CTGTGAGTAA TTGATGCCAT AAAGCACCTC CATTGTTAAG TTGATGTTAT 1801740 
GTGTTTAtTC GGCTTATGCC GTTATTTTGA TATGATTTTT TTCTAATTCT TCCACAATGC 1801800 
GTTTAGCAAA TTGTAAAGAA TGTTGATTAT CGCCGTGTAA GCAAATACTT TCTGCTTTTA 18018 6 0 
CAGGCACAAG GCTTCCATCA ATGGCATTGA CTTGCCCCTT TGTT AC CATT TGTAACACTT 1801920 
GTTGAATGGC TTCCTTATCA GATTCCACCA TTGCATTTGG TTGAGAACGA GGCACCAAAC 180198 0 
TCCCATCAGG CATATAATGT CGATCGGCAA AAACTTCAGA AATCGTTTGC AATTTTTCTT 1802 04 0 
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CCTCTGCGAT GCGCAACATT AAACTGCCTG CTAACCCCAT TAATTTCAAA TTCGGATCAA 1802100 
ATTGATAAAC GGTTTGTGCA ATTAAACGCG CTATTTTTTC ATCTTTTGCT GCTTGGTTAT 18 02160 
ATAACGCACC GTGAGGTTTA ACATAACTAA TTACCGCCCC CTCGCCATCA CAAATCGCTT 180222 0 
TTAATGCCCC CAATTGATAA CGCAAATGTG CGATTAATTC CTGTGAAGAC AACGCCATTG 1802280 
CCGTACGACC AAAATTTTCG CGATCAGGAA AACTAGGATG CGCACCAATA CGCACCTTAT 180234 0 
TTTCTTTCGC AAATTTGACC GCACTTTGCA TTTCCTTTGC ACCCCCAGCG TGTAAGCCAC 1802400 
AGGCAACATT TGCAGAAGAA AGCAACTGCA ATAAACTTTC ATCAAAAGGA AAACCCTCTG 180246 0 
CAATATCTGC ATTTAAATCA ATTTTTTTCA TCAACAATTC TCCTAATTTG ATCAAGGTAT 1802520 
ATTTCATTTT TACGGCGTAA TTTAGCAGCC TCTTGTAAGC TAACCGCTTC AAATTTAATC 1802580 
GTTGAACCTA AACGTACCTG TGCCAAAGCC CCAAGATCAG CATCAATCAC ATT AG CGATT 180264 0 
TTAGGATAAC CGCCTGTGGT TTGCGCATCA GCCATCAAAA TAATAGGCTG ACCACTTGGT 1802 7 00 
GGAACTTGCA CGCTACCAAA CTGAATGGCG TGAGATAGCA TTTCCAACGG CTGCTTTAAT 1802760 
TCTAATGTCT GACCTTGAAA ACGATAACCC ATACGATCAC TGTTACTTTG CAACGTCCAT 1802820 
TCATTTCGCC ACCAATAATA TTGGGATTTT CGTTTAAACG CCTGATATTC AGAAGATGGC 1802 880 
AAAGCACGAA TAACATCTCG AAGCGGAATC GGCGCAATAC CAATTTCGCT ACGCAAAATA 1802 94 0 
TGATCATTTG CCGTTTGTAG TTGATCGCCC GCCTGCAAAC AACGCCCCTC AATGCCCCCT 1803 000 
ATTTGCGCTC TCAAATCCGT GCTGCAAGAA TTCAATGCTT GAGGCAAAAC AAAACCGCCT 1803060 
TGAACACATA AATAACCATA CATTCCAATT TTTGCACGTG CCATTTTTAA TATTTGACCT 1803120 
GCTCGCACTT GATAACG CCA ATAAGCAAAA ACGGGCTTAT CATCTAACAT CATTTCATAA 18 03180 
AAAGCACCAG TCACACAAAA ATTCATATCT TGCTGAAATT GCAATGTAAT ACCGCCTAAA 18 03240 
GGCACTTCAA TGGCAGGAAC ATTCTCTGCA TTGCCCAATA AAATATTGCC TGCGCGTAAT 1803300 
GCTAATTTAT CCATTGCCCC ACAATGGCTA ATGCCAAATC GGCGTAAACC AAAACGCCCT 1803360 
AAATCTTGAA TGGTCGCACG GGATTTCACA TCAAGAATAT CAATCATAGT TCAATTCCCT 1803420 
C C AC AAT AAA TTTCACAGTA TCGCCAGCTT GTAATAAAGT TGGTTGTGCT TGATTTTTAT 18034 80 
CAAAAAGTGC TTGTTTAGTA TAACCGATCA ACTGCCACCC ACCTGGCGAA GnAAAAGGAT 1803 540 
AAATCCCCGT TTGCGCCCCC CCAATACCAA CAGAACCAGC AGGAACAACC GTTCTTGGCG 18036 00 
TGGCACGACG CGGCGTGTGT AAATTTTCAG GTAAACCACC CAAATAAGGA AAGCCCGCTT 1803660 
GGAAGCCAAT CATATACACA GTATAAATAG GCTCACTGTG CAT CTG AAT A ATCCGCTCTG 1803720 
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GTGTTGTCTG ATGAAATTTC GCTACATCAG ATAAATCCTG ACCTCGCTCT CCCCCATAAA 1803 78 0 
TAACAGGAAT TTCAATATGA CGCCCTTGAA AATCCGATAC TTTCAACTCA GCCCAAAGTT 1803840 
GTTCTAAACG TTGCACAAGC GGCTTAAAAT CCACGAAAAA ATCGGTAAAA AC CGTAAG AT 1803 900 
TATTCATTCC CAAGACAACT TCTACAATAT CTTGTTCTGA TTGCAATTGA CGAGCAAACG 18 03960 
CCCATAATTG GCGTTGTTGT TGAATGGAAG CTGGGGGTGG CAAAGAGCAA ACCACCGCCG 1804020 
ATTCACTGAT CGGAACGATA TTCATAAGAT ACCCTTTATA TGATGTTATG TGATTTGTTA 1804080 
TTTTTTTGTT ACAGCTCTCT TTTAAAGGAT ATTTATAGAT TTTGTCAAGT CTTTATTTTC 18 04140 
AT C TTTTTAA TTCAATTTAA AAACATTACG CTTTAACCAT CAAAAGGAAA TTTAACACAA 18042 00 
ATTCATTTGG TTGAAACAAT AATACCACCC ATAAAAAAAG CGGCAAATGC CGCTTTTTAA 1804260 
AAGAGATAAT CCAAACTTTA CCACTGGTAA CCAACACCAG CTGCAACGCC TGTTTTACCT 18 04320 
TGACTATTGG TTGTGCCTGA CAAGCGAATA ATCACTTTGC CATTATCGGA AATTCTTGAT 18043 8 0 
ACCCCGATAG CTAAACCACT TTGACCTTGA TAACTACTTC CCGCAATAGA AACCATTGAT 1804440 
TTACCTGGCA TAGAGGCTTG TGGTAACTGT GAAGCCGCTA ATGCACTTGC TGTACCTGCA 18 04500 
TCTGCACGTT TGCCCACTTT ATTCACTTGT CCAGCAAGGT TTGTTACCCC TTTTGCCACG 1804560 
GCATACAACT GGCTGCCGTT AATCGCATCT GTGGAAGTAG CGGAAATTTC GCCTGCCGCG 1804 62 0 
ACGTTTTTAA CTGCTTTATT ACCCGCCCTA ATGCCGTCTG AAGCCACTTT AATCTTGTCG 1804680 
GCATCAGTCG CCGCCGCACC ATTCGCACCG TTTGCCGGCG TAAAGGTCAA GCCGTCTTTG 1804 740 
GTAATCTTCG TGCTTGCACC GTTTGCACCA TTCTCCGTGT CTTTAAACTC CACGCTCTTT 1804800 
ACGCCCGTCA ATTCATCTCT GAGCACGTAA GTGAAGTTTG TACCCTCTTG TTTGACCTTC 1804860 
AGATTATCGC CGGCTTTCAA AGTTACTTTA TCGCCCGACT TCACTAAAGT GTCGGTATGC 1804920 
GTGCCATCGG TCGCTCCTGT GCCGTCTTTA CCAACGCCCA CTTTCCAGCC CAATTTGTTC 1804980 
AGGCTGTCAA CCAATTCAGA AGCCTCAACC AAACCGGTAG TTGTTTTCGC GCCGTCTTGA 1805040 
ATCGTAGCCT TACCATCATC GCCAACCTGC ACCGAACCTT TTTTCGGCGT AAAGGTAACC 1805100 
GTGTCATTTT CTGCTTTGAT ATTCAACAAC TCGCCGTCTG TGGATTTAAA TTTAAAATTC 1805160 
AAACCATTGC TTAAAGTTTG AGTTCCCTTG CCGCCGTCGG CATCGCTACC GCCATTGGCA 1805220 
TAAGCATTGC TCGCACTTAA CGTAACCTGT TTGTCTTGCA AGGCTTTCAA CTGCTTAAAG 1805280 
CTGACCGCAT CGGTATCTTC CGTGCCGTCC GCAACATTGC TGATTTTCAC CGGATTTGTA 180534 0 
CCGTTTGCCG ATACCAATTT CACTTTAGTT TTCGCCAGCT TGCCATTTTC GACTTTTTTA 1805400 
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TCCATATCCG CCGAACCGTC TTGCTTGGCT TCGTAATACT CATTGCCCAC TTTCACAACG 180 5460 
GTTTTGCTGT CTTCCGTAAC ATATTGGACC GGCAAGCCTG TTACATCCAC ACGGACGGTT 1805520 
GTTTTTTTGT TATCATCAGT CGTAACGCTC ACATTTGCGT TTGCGCCGCT GGCAAATTCA 18 05 580 
ACAGTGTCAT AAGTTGAAAC AAAATCAACA TTATCGACTG TACCGCCAAT CGTTTTTGCG 18 0 5640 
CCACGAATAT TCCAACCCGC ATTCAATACA TCGCCCACGC TCGCAGCACG GTTACGTTCT 18 05700 
GTATCGCTGA TTTCTTTTGT AAGGTGTGCT GTTTTTCCAC CCACACGAGG ATCATCTAAA 180 5 760 
GTCGAAGCAA TACCGTTTAA GTGAACATTA CCGTTTTGAC CATTCGTACC CGGTTTCGCA 1805 820 
AATTTCAAGC CGTTTGTATC ACTGGTAATA TCGACTTTAT TGCCGTTTGC ACCAATCGTT 180588 0 
AAACGATCAC TAAAGGTCGC AGTTTTCGCT TCAAGGTTTT TCGCCAAGTC AAAAGTAATA 180 5940 
TTTTTTCCAT CA cGTTTAAC TTTCAGGTTT TTACCTGCTT TAAAGGTTAA GGTATCGCCT 1806 000 
GCTTTAAGTG CGTCATCTCC CTGATCTTTC GCATCAGCTT CATCAAGTGC GGTAGTTAAA 1806060 
TTCTCTGTTT TCACAAAAGT CGCCGCACTA TTAATTGCGG TTGCAACATC TTTTACAGTT 1806120 
GCGACTTTCT TATCAGCGTC ATTAGCAGTA GCATCTTTTA CAGTTACTTT ACCGCGATCT 1806180 
GCATCAGTCG CTCCAGTTTT AACAGTTTCA AAGCCACCTT TAGTGACAGC AGTACCATTA 180S240 
TTACCAACAG TTAAAACATT ATCAGTGTTT TGATTATCCA CTTTGAGCTT AATAGTATCG 18 06300 
CCATCTTTTT CAAGACCGCT ATCCGCTTTA GTTTCAACCA CACTAACGGT AATCGTATGT 1806360 
TTACCGTTTT CAGATTTGGA AGTAACCGTA GCAGCACCGG CTCCGGTAAA GAGGACTTCA 18 06420 
TCAGCTTGTT TAACTTGATT GCTTTCTTCT TTCGTACCGT TTTTGGTTGA TACTACCCAA 1806480 
CCCAATTTAC GTAAATCGCC TACAGTCGCC GCCGTGCTGT CAGCCACCAA CGGTTGTTTA 1806540 
TTTGCATTTT TTTCATTTAG ATTTAATAAA CCTTTATAAG CATCTTCAAC GTGTCTATTT 1806600 
AAATCAGTTG CAGAGTTATT TAAAACATCA AAATTCGCAT CGTCATAAGC TCTTAAACCA 180666 0 
CTCGCAACAT TAGTAATAGC TTTATTACCT GCTTTAATGC CATCTTTGGT TACGCTGATG 18 06720 
GTGTTTGTAC CTGTCGTACC GCCATTACCT GCTGGCGTGA TGGTTAAACC GTCTTTGTTG 18 0678 0 
ATGACGGTTT TCGCATCATT TCCGCCATTA GTTGTACCAC CTAAAGTAAT GCTCGTTAAA 18 06840 
CCCGTTAAAG CATCTTGCAG TGAATAAGTA AAGTTCGCAC CATCCTGTTT CACTTTTAAG 1806 900 
TTCTTGCCCG CTTTAAAGGT TACCGTTTCG CCTGCTTTGA CTTCTTGGTC TTTTGAAGTA 180696 0 
CCCTCAAGCG CACCATCAGT ATCAGCCTCA GCTTTTGCTT TCCAACTTAG ATT AC CTAAA 1807 02 0 
G CTGTTAC CA AATCGCCTGC ATTAACAAGT TTTTTCTTGT CATCTTCTTT AGCAATTTCA 180 7 08 0 
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AGTAAGTGCG GTCGTATCTG CAACGATTTT TTGGTCGCCG 180714 0 
AACTTTTGCT TCGTATTTAA CAGTAATGCC ATCAGTACTA 1807200 
ACCATTACCA TTAGCAAAGG TTACATTTGT ACCTGACGCA 18 0726 0 
TTGACCATTA GCAGTGGTTG TTTTAACTCT CCAACCGCTC 18 073 2 0 
AGTTTTTGCA GTGACTAAGC CATTGCCTCG TCTGTATCTT 18073 8 0 
CCAGTATTCG CATCCTTCAA CTGCTTACCT GTAAGCAACT 1807440 
ACAGAAGTTT TCGGTGTGAA CTTCACTTCG GTTGTTTTAC 18 07500 
ACAACATCAA GTGTGTTTTT ATCTCCTGTA ATAAACTCAA 18 07560 
AAATCAACAT TCT CGGTATT ACCCCCCGCA ACTTTAGCTC 1807620 
TTTAAAACAT CTTTAATAGT TGCAGCTCTT GTTTTTTCAA 1807680 
ACTGAAGTTG AGGCACCTGT ATTTGTAGTC ACATCAGGCA 18 0774 0 
AAATGAACTG CAGTATCTCC ATTAGTGCCT TTTGCTAACT 18 07800 
GTAATACTTA CTTTTGGCGT AGCACCACCC GCAGCAGGCG 1807860 
GTATCACTCA CTTTCGCGGT TTTCACATCA AGGTCTTTCG 1807920 
TTACCACCTT GGTCTAACTT AGCTTTTAAG TTTTTACCCG 1807980 
CCTGCTTTGA GAGCTTGGTT TTTATTGTCA TCTTTGGTTG 180804 0 
TCTTCCGTAC TTTGCACTTT CACGAAAGTT CCTGCGTCGT 18 08100 
GACAATACGG TCGCCAATAC GGCGGTTGCC ACGGTTGCGG 1808160 
CGAGTGAGTT CAGACACCAC AACCCAAGTT TGAGTCACAA 1808220 
ATTTTATTCA TTTTTATTTA CCCTATATTT AATAACATTA 1808280 
AGTGAAAGTG TGCGAATTTT ATTTTATATT TGGAGAATAA 180834 0 
AGTTTAGCCT CAAAAAAAAT AGAAAAAACA AACAGTTACA 1808400 
ATAAGTTAAT TTATTTTTTA TTTAAAATAA GGTTTAGGTT 1808460 
TTAGCAAGAA AAAAGATTAA TCTTGACCCA TTTTAGGTGT 18 08520 
AAAAATTAAA AGAAAAACCT GCTTTCTGGC ATTGAAAGCA 1808580 
GGCAATTTAT TGAAGTATTT CGCCCACAAT ACTGCGTGTG 18 08640 
TTTCACTTTT ACCATGTCGC CTATTTTGTA AGTGCGTTCG 18 08700 
TTCGTCAGGG TTTAGTTGTA TTTCTTCTTT GTTGTTGTGC 18 03760 
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AGCGTGGCGG CAGGAATAAA TAGCGATGCA CCATTTTCGA GCAGTTGTAC GCGTAAGCCT 1808 82 0 
GCACGCATTA CATCTTGCAC TTCCGCCTCA AATTCAGCAT TTGATGCCAC TTTGTCAGCA 18088 8 0 
AGATAACGGC AATATAGCCA ATCGGCAATA TCACGTTCTA CGAGGCGATT TTGGCGGCGA 1808 94 0 
GCCTCTTGCA AACGTGCCAA CACGTCATTT TGTGGTTTTT CATAAGGCTG TTTTGCCAGC 180 9000 
ACGGCTTTGA TTAAGCGATG ATTAACCATA TCTGAATATT TGCGGATGGG CGATGTCCAA 180906 0 
GTGGCGTAAC CCTCTAGCCC CAGCCCAAAG TGCGGTGCTA ATTCTGATTT AAATTCGGCG 180912 0 
AAAGTTAAAT AACGGCGTAA ACGCAGTTCT AAATAATCGC TTTCGATGGG TTCAATATCG 18 0918 0 
TGGCGCATTT GGCAATAGCC GTTTAAGGTT GCTAAGTTTT CTACTGAATA ACGTTCTGCC 18 03240 
AGTTCAGTTT GATTTTGTTC ATTGGCTAAA TTTGCCATTA AGAAATTGTG TGCGTTCTCT 18 09300 
AAGAATTTTT TATCAAAACC GCTATGGGTG TTGAAAATGC CTGTTTTTGC CTGTyCGTGT 1809360 
AAAAATTGGG CGGCGCAGAT GTTGG C AAT A ATCATTGCTT CTTCCACAAT TTGATTGGCA 18094 20 
ATACGGCGAT ATTCTGCTTT GATTTCTTGT ACTTTGCCGT TTTCTGCCAG CACAAAGGCA 18094 8 0 
TAATCGGGTT TTTCTTTAAA GAATAAGGAA TGGGTTTTGC GCCATTGAAT GCGAGCTTTG 180954 0 
GTAAATTGAT GTAGCCAGTG AATTTGTTGT GCTGTTTCTG GCATTTCTGG CTGCCATGCA 1809600 
TTGTCTGCCT GTTCTAAATA ATCCGACACT TTGTTGTAAG CCAGTTTGGC TTTAGATTGA 180966 0 
ACATAAGCGG AAACAAAATG CGGTTTGGCT GTGATGTTGC CTGTAAGATC GGTTTCGATA 1809720 
TAACAGACAA GCGCGGGGCG GGTTTCATTG GCGATTAAGG AACATAATTC ATCAGATAAT 180 9780 
TCACGGGGTA ACATTGGAAT GTTAAAGCCC GGTAAATAAT TTGTGAAGCA ACGCTGTTTG 180984 0 
GCTTCTTGTT CTATTTGAGA ATCTAAGGCG ATGTAAGCGG TTGGGTCAGC AATGGCGACC 1809900 
ACTAATTTCC AGCCTGTTTG TGTGCTGTTT TGTGCTATGG GTTCGATATA TAAGGCGTCG 180 996 0 
TCCATATCCA TTGTGCTTTC GGAATCAATG GTTACAAAAT GAAGTGCGGT CAGATTTTCG 181002 0 
CGTGTTTTTT GATCTAACAT TTCATAAGGT TCTGCGCCTC GCACGGGATA GCGCGATTGT 181008 0 
TCGTGGCGTG CCAATGTGAC CCACCAAGGG GCTAATTCAT CGTCAGCTCG GCAAATAAGT 181014 0 
TGATTAATTG TGGCGTAGAA AAAGCGATCG TCACGTAATG GATGGGTTTT TAAATTTGCG 1810200 
ACGACCCAGT CGCCCTCTTG CAATTCTTCT TTTACCGATT TCGCCTGTTG TGCGCCAATG 1810260 
GGTTGATTAA TACTTGGGTG ATCCACCAGC ACTTGTAATT TCTTGTCTTT ATTGAACCGC 18103 2 0 
ACTTTTGCGA TAAAACGTGT GAGCATTGGC TCAATTAAGG CTTCTGGCTC GGCTTGTTCT 18103 80 
TTGTCGCCTT GTTTTTCAAT AGTGGCTTTG ATTTTGTCGC CATGCATCAC TTTTTTCATT 181044 0 



-77.1079- 



SUBSTITUTE SHEET (RULE 



26) 



WO 96/33276 PCT/US96/05320 

GATGGCGGTG CGATGAAATA GGTTTTTTTA TCGCACTCTA AAAAACCGTA GGCTTTATCT 1810500 
GTGCTTTTTA CCACGCCCTC AACCTGTTCT TTGCTGTCGT GGATTTGTTG TTTAAGTTGT 1810560 
GCGAGTAGAG GATTATCTTG AAACATAGTT ATTTTGAAAC ATCGTTATTA TTTTAAAAAA 181062 0 
G AG AAAAGG C AGACTGAAAA GCCTGCCTAA AAAAGAATGT AAGAAAAATT ATTCTTCGCC 1810680 
TAATTCGCCC ATTGCAGTAA TGCTGAAACC TGCATCAACG TGAACGATTT CGCCAGTAAT 181074 0 
GCCAGAGGCT AAGTCAGAGC ATAAAAATGC CGCTGAGTTA CCCACATCTT CGATAGTGAC IB 10800 
AGTGCGACGT AATGCGGCGG TTTTTTCAAA GGTGGAAAGC ATTTTCTTGA AGTTTTTAAT 1810860 
GCCTGATGCG GCTAGGGTGC GGATTGGGCC TGCAGAGATT GCATTCACAC GAATACCTTC 181092 0 
TTTGCCTAAA TCTGCTGCCA TTACGCGTGT TGCGGCTTCA AGAGAGGCTT TTGCTAGGCA 1810980 
CATTACGTTG TAGTTAGGAA TTGCGCGCTC AGCACCTAAG TAAGACAACG TTAATAATGC 181104 0 
AG C ATTTGG A TTTAAGTAAG GACGTGCCGC TTGTGCCATT GCCACGAAGC TGTATGCACT 1811100 
AATATCGTGA GCAATACGGT AGCCTTCACG AGTTGCCGCA TTTACGTAAT CGCCGTCTAA 181116 0 
TTGATCACCT GGTGCAAATG CGATTGCGTG AATAAAACCA TCAAATTTAT CCCAACGCTT 181122 0 
ACTTAATTCT GCAAAGCAGT TTTGGATGCT TTCATCGGTT GCCACATCTA AAGGAAGCAC 1811280 
GATATCAGAA CCAAATTCTT TGGCAAATTC TTCTACGCGC GGTTGTAATT TATCGTTTAA 1811340 
AT AAG TGAAA GCAAGTTCTG CGCCTTGTTC TTTCATTGAT TTTGCGATCC CGTAAGCAAT 1811400 
GGAACGATTG CTTGCAAGAC CTGTGACTAA AATGCGTTTA CCTGTTAAGA AACCCATAAT 1811460 
TTTTCCTATG TTGTTAGCGT AAAAAACTTG CGTAGTATAA GCGAAAATTT GTCTTTGTAC 1811520 
AAAGCCGACC AATATTTCTA AGAAAACCAA CCGCACTTTA TTTGCAAATT CGTTTGAGCA 1811580 
AAAACCTAAA ATCAGGGAAA ATAGTCCACA TTTTTAATTG AACAAAGAAG AAACAATGAG 181164 0 
TTATCCATTA GAAGAAGTTA ATAAACGTCG CACTTTTGCG ATTATTTCCC ACCCTGATGC 18117 00 
GGGTAAAACA ACGATTACTG AAAAAGTACT TTTATACGGC AATGCAATTC AAACTGCAGG 1811760 
TTCTGTAAAA GGCAAAGGTT CGGCGGCTCA CGCGAAATCT GACTGGATGG AAATGGAAAA 181182 0 
ACAACGTGGG ATTTCGATTA CCACTTCTGT GATGCAATTT CCTTATAATG ATTGTTTAGT 181188 0 
GAATTTGCTC GATACCCCTG GACACGAAGA TTTCTCTGAA GATACTTACC GCACTTTAAC 181194 0 
CGCTGTGGAT AGCTGTTTGA TGGTTATTGA CTCTGCCAAA GGGGTGGAGG AACGTACGAT 1812 000 
TAAGTTGATG GAAGTCACAC GTTTACGTGA TACGCCCATT ATTACGTTTA TGAATAAACT 1812060 
CGACCGTGAT ATTCGTGATC CGATAGAATT GTTGGACGAG GTGGAAAATG TGTTGAAAAT 1812120 
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TCGTTGTGCG CCAATTACTT GGCCAATTGG CTGTGGGAAG TTGTTTAAGG GCGTTTATCA 181218 0 
TCTTGCAAAA GATGAAACCT ATTTATATCA ATCAGGGCAG GGTTCAACCA TTCAGGCAGT 1812240 
GCGTGTTGTT AAAGGCTTGA ATAATCCTGA ATTAGATGTT GCTGTTGGCG ATGATTTAGC 1812 3 00 
ACAACAGCTT CGTGAGGAAT TGGAATTGGT GCAAGGCGCA AGTAATGAAT TTGAGCAAGA 1812 360 
TGC CTTTATT AAGGGCGAGC TTACCCCTGT ATTTTTCGGG ACAGCATTAG GCAATTTTGG 1812420 
GGTGGATCAT TTT CTTGATG GCTTAACACA ATGGGCTCCG AAACCGCAAT CTCGTCAAGC 1812480 
GGATACAAGA ACGGTGGAAA GTGCGGAAGA AAAATTCAGT GGTTTTGTGT TTAAAATTCA 1812 540 
AG CTAATATG GATCCCAAAC ACCGCGACCG TGTTGCCTTT ATGCGTGTGG TTTCGGGCAA 1812600 
ATATGAAAAA GGCATGAAAC TAAAACATGT TCGAATTGGT AAAGATGTGG TGATTTCTGA 181266 0 
CGCACTCACC TTTATGGCTG GCGACCGTGC TCACGCCGAA GAAGCTTACG CTGGTGATAT 1812 72 0 
TATTGGTTTA CATAATCACG GTACGATTCA AATTGGCGAT ACGTTCACGC AAGGCGAAAC 181278 0 
GCTGAAATTT ACAGGCATTC CAAATTTTGC ACCAGAGTTG TTCCGTCGTA TTCGTTTGAA 181284 0 
AGATCCGCTT AAACAAAAAC AACTGTTAAA AGGCTTGGTG CAACTTTCTG AAGAGGGTGC 1812 900 
AGTGCAAGTG TTTCGTCCAT TATTAAACAA CGATTTAATT GTGGGGGCTG TGGGTGTGTT 1812960 
GCAGTTTGAT GTGGTGGTTT CGCGTTTAAA AACTGAATAT AACGTGGAAG CGATTTATGA 1813020 
AAATGTGAAC GTTGCCACGG CTCGTTGGGT GGAATGTGCC GATGAGAAAA AATTTGAAGA 1813080 
ATTTAAACGC AAAAATG AG C AAAATTTAGC CTTAGATGGC GGCGATAATT TAAC CTATAT 181314 0 
CGCGCCAACA ATGGTAAATC TAAATTTAGC TCAAGAACGT TATCCTGATG TCGTTTTTTA 1813200 
CAAAACTCGC GAACATTAAA ATGACAAAGT GCAGTAAAAT TCTACCGCAC TTTTCCAGAA 1813260 
AAAAAGCGTT GAAATTTAAT TCAACGCTTT TCTTTTATTT AGAGAGATTT TCTTGTTTTA 1813 32 0 
ATCGCCAAAG TTGATAAATA TTTACCACAA CTAAAAAGGC ATTTAATAAT GCAACAGGGT 1813380 
ATGCTGTGAT AATTAGGCTG TAAATAACAA ATAAAATCGC GCCGATACTA TTTACAATGC 181344 0 
GTAAATGCAC AATAGATTTA AATAAAAAAG ATGCAGCAAC AAAAAAAGTC GCCATATAAC 1813 5 00 
CTAAAAACTC AATAAAATTA AAGTCCATTA TTTTGTTCTC TTTGATTAAA AATAAAAACG 1813 560 
GTGGGTATGA TAAAAGATTT TTAACGCAAG GmAAAGATAA GAAAAAGAAG CAACCGTTTG 181362 0 
CAAGGGAAAA TTATATAAAA ATAAGTTGAA CAAGAGCCAT ATAGAAAAGT GTGCCTACGG 18136 8 0 
CAATAGATAG AAACATATTT TTCTTCCAGA AATGTAAGCC AAGCACGACT ATCCCTGCAA 181374 0 
GCAAATCAGG AATGCCGTGA TAGCCAGTTA AAATCTCAAT ATTTTTATAG CAATAAACGA 1813 800 
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CAAGCATACC AAACATTGCA GGGGGTAAAA CTTTTCCAAG ATAACGGATA TATTGTGGAA 181386 0 
TGGGGCGATT AACAGGAAAT ACAAAAAATG GTAATAAACG TGTAAATTGT ACCGCCACTA 1813 92 0 
TACAAATTCC GATGGTAATG ATTTGTTCTA TTAATGTCAT TTTAAAGATT CCAATTTTGT 1813 980 
TTCTAATTTA GTTATGCGCA TAGTTAGAAT TAACCAAATG CCAATTAATG TTGGAATTAA 1814 04 0 
AAAATATTCT TTTCCTATAA TAAGTAAAAA AACTAATGCG ATGCCTAAAC CTAATAGAGA 1814100 
GCTTTCGTGG GATTTTCCTT TTAACCAATT TTCTGCAAAA ATAACTAAGA ATAGTGCTGT 1814160 
CATTGAAAAT TCCACACCTT TTAAATTAAA AGGTAAAACA GTACCAAATA AATTCCCCAT 181422 0 
TGCTGCGCCA AGTACCCAAT AAATATGCAA ATATAAGCTC ACAAAAAACA TATACCAGCC 1814280 
TTTATCTAAG TGCGGTGGGA TTTTTGCCAT ATAATTTAGG GAAAAAGATT CATCTACAAG 1814340 
TGTTGTGATT AAATACCAGC GTTTTTTTCC TATATGTATG CCATATTTTT CTAG CATTGA 18144 00 
TATACCATAA AAAATTTGGC GGGCACTAAT CATTAAGGTA ATTAATAATA CGCTGATTGG 1814460 
AGAGAAAGGT GCAATAAGTG CGCCTGCTGC AATAAATTCA ACAGAACCCG CATAAATAAG 1814520 
TAAAGCCATC AAAGTAGGAT ATAAAAATCC GAAACCAAGT GCTTTCATAT AAATACCGTA 1814580 
TGCTATGCCA AGAAATAAAA ATCCTGCAAT CATTGGTACG CTGTAGGGAA AAGTAGCCTT 1814640 
AGCCGCTTCA GTAATTGGGT TAGAGTGTTG ATTTTGTTGA GATAAATTCA TTAATTATGT 1814700 
CTATAAATTT AAAACAGAAA GTCCGGGTAA AGTTGAGAAA C TTTGAGATT TGACTGTTTG 1814760 
ATAAAAATCT TCTAAATAAG AAAGGGATTC ATCTTCTTTG CGAATCGCCG CATATAGATT 1814820 
GCTATATAAA CCTTCTTTTG TGACTTTTCT TGCCACGACA TAACCCTTTT CCAAATAAGG 1814880 
CAGCGCAGCC CAATAAGGGA TAGTCGCAAT ACCACGACGA CTCGCAACAA GTTGAATCAT 1814940 
TGCAATAGTA AGTTCTGTTG TACGGCGAGT AGGATTAATG CCTTTTGATT TAAGCACTTT 1815000 
ACGCCATAGA TCTAACATAT CGTCAGGTAC GGGGTAAGTT ACCCAAGTTT CATCAATAAA 1815060 
ATCTTCCGCT TCCCAAATAT CTTTTTCTGC TAAAGAATGA TTTTTTGAGC AAATCCCAAC 1815120 
CATTTCATAA GAAAAGAGCG GTTTAAAAAT GACATCATCA TTATGCTCTA TTTCTGATAC 1815180 
TATCGCCCAA TCTGCTCGAT GGGAAAGTAA TAAACCAACG GGATCAGTAT GAAAGCCAGA 1815240 
TACAATATCC AGTTCTACTA GCCCCCAATG CTGACGGAAT TCATCCATCG CTGGCATTAA 1815300 
CCAATCAAAA CAAGTATGGC ATTCCACCGC TATACGTAAC TGTCCTGCAT CGCCGTGTTT 1815360 
TACCCGTGCA AGATCACGTT CAGCATCAAT CACTTTCGGC ATTACTTCAT TCGCAAGACG 1815420 
AATTAAACGC TCTCCCGCTG AAGTAAAACG AAGTGGATTA CTTTTACGCT CAAATAAAGG 1815480 
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CAAGCCAAAT TGTTCTTCTA TTAATTTAAT TTGGTGAGAA AGTGCTGATT GGGTTAGATA 181554 0 
TACGCGCTTT GCAGCTAGAG AAACGCTGCC TGTCTCTTTT AAAGCCAATA AAGTTTTAAG 1815600 
ATGTCTAAAT TCTAGAAAGG TTGGTTTCAT TAATAATATT CATATAAAAT TAAGAATTAG 1815660 
GGAACCAGTA TAATACATTA AAATTAGAAA TATGCTAATT AATAAAATTA ATTATTTAGA 1815720 
TAATTATTTT AGTTAAAATA CAAAACCCCA GTCCTTAAAC TGGGGTTCTA TATTTATTCT 1815780 
TTATCTAATT TGTTTAATTC TGTTTTTACT TAACTTAATT TAATTTTATC TATCTTAGAT 181584 0 
AGATTTATAT TTAGATTTTT TATTTGATAA CCTGGCGGTG CCCTACTCTC ACATGGGGAA 1815900 
ACCCCACACT ACCATCGGCA TTACAGCGTT TCACTTCTGA GTTCGGTATG GTCTCAGGTG 1815960 
GGTCCACCGC ACTATCGCCG CCAGGATAAT TCTTTGATAA CTCGTCTTTT CTCTTTTATC 1816020 
TCTCGTCTCT TTTATCTCTC GTTACTCAGT CTTTCCTCTA CCTTTCACTC GTTCTTATTG 1816080 
GTCACAAGCT GAATCCGATT TTCTTTCTAT TAAGTCTTCT ATATTTACTT TTCTTTGTTT 1816140 
AGTCTTTTAC TTCTCTTTCG CTCTGCTTTT ATTTGCTTCG CTTTTCATCT CTTACTTCAC 1816200 
TTAGCTCCCA AAAACACTTG AGCGTTGTAT AGTTAAGCCT CTCGGGCAAT TAGTATTGGT 1816260 
TAGCTCAATG ACTCACATCA CTTACACACC CAACCTATCT ACGTCGTAGT CTACAACAAC 1816320 
CCTTACTGAC TTAAAGTCAG GGATGACTCA TCTCTTGGCA AGTTTCGTGC TTAGATGCTT 1816380 
TCAGCACTTT ATCTCTTCCG CATTTAGCTA CCCGGCAATG CGTCTGGCGA CACAACCGGA 1816440 
ACACCAGTGA TGCGTCCACT CCGGTCCTCT CGTACTAGGA GCAGCCCCAA TCAATCATCC 1816500 
TACGCCCACG GCAGATAGGG ACCGAACTGT CTCACGACGT TCTAAACC CA GCTCGCGTAC 1816560 
CACTTTAAAT GGCGAACAGC CATACCCTTG GGACCTACTT CAGCCCCAGG ATGTGATGAG 1816620 
CCGACATCGA GGTGC CAAAC ACCGCCGTCG ATATGAACTC TTGGGCGGTA TCAGCCTGTT 1816680 
ATCCCCGGAG TACCTTTTAT CCGTTGAGCG ATGGCCCTTC CATTCAGAAC CACCGGATCA 1816740 
CTATGACCTA CTTTCGTACC TGCTCGACTT GTCTGTCTCG CAGTTAAGCT TGCTTATACC 18166 00 
ATTGCACTAA CCTCACGATG TCCGACCGTG ATTAGCAAAC CTTCGTGCTC CTCCGTTACG 181666 0 
CTTTGGGAGG AGACCGCCCC AGTCAAACTA CCCACCAGAC ACTGTCCGAG ACCACGTTTC 1816920 
GTCATCTTCG TTAGAACATC AAACGTTAAA GGGTGGTATT TCAAGGTCGC CTCCACAATG 1816980 
ACTGGCGTCA CTGCTTCAAA GGCTCCCACC TATCCTACAC ATCAAAATTC AATGTTCAGT 1817040 
GTCAAGCTAT AGTAAAGGTT CACGGGGTCT TTCCGTCTAG CCGCGGGTAC ACCGCATCTT 1817100 
CACGGCGATT TCAATTTCAC TGAGTCTCGG GTGGAGACAG CCTGGCCATC ATTATGCCAT 181716 0 
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TCGTGCAGGT CGGAACTTAC CCGACAAGGA ATTTCGCTAC CTTAGGACCG TTATAGTTAC 1817220 
GGCCGCCGTT TACTGGGGCT TCGATCAGGT GCTTCTCTTT CGATGACACC ATCAATTAAC 18172 80 
CTTCCAGCAC CGGGCAGGCA TCACACCCTA TACGTCCACT TTCGTGTTTG CAGAGTGCTG 181734 0 
TGTTTTTAAT AAACAGTTGC AGCCAGCTGG TATCTTCGAC CGGTTCAACC TTCAGGGGCT 18174 00 
AGCCCTTACA ATCTACGCCG GCGCACCTTC TCCCGAAGTT ACGGTGCTAT TTTGCCTAGT 181746 0 
TCCTTCACCC GAGTTCTCTC AAGCGCCTGA GTATTCTCTA CCTGACCACC TGTGTCGGTT 1817520 
TTCAGTACGG TTTAGTAAAG CCTTTCGCTT AGTGGCTTTT CCTGGAAGTG TGGTATCAGT 1817580 
TACTTCAGCT CCGTAGAGCC TCGTCATCAT CTCTCTGTGT TAAGGAAGTC CGGATTTGCC 181764 0 
TAAACTTCCC ACCTACCAAC TTAAACGCAC ATATCCAACA GTGCGATAAC CTAACCTACT 18177 00 
CCGTCCCCAC ATCGCAGCTT TACCAAGTAC AGGAATATTA ACCTGTTTCC CATCGACTAC 1817760 
GCTTTTCAGC CTCGCCTTAG GAGCCGACTC ACCCTGCCCC GATTAACGTT GGACAGGAAC 1817820 
CCTTGGTCTT CCGGCGAACG GGTTTTTCAC CCGTTTTATC GTTACTTATG TCAGCATTCG 181788 0 
CACTTGTGAT ACGTCCAGCC CACCTCTCGA TGAACCTTCT TCCGCTTACA CAACGCTCCC 1817940 
CTACCCAACA GAATAAATTC TGATGCCGCA GCTTCGGTGC TATATTTCAG CCCCGTTACA 1818000 
TCTTCCGCGC AGGCCGACTC GACTAGTGAG CTATTACGCT TTCTTTAAAT GATGGCTGCT 1818060 
TCTAAGCCAA CATCCTAGCT GTCTAAGCCT TCCCACTTCG TTTCCCACTT AATATAGACT 181812 0 
TGGGGACCTT AGCTGGCGGT CTGGGTTGTT TCCCTCTCCA CGACGGACGT TAGCACCCGC 181818 0 
CGTGTGTCTC CTGAGTATCA CTCTTTGGTA TTCGTAGTTT GCATCGGGTT GGTAAGCCGG 181824 0 
GATGGCCCCC TAGCCGAAAC AGTGCTCTAC CCCCAAAGGT GTCACCTCAA GGCTCTACCT 18183 00 
AAATAGATTT CGGGGAGAAC CAGCTATCTC CCGGTTTGAT TGGCCTTTCA CCCCCAGCCA 1818360 
CAAGTCATCC GCTAATTTTT CAACATTAGT CGGTTCGGTC CTCCAGTTAG TGTTACCCAA 1813420 
CCTTCAACCT GCCCATGGCT AGATCACCGG GTTTCGGGTC TATACCTTGC AACTATTCGC 18184 80 
CCAGTTAAGA CTCGGTTTCC CTTCGGCTCC CCTATTCGGT TAACCTCGCT ACAAAATATA 181854 0 
AGTCGCTGAC CCATTATACA AAAGGTACGC AGTCACAAGG TTGCCCTCGC TCCCACTGCT 1818600 
TGTACGTACA AGGTTTCAGG TTCTATTTCA CTCCCCTCAC CGGGGTTCTT TTCGCCTTTC 181866 0 
CTTCACAGTA CTGGTTCACT ATCGGTCAAT CAGGAGTATT TAGCCTTGGA GGATGGGCCC 181872 0 
CCCTTCTTCA AACAGGATAT CACGTGTCCC GCCCTACTTC TCGTTAGCTT AGTACCACAA 1818780 
TATGGTTTTT AGATACGGGA TTATCACCCT CTTTGATTGT GCTTCCCAAC ACATTCTCCT 181884 0 
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CACTATATTG CTATCACTTA CTGGCTCTTT CGCTTTCGCT CGCCGCTACT GACGAAATCT 1818900 
CGGTTGATTT CTTTTCCTCG GGGTACTTAG ATGTTTCAGT TCTCCCGGTT TGCCTCAACA 1818 960 
AGCTATGAAT TCACTTGTTG ATAGTAGATT CTTCATCTAC TGGGTTTCCC CATTCGGATA 181902 0 
TCTTGGATTA AACGCCTCTT ATCGACTCAT CCAAGCTTTT CGCAGATTAG CACGTCCTTC 181908 0 
TTCGCCTCTG ATTGCCAAGG CATCCACCTT GTACGCTTAG TCACTTAACT ATACAACCTC 181914 0 
AAATGTTTTC AATCACTTTA CGTTTTCACT TCAAAGTGCG GTCAATTTGA TGCGTATTTT 181920 0 
CATTCAACTA AACACTTGAT TGCTTTTGTT CAATCAAGAT TTTTTTACAA AACAGGTTTT 1819260 
GTTTTTAGAG TTTCCTTTTC AGTTCTCTCT TTCACTTTAC TGTTTTGCCT ACTCAGACTT 181932 0 
TCTCTCGAAA ATCTCTTGTT TTCAGCTTGT TTCCAATTTT TTAAAGAACA GTTGATAAAA 1819380 
CTTTTCAGTT ATCATCGTTA AATAAACTAA AACAAAATTA AATTTAAAAT TAAACTTAAA 181944 0 
ACTAAGAATA AAATAACCTA ATATTTAAAA TAGCTTAATC ACTACCTTAA TACTTTATTA 1819500 
ATTTGTCTTT TTCTAATTTA CTTAACAATG ATAAGTGGTG GAGATAAGCG GGATCGAACC 1819560 
GCTGACCTCC TGCGTGCAAG GCAGGCGCTC TCCCAGCTGA GCTATATCCC CATTTCATCA 1819620 
TAATTTAATA ACTAATCATT TATGTCTTAG TTATTATTTA TTTACACTAC ACCTTTCGTT 181968 0 
TCACTCACTC TCAGAGTGGT GGGTCTGAGT GGACTTGAAC CACCGACCTC ACCCTTATCA 181974 0 
GGGGTGCGCT CTAACCACCT GAGCTACAGA CCCAAGGGTA ATGTTTTCTT CTGCTCATTT 1819800 
GTCTACAACT ATCAGCCAAT CTGTGTGAGC ACTCGCTGTC TCTCGTCTTC AGTAAGGAGG 1819860 
TGATCCAACC GCAGGTTCCC CTACGGTTAC CTTGTTACGA CTTCACCCCA GTCATGAATC 1819920 
ATACCGTGGT AAACGCCCTC CAAAAGGTTA AGCTATCTAC TTCTGGTACA ACCCACTCCC 1819980 
ATGGTGTGAC GGGCGGTGTG TACAAGGCCC GGGAACGTAT TCACCGCGAC ATTCTGATTC 182004 0 
GCGATTACTA GCGATTCCGA CTTCATGGAG TCGAGTTGCA GACTCCAATC CGGACTTAGA 1820100 
CGTACTTTAT GAGATTCGCT CCACCTCGCA GCTTCGCTTC CCTCTGTATA CGCCATTGTA 182 016 0 
GCACGTGTGT AGCCCTACTC GTAAGGGCCA TGATGACTTG ACGTCATCCC CACCTTCCTC 1820220 
CAGTTTATCA CTGGCAGTCT CCTTTGAGTT CCCGACCAAG TCGCTGGCAA CAAAGGATAA 1820280 
GGGTTGCGCT CGTTGCGGGA CTTAACCCAA CATTTCACAA CACGAGCTGA CGACAGCCAT 182034 0 
GCAGCACCTG TCTCTAAGTT CCCGAAGGCA CAAGCTCATC TCTGAGCTCT TCTTAGGATG 1820400 
TCAAGAGTAG GTAAGGTTCT TCGCGTTGCA TCGAATTAAA CCACATGCTC CACCGCTTGT 1820460 
GCGGGCCCCC GTCAATTCAT TTGAGTTTTA ACCTTGCGGC CGTACTCCCC AGGCGGTCGA 182052 0 
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TTTATCACGT TAGCTACGGG CACCAAGCTC TAAGCCCAAT CCCCAAATCG ACAGCGTTTA 1820580 
CAGCGTGGAC TACCAGGGTA TCTAATCCTG TTTGCTCCCC ACGCTTTCGC ACATGAGCGT 182 0640 
CAGTACATTC CCAAGGGGCT GCCTTCGCCT TCGGTATTCC TCCACATCTC TACGCATTTC 182 0700 
ACCGCTACAC GTGGAATTCT ACCCCTCCCT AAAGTACTCT AGTTACCCAG TCTGAAATGC 1820760 
AATTCCTAGG TTAAGCCCAG GGCTTTCACA CCTCACTTAA ATAACCGCCT GCGTGCCCTT 1820820 
TACGCCCAGT TATTCCGATT AACGCTCGCA CCCTCCGTAT TACCGCGGCT GCTGGCACGG 1820880 
AGTTAGCCGG TGCTTCTTCT GTATTTAACG TCAATTTGAT GTACTATTAA CACATCAACC 1820940 
TTCCTCAATA CCGAAAGAAC TTTACAACCC GAAGGCCTTC TTCATTCACG CGGCATGGCT 1821000 
GCGTCAGGGT TCCCCCCATT GCGCAATATT CCCCACTGCT GCCTCCCGTA GGAGTCTGGA 1821060 
CCGTGTCTCA GTTC CAGTGT GGCTGGTCAT CCTCTCAGAC CAGCTAGAGA TCG CAGGCTT 1821120 
GGTAGGCATT TACCCCACCA ACTACCTAAT CCCACTTGGG CTCATCCTAT GGCATGCGGC 1821180 
CTCTCAGTCC CGCACTTTCA TCTTCCGATA ATACGCGGTA TTAGCGACAG TTTCCCGTCG 1821240 
TTATCCCCCT CCATAAGCCA GATTCCCAAG CATTACTCAC CCGTCCGCCA CTCGTCAGCA 1821300 
AGAAAGCAAG CTTTCTCCTG CTACCGTTCG ACTTGCATGT GTTAAGC CTG CCGCCAGCGT 1821360 
TCAATCTGAG CCATGATCAA ACTCTTCAAT TCAAGTTCAA TCGCTCAATA AACTGCTTAG 1821420 
CTATAAATAA AATACTACTT AAAAAAGTAA TAATGAATTT TCAGTTAAGC ACCTATTAAG 1821480 
ACTTCAAAAT TAAAAATAGT TTTAAAACAA GTCAATCAAC AAGTGCCCAC ACAGATTGTC 1821540 
TGATATATTG TTAAAGAGCA AAAAATAACG ACGCACTTGG AAACTTAAAA AACTTCACAA 1821600 
CAGTGCGTCG TTGTGTGCGG TGCATTATAG GGATTTTCAA ATCCCTTGCA AGTACTTTTT 1821660 
GCAAAAATTT TTGAAAAACT CGACCGTTTG TTGAAAATAC ATACGTAAAA TACATAATTC 1821720 
CGCCAACAAA TGGTTGATTT TTGATCTCAA TTTATAAATT AAAGTTTACT T AG ATCAAC C 182178 0 
AAAGCCTCTG GTTTAATATC GGCAATAGTA CGATTGCTGG TTAATGTCAT CGCTACGTGC 1821840 
ATCTCTTTTT TGAAAATGTC GAGCATATTT TCAACACCTT GACGACCTTC TGCCCCTAAA 1821900 
GCATAAACAA ATG CTCGACC TAACATTGTT GCATCTGCCC CTAATGCCAA CATACGGACT 1821960 
ATGTCTAAAC CATTGCGAAT ACCTGAATCG GCAATAATTT TAATATCCCC TTTCACTGCA 182202 0 
TCGGCAATTG GTGGCAACGC TCTTGCACTT GAAAGCACGC CATCTAACTG ACGGCCACCG 1822 08 0 
TGATTTGAAA CAACAATTCC ATCAGCACCG AAACGCACCG CATCTTTCGC ATCTTCAGGG 1822140 
TCGAGAATAC CTTTAATGAC CATTGGACCT TCCCAAAACT CACGGATCCA CTCTAAATCT 1822200 
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TTCCACGAAA TTGATGGATC AAAGTTTTCT GTTAGCCAGC CAATATAGTC ATCTAAACCT 1822260 
ATTTGTCTAC CCATATAAGT TGAAACATTA CCCAAGGTGT GCGGTTTGCC TTTGATACCC 1822320 
ACATCATACG CCCAGAATGG GTGTGTAAAG CCTTGTAATA CACGGCGAAT TTCTTTGTAA 18223 80 
GGCCCGCTCA TACCTGAGTG CATATCACGA TAACGTGCAC CTGGAGTAGG CATATCGACC 1822440 
GTAAACACTA AAGTAGAACA GCCTGCTGCT TTCGCACGCT CAAGCGCGTT TTTCATAAAA 18225 0 0 
CCACGATCTT TTAACACATA AAGCTGAAAC CACATTGGAC GCTTAATCGC AGGGGCGACT 182256 0 
TCTTCAATTG GACAAATTGA TACTGTTGAA AGGGTAAACG GCACACCTTT ATTGTCCGCC 1822620 
GCTTGTGCTG CTTGTACTTC TCCACGACGC GCATACATTC CGCACGCCCC AACTGGTGCA 18226 8 0 
AGAATAGTTG GCATTGAAAG TTTTTCACCA AATAATTCTA TACTAGTATC CAATTCAGAC 1822740 
ATATCTTTTA AGACACGTTG TCTTAAAGCA ATATTTTCCA AATCACTCAC ATTACGCGCA 18228 0 0 
AGTGTTTGCT CGGCATAAGA ACCGCCATCG GCATAATGGA ACATAAAGGG AGGAACACGG 182286 0 
CGACGCGCCG CTTCACGATA ATCGCTAGCT GATGAAATAA TCATTTTTAC CTCTTATTCA 1822 92 0 
ATAAAATAGT GAGAAACCTG AGAGGTATTA TAACACTATT TTAACAAATT CAATAAAAAT 1822980 
CATAATTATT TTGAGAACTA GATCACAATT TATTTTAAAA AAGTGACATA TAGAAATGAT 1823 04 0 
ATAAGTAGAA AAATCACCTA TAAAATTAGG AAAAATTGTG AATTTATCAA TATCACACAA 1823100 
TTAATCTATT AACTTTTAAT CTATTTTGAT TACTTCCAAA GATTCAAATC CCCATAGATG 182316 0 
TAAAGCTTTT TTAAATTGAG ATTCTTCGGG AAAATGTGCG GTGCAAAACA TTTGATTATA 1823220 
TTTTTCATTT TGCGCTTGTA GATTTTTATC ATCAAGTAAA TATTTGATCC GTTTAGCAAT 182328 0 
TGCTGCGCTC GGTTCCATAA AATATTTAAC TTGTGGCAAG CATAACTGAA TTTCATCTTT 182 3 340 
GATGAGAGGA AAGTGAGTaC AACCTAAAAC TAATGTATCC AAATCTGCCA TGCCTGCCCA 1823400 
CGAAGATAAC TCATCTTTTA AACTAATGAG ATCAACGGAA TGACCACGAA TTTTTTGCTC 182346 0 
CGCAATTTCG ACTAATTTTG TCGTTCCCAG TCTCTCAACA ATACAATCTT GCGCAAATTT 1823 520 
ATCAATCAAC TCATCGATAT AATGACGTTT TACAGTCCCC TTTGTAGCTA AT AAAC CAAT 182358 0 
ATGTTTTGTC TTTGTTATTT CTGATGCAGG TTTAATAGCG GGTACAGTCC CAATGATAGG 182364 0 
AATATCAAAA GCAGCTCGCA AAGG CGGAAG CACAACAGTA CTCGCTGTAT TGCAAGCTAT 1823700 
CACCATTGCA TCTAATGGAT AACGTTGATT AATAAGCTGA CACGCCGCTA AAGTTCGGTG 182 3760 
AATAATACTT TCTTCTTTGC GTTCTGAATA AGGGAATCCC GCATTATCAA AG CAAT AG AG 1823820 
ATAATGCCAA TTGGGTAATA GTTTTTTGGC TTCACGgATA TACGCTAAAC CCACCCACTC 1823880 
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CAGAATCAAA AAAGAGCACT GTTGGGCGTT TTTcTTTTTT ATCCATTTAA AACTCTTTGA 1823940 
AAATTGACCG CACTTTTAAG CGTTCGAGTA AATTTcTTTA TTATTGAGCC AGCGACGGAT 1824000 
TAGGCTTTCT GCCACATCAG GGTATTTTTG GATAAGTGAT TTCGCATAAT GTTGCACCGT 1824060 
TGGTATCATT TTnCTATCTC GCATTAAATT TGCTACTCGC AATTCAGCAA TTCCCGTTTG 1824120 
TTTCGTTCCA AGTACTTCAC CTGGCCCACG AATTTCTAAA TCTTTTTCCG AAATAACAAA 1824180 
CCCATCTTGG CTATCTCGTA GCACCTGCAA GCGTTTTTGT GAAACTTTAC CTAGCGGAGG 1824240 
TTTATACATT AGTACACAAA AAGAAGCCGT GCAGCCTCGA CCGACGCGCC CTCGTAACTG 1824300 
ATGAAGCTGC GATAAACCTA AACGTTCTGC ATTTTCGATA ATCATCAAAC TCGCATTCGG 1821360 
AACATCAACA CCCACTTCGA TGACTGTCGT TGCCACCAAT AAATCCAATT CTGCATTTTT 182442 0 
AAAACGCATC ATGACATCTT GTTTTTCTTG GGGTTTCATG CGCCCGTGCA CTAAACCAAT 1824480 
ATTTAACATC GGTAACGCTT TCGTTAAATC TTCCCAAATC GCTTCAGCTG CTTGAGCTTC 1824540 
TAACACCTCT G ATT CATCAA TTAACGTACA CACCCAATAG GCTTGACGTT TTTCATTAAC 182460 0 
ACAAGCGTTT TTTACACGCA TCACAATTTC AGCTCGACGT TCTTCAGAAA CCACTACGGT 1824660 
TGTTATCGGC GTACGACCTG GAGGCAATTC ATCAATAATT GATGTATCCA AATCTGCATA 1824720 
TACGGTCATT GCCAACGTTC TCGGAATCGG CGTGGCCGTC ATAATTAACT GATGGGGATA 1824780 
AAATCCCGCT TTTTCGCCTT TTTCACGCAA CATTAATCGT TGATGCACCC CAAAACGATG 1824840 
TTGTTCATCA ATAATCACTA ATGCTAAGTC GGAAAACTCG ACTTCTTCTT GGAATAAAGC 1824900 
ATGCGTCCCC ACCACCATTT GCACCGCGCC AGTTTTGATT TTTTCAAGCT CTGCTTGTCT 1824960 
TGATTTTCCT TTTACTTTAC CTGCCAACCA GCCAACTTCA ATACCGAAAG GCTTAAACCA 1825020 
CCGTCTAAAA TTATTCGCAT GCTGTTCTGC AAGAATTTCT GTTGGCGCCA TTAAGGCGAC 1825080 
TTGTTTGCCA TTATCAATTG CAGTTAAAGC AGCCAATGCG GCAACCAATG TTTTTCCCGA 1825140 
GCCCACATCG CCTTGCACTA AGCGCATCAT CGGATAATCT TTGATAAGAT CTTGTTCAAT 1825200 
ATCGGACACT ACTCGCTTTT GCGCATTAGT GGGTTGAAAT GGCAAGGTGG CTAAAAATCG 1825260 
CTGTTTCAAA TCTGTTTGAT AATGTAGCGG TAAGGCAGAA AATTGTTGCG TTCCTAACCG 1825320 
CACTTTTTGC ATAGCTAAAT TATGTGCCAG AAGCTCTTCA AAAATTAATC GTTGTTGTGC 1825380 
AGGATGCTTA CCTTGCTCTA ACATTTCTAA TGAAATATCT GGCGGCGGAC GATGCAATAA 1825440 
TCGCAATGCC TCTTTTAAGC TATATTGATG TGGATTAAAT TCATTAGGCA AAATTTCTGC 1825500 
AATCTGAACT TTGTCGAGTA ATGCCAAAGC CTGATCCGTT AATTTTCGTA ATGAATTTTG 1825560 

-77.1088- 

SUBS7TTUTE SHEET (RULE 7R\ 



WO 96/33276 PCT/US96/05320 

TTTTAGCCCT TCCGTTGTGG AATAAATCGG CGTTAGGGTT TCTTCCAATA CTATGGGCGC 182 562 0 
ATTATCTCGC ACAATTTGAT ATTCTGGATG ATGAATTTCT GG CATGTGAC GCCCACGTTT 1825680 
CACTTCGCCA AAAGCCTTTA CTCGCACGCC AACTTGAAAA CTATTACGCA TTCCCGCATT 182 574 0 
AAAATTGaAA AAACGTAACA TAATTTTCGA TGTGCCGTCT GACAAACTTA CCGATAAAAT 18258 0 0 
CGGGCGACGG CCAAAAGCGA CTTCACAGGT TTGTACAATT CCTTCAATGG TAAAATATTG 182 5860 
TTCGGGGCGG AGATTAGCGA TTAGCGTAAT TCGCGTACGA TCTTCATAGC GAATAGGTAA 182 592 0 
ATGAAAGAGT AAATCTTGCA GATTATGAAT GCCGATTTTA GCCAGTTTAT TAGAAATGGC 182 5 98 0 
AGCCCCCACA CCAGAAAGGC TGGTCAAAGG CACGGCATCG AGAAGTTCAA GGCTCATAGC 182604 0 
TCATTAATAT TGCGTTTGAC ATTAACGACG CCAGTGATGC CTTTAATACG ATGAACGATA 1826100 
TTGGCAAGGT GTTTGATATC TTTTACACAA ACCTGCAAAA TCACAAGCAA TAAATTGTTC 18 2616 0 
TCTAATTCTT CCGTCCAAAT ATTTTGGAGA CTGCTTTCGC TCGCTGAAAT TGCGGTCATT IB 2622 0 
AAACTAAGCA AGGCATTCTG CTCATTCAAT ATTTCTATTT GTAATTCAGC CTCAAAATTC 182 6280 
ACCGCACTTT GAACGTTATC CCACTTAGCC AACGATTGAC GACAAGCATT TTTCAAACTT 182634 0 
GCACAATGTT GATGGTGTAC CACAACTGTA TTTTTTTCTG TACAACATCC CACAATAGGA 18 26400 
TCACCTAGGA TTGGATGGCA ACATTGAGCA AATTGTGTTT TACCCACTTG CATTGGTGCA 1826460 
ATAGTGAGTA TTTTTGATTC AAATTCGAGA TTCTTAGTAT TAGCAGATTC TAACGGCACG 182 6 520 
CCCACAAATT GATGCGCAAT CATGGAGGCT GACTGATTAC CTAAACCAAT TTCTCGTAAT 1826580 
AATTCATCTA AAGAAGAAAG GGCTAAAGCA TCTAATACAG TTCTAATTTG TTGAATAGAA 1826640 
AAATCACCTA AATTATGCGG CTGTAATGCT ACATTAAGCT CAACTTCGCC TAATTTCACC 1826700 
GCATCCTCTT CACAACGCTG TTTGAGATAA TGGCGAATCC GTGTTTTCGC ACGAGCCGTT 182 6760 
ACCACAAAAT TTAAC CATGC GACTTCAGGA TGCGCATTTG GaTCAGTAAT GATATTGACT 1826 82 0 
GTTTGCCCTG ATTCAAGGGC TTTTGAAAGT GGATAAGGTT TATGCTCAAC GGTTACGCCA 18 26 8 80 
ACACAAGTAT TCCCCACATC TGAATGCACA GCATAAGCAA AATCTACTGC TGTTGCGCCC 182 6 94 0 
ATTGG CAATT CAACAATTCG ACCTTTTGGC GTAAAAACAT AAATTTCTTT CGGGAAAAAC 182 7 000 
TCTGATTTTA CATTCTCAAT AAACTCAAAC GAATTACCTA CACTTTGTTG AATTTCAACC 1827 060 
AAACTTTGCA ACCAGCGTTG TACT CGG ATT TGTGCGGTTG TACTGTCGTT TTTACCATTT 182 7120 
TCTTTATAAA CCCAATGCGC AGTAATGCCC ATTTCAGCGA CTTGTTCCAT ATCCTCAGTA 1827180 
TGGATATGAA CTTCTACGGG AACACCTTTC GGCCCAATCA TTGAAGTTTG CAAAGATTGA 182724 0 
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TAGCCATTTG CTTTAGGTAC CGCGATATAA TCCTTAACTC GGCCTGGACG TGGCTTATAA 1827300 
AGATTATGCA TTTGCCCCAA AACGCGATAA CAATCATCAA CATTTTTCAC AATCACACGG 1827360 
AACGCATAAA TATCCATAAT AGAGTGGAAT TCTTGATCCT TTATGCGCAT TTTTTGATAG 182742 0 
ATCTTGTAAA GATGTTTTTC ACGTCCCCAC ACTCGGGCAA AAATGCCTGA GTTTTCTAAC 182 74 80 
CGCACTTTAA TCTCTTGTGA AATACGTTCG ATTAAATCTT GTCGATTACT CCGCGCCACA 1827 54 0 
TCAACGAGTT TTTTTAACAC CTCATAACGA TGTGGATGCA TTGCTTGAAA AGATAAGTCT 1827600 
TCTAATTCAT TTTTGATATG CTCAATACCT AAACGATGAG CAAGCGGACA ATAGATTTCA 1827660 
AGCGTTTCTT TCGCAATACG GCGACGTTTA TCTGGTCGTA ACGAACCAAG CGTGCGCATA 1827720 
TTATGCGTGC GGTCAGCAAG CTTGATTAAC ACAACGCGAA TATCACGCGT CATCGCCAAA 18277 80 
ATCATTTTGC GAAAATTCTC GACTTGTGCT TCTTGGCGAG TACGAAATTT CAACTTATCG 1827840 
AGTTTTGATA CACCGTCCAC AATTTCAGCC ACACTGGCAC CGAACTCTTC TTTCAGTTGT 182 7900 
TCTTCCGTAT AAGGTGTATC TTCAATAACA TCGTGCAAAA GCGCAGCCAT TACCGCTTCG 182796 0 
TGATCTAAGT GAAGTTGAGC AATAATGGAG GCTACCGCCA CAGGATGGGT AATGTAAGGT 182 8 020 
TCGCCGCTGG AGCGAAATTG TCCTTCGTGC GCATCTCTTG CAATCACAAA CGCACGCTTG 1828080 
ATGAGTTCAA TTTTATCTGC GGGCAAATAC CCTTGAATAA TTCGATCTAA ATCCGCAAAC 1828140 
AGTTCCAAAG GAGACCTACT TATCGTTGAA AAATATCGCC TAGGGTAAGT AGACCCTAGC 18282 00 
TTAACTAAAT GTTACCCTTT GGGGTAGaAA TTACGTTCCC CAAAGGGGGA CAACTATAAC 1828260 
CATAATTAAC CGTGGGTATA CCTACCCGCG GTAAAATACC TTTATTTTTT ACCGCACTTT 1828320 
TAAAAGATTA TTCTGTAATT AATGCAACAG CTGCTTCTTC CGTTTCTTGC ACTTTCGCCA 182 8380 
TTTTTTGGAA n TCTTGTGCA TCCATAATAT CTTGATTAAT CAAACCTTTT TCGATTTCAC 1828440 
GTAATGCGAT TACTGTTGGT TTGTCATTAT CTTCTGGCAC TAATGGTGCA CTTTGATTAA 182 8500 
GTTGTAATTG TCTTGCACGA CGTGCAGCCG TTAAAATTAA ATCAAAACGG TTACCAATTT 1828S60 
TTTCTACTGC ATCTTGCACA GTAACACGAG CCATAATTTA CTCCGATTTG TCAAAAATTA 1828620 
CTCTATTGAA AGGGCGTTAT AATACTCAAT TTCGCCCTAT TTTGCTAGTA GCTGTTGAAT 1828680 
TAACATTGCA TTTTGTTTTT GTTGATAATC TTTAGTTAAG CGTTCCGATT GCAAAATACT 182874 0 
TTGTAAATCT TTTAATGTTT TCTCAAAATC ATCATTCACA ATGACATAAT CATATTCGTC 1828800 
ATAATGCGAA ATTTCACTCA TCGCTTTTGA CATTCGTTCA GCGATAACCT CTTCACTATC 1828860 
TTGCCCTCGA CCAATTAAAC GACGCTCTAA TTCAGGCAAT GAAGGCGGTA AAATAAAAAT 1828920 
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GCTTTTTACT GAAGGCACTT TTTTACGGAT 
AAATACATCA ATGCCTTTTG CTAAATTTTC 
ATTGCCACCA AAAACTTTGG CATATTCTAG 
CTCTTCTTTT GATACAAAAT AATAGTGTAC 
GGTCGTATGT GACACAGAAA CCATTTTTTG 
AATTAATGAA GATTTTCCTG CGCCACTTGG 
CATAGAATAT TTAACCTTCT CTGACAATTT 
ATCATCAAAA GTGCGGTGAT TTTTTwCGGT 
GATCACAAAA AAGTAGTAGG GTTTATAGTT 
GTTGTCTTAC TGAGTGAGCA GTATTACTCA 
AGGTGAAAAT CTTATGGCAA TTAAAATTGG 
CGTATTCCGT GCAGCACAAC ACCGTGATGA 
CGACGTTGAA TACATGGCTT ATATGTTGAA 
CACTGTTGAA GTGAAAGATG GTAACTTAGT 
AGAACGTGAT CCAGCAAACT TAAACTGGGG 
GACTGGTTTA TTCTTAACTG ATGAAACTGC 
AGTTGTATTA ACTGGCCCAT CTAAAGATGC 
CAACGCATAC GCAGGTCAAG ATATCGTTTC 
TCCTTTAGCA CGTGTTGTTC ATGAAACTTT 
TCACGCAACG ACTGCAACTC AAAAAACTGT 
C 
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TTGTTGGGCG CCCTGCCAAT CAATATCTAA 18 28 980 
CTCAATCGCA GGTAAAGAGG TTCCATAATA 18 2 904 0 
AAATAAATCT TGCTCAATGA GTGATTCAAA 182 9100 
GCCTTCAACT TCACCCGGGC GTGGGGCACG 1829160 
AGTTGAGCTA TCTGATGCCA ATAACGCTGA 1829220 
TGCAGATAAA ATATAAAGAT TACCTTGAGA 18 29280 
CAGTCTATTA TGCAGATTTC TCTATAAAAA 182 934 0 
ACTTTTTCAT TCTAATGATG ATTTGATATA 182 94 00 
TTATAAAAAT GCTCGTGCTA TACTCTGTGC 182 9460 
AAGCAAACAG ATTTGTTTAA CTTAAATAAA 1829520 
TATCAATGGT TTTGGTCGTA TCGGCCGTAT 1829580 
CATTGAAGTT GTAGGTATTA ACGACTTAAT 1829640 
ATATGATTCA ACTCACGGTC GTTTCGACGG 182 9700 
GGTTAATGGT AAAACTATCC GTGTAACTGC 182 9760 
TGCAATCGGT GTTGATATCG CTGTTGAAGC 1829820 
TCGTAAACAT ATCACTGCAG GCGCAAAAAA 1829880 
AACCCCTATG TTCGTTCGTG GTGTAAACTT 182 994 0 
TAACGCATCT TGTACAACAA ACTGTTTAGC 183 00 00 
CGGTATCAAA GATGGTTTAA TGACCACTGT 183 006 0 
GGATGGTCCA TCAGCTAAAG ACTGGCGCGG 183 0120 
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What Is Claimed Is: 

1. Computer readable medium having recorded thereon the 
nucleotide sequence depicted in SEQ ID NO:l, a representative fragment 
thereof or a nucleotide sequence at least 99.9% identical to the nucleotide 

5 sequence depicted in SEQ ID NO: 1 . 

2. Computer readable medium having recorded thereon any one 
of the fragments of SEQ ID NO: 1 depicted in Table la or a degenerate variant 
thereof, excluding the fragments of SEQ ID NO:l depicted in Table lb. 

3. The computer readable medium of claim 1, wherein said 
10 medium is selected from the group consisting of a floppy disc, a hard disc, 

random access memory (RAM), read only memory (ROM), and CD-ROM. 

4. The computer readable medium of claim 3, wherein said 
medium is selected from the group consisting of a floppy disc, a hard disc, 
random access memory (RAM), read only memory (ROM), and CD-ROM. 

15 5. A computer-based system for identifying fragments of the 

Haemophilus genome of commercial importance comprising the following 
elements; 

a) a data storage means comprising the nucleotide sequence 
of SEQ ID NO:l, a representative fragment thereof, or a nucleotide sequence 

20 at least 99.9% identical to the nucleotide sequence of SEQ ID NO: 1 ; 

b) search means for comparing a target sequence to the 
nucleotide sequence of the data storage means of step (a) to identify 
homologous sequence(s), and 

c) retrieval means for obtaining said homologous 
25 sequence(s) of step (b). 
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6. A method for identifying commercially important nucleic acid 
fragments of the Haemophilus genome comprising the step of comparing a 
database comprising the nucleotide sequence depicted in SEQ ID NO: 1 , a 
representative fragment thereof, or a nucleotide sequence at least 99.9% 

5 identical to the nucleotide sequence of SEQ ID NO: 1 with a target sequence 

to obtain a nucleic acid molecule comprised of a complementary nucleotide 
sequence to said target sequence, wherein said target sequence is not randomly 
selected. 

7. A method for identifying an expression modulating fragment of 
10 Haemophilus genome comprising the step of comparing a database comprising 

the nucleotide sequence depicted in SEQ ID NO: 1, a representative fragment 
thereof, or a nucleotide sequence at least 99.9% identical to the nucleotide 
sequence of SEQ ID NO: 1 with a target sequence to obtain a nucleic acid 
molecule comprised of a complementary nucleotide sequence to said target 
15 sequence, wherein said target sequence comprises sequences known to regulate 

gene expression. 

8. An isolated protein-encoding nucleic acid fragment of the 
Haemophilus influenzae Rd genome, wherein said fragment consists of the 
nucleotide sequence of any one of the fragments of SEQ ID NO: 1 depicted in 

20 Table la or a degenerate variant thereof, excluding the fragments of SEQ ID 

NO:l depicted in Table lb. 

9. A vector comprising any one of the fragments of the 
Haemophilus influenzae Rd genome depicted in Table la or a degenerate 
variant thereof, excluding the fragments of SEQ ID NO:l depicted in Table 

25 lb. 

10. An isolated fragment of the Haemophilus influenzae Rd 
genome, wherein said fragment modulates the expression of an operably linked 
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open reading frame, wherein said fragment consists of the nucleotide sequence 
from about 10 to 200 bases in length which is 5' to any one of the open 
reading frames depicted in Table la or a degenerate variant thereof, excluding 
the fragments of SEQ ID NO:l depicted in Table lb. 

5 11. A vector comprising any one of the fragments of the 

Haemophilus influenzae Rd genome of claim 8. 

12. An organism which has been altered to contain any one of the 
fragments of the Haemophilus genome of claim 8. 



13. An organism which has been altered to contain any one of the 
10 fragments of the Haemophilus genome of claim 10. 

14. A method for regulating the expression of a nucleic acid 
molecule comprising the step of covalently attaching 5' to said nucleic acid 
molecule a nucleic acid molecule consisting of the nucleotide sequence from 
about 10 to 100 bases 5' to any one of the fragments of the Haemophilus 

15 genome depicted in Table la or a degenerate variant thereof, excluding the 

fragments of SEQ ID NO: 1 depicted in Table lb. 



15. An isolated nucleic acid molecule encoding a homolog of any 
one of the fragment of the Haemophilus genome depicted in Table la, 
excluding the fragments of SEQ ID NO:l depicted in Table lb wherein said 
20 nucleic acid molecule is produced by the steps of: 

a) screening a genomic DNA library using any one of the 
fragments of the Haemophilus genome depicted in Table la as a target 
sequence; 

b) identifying members of said library which contain 
25 sequences which hybridize to said target sequence; 
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c) isolating the nucleic acid molecules from said members 
identified in step (b). 

16. An isolated DNA molecule encoding a homolog of any one of 
the fragments of the Haemophilus genome depicted in Table la, excluding the 

5 fragments of SEQ ID NO:l depicted in Table lb wherein said nucleic acid 

molecule is produced by the steps of: 

a) isolating mRNA, DNA, or cDNA produced from an 

organism; 

b) amplifying nucleic acid molecules whose nucleotide 
10 sequence is homologous to amplification primers derived from said fragment 

of said Haemophilus genome to prime said amplification; 

c) isolating said amplified sequences produced in step (b). 

17. An isolated polypeptide encoded by any one of the fragments 
of the Haemophilus influenzae Rd genome depicted in Table la or by a 

15 degenerate variant of said fragment, excluding the fragments of SEQ ID NO: 1 

depicted in Table lb. 

18. An isolated polynucleotide molecule encoding any one of the 
polypeptides of claim 17. 

19. An antibody which selectively binds to any one of the 
20 polypeptides of claim 17. 

20. A method for producing a polypeptide in a host cell comprising 
the steps of: 

a) incubating a host containing a heterologous nucleic acid 
molecule whose nucleotide sequence consists of any one of the fragments of 
25 the Haemophilus influenzae Rd genome depicted in Table la or a degenerate 
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variant thereof, excluding the fragments of SEQ ID NO: 1 depicted in Table 
lb under conditions where said heterologous nucleic acid molecule is 
expressed to produce said protein, and 

b ) isolating said protein. 
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